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WARNING

The values of the results of genetic tests are not diagnostic, but show trends that
are in�uenced by physiological, pathological conditions, use of medications and
other personal conditions of the examinee.

Only your clinician is able to correctly interpret these results and to prescribe the
most appropriate treatment for you, and the company is not responsible for any
treatment based on the results.

If necessary, our science team is available to discuss the results with the
attending clinician upon request.

The genetic test
The genetic examination is the most current and advanced technological leap in the

health area, mainly for the clinical area because DNA is the true Instruction Manual for

the individual.

The exam shows conditions, determined by genetics, that may or may not develop at

some point in life, as in DNA, all individual needs, susceptibilities and psycho-

behavioral and structural characteristics are determined with high precision,

functional and reactive that an individual has and will have throughout his life.

Today science considers Epigenetics, a term that encompasses countless factors such

as the state and emotional relationships, nutrition, physical activity and environmental

factors, among others, as of fundamental value for development (expression), or not (

silencing), of these conditions.

Hence the importance of genetic examination. It allows each person to know what

their tendencies are and thus be able to work epigenetically to prevent them from

developing (genetic silencing), thus maintaining their Health, Vitality, Beauty and

Longevity.

The information found in the DNA, which determines the individual di�erences and

the conditions analyzed in the exams, are called Polymorphisms (SNPs). In each

condition our exam can �nd and analyze up to several dozen polymorphisms.

The current level of our technology, allows the high level of precision and reliability of

our exams in the fundamental aspects for a genetic exam.
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How to interpret the exam:

FIRST PART

The analyzed genetic CONDITIONS are grouped into CATEGORIES.

Each CONDITION is presented according to its MAGNITUDE. That is, what is the

genetic susceptibility (intensity or possibility) of the analyzed condition to express itself

(happen).

If the susceptibility is TOO HIGH, a RED dot will appear

If the susceptibility is HIGH, an ORANGE dot will appear

If the susceptibility is AVERAGE, a YELLOW dot will appear

If the susceptibility is NORMAL a GREEN dot will appear

If the susceptibility is LOW, a BLUE dot will appear

If the condition is not identi�ed GRAY dot

PART TWO

In the second part the CATEGORIES and CONDITIONS are shown again in more detail

and presenting the analyzed genes
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MOST RELEVANT CONDITIONS BY CATEGORY

IMMUNE SYSTEM

Crohn's disease

Psoriatic arthritis

Lymphedema

henia Grave

RESPIRATORY SYSTEM

Respiratory Quotient (RQ)

Oxygen Volume (O2) Ma

Aerobic Resistance

Aspergillosis

DENTISTRY

Bruxism

Temporomandibular disctiveness in response t...

MUSCULAR SYSTEM

Athletes with Greater Physi...

Biceps Increase

Slow-twitch fibers

Muscle mass

Knee strength

Fast Twitch Muscle Fibers

Neuromuscular Power

Muscle Performance

CARDIOVASCULAR

Aerobic Capacity

Paroxysmal Ventricular Fib

Increased blood pressu

Brugada Syndrome

Jervell Lange Nielsen S.

Hypercholest. B

Long QT Syndrome

Romano-Ward Syndrome

PSYCHIATRIC

Cocaine addiction

Addiction tendency (eating

Panic Syndrome

Personality Trait: Assertiv.

Personality Trait: Positive...

Personality Trait: Extraver...

r Disorder (Response...

HD (Attention Deficit Hyp...
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MOST RELEVANT CONDITIONS BY CATEGORY

VISION (OPHTHALMOLOGY)

Retinitis Pigmentosa

Retinal detachmentgardt's Disease

CHRONIC SUBCLINICAL INFLAMMATION

Sciatica

InflammationsKnee Arthrosis

SKELETAL SYSTEM (BONES)

Scoliosis

Bone Strength

Osteoarthritis

Dupuytren's Contracture

Osteopenia

Musculoskeletal Pain

SPORTS

Rugby

Endurance

Boxing

Triple jump

Elite athletes

Snowboard

Surf

Marathon

METABOLIC

Protein Metabolization

Micronutrient Metabolism

Metabolic syndrome

Trend to regain weight

Lipid Metabolism

Methylation

of Overeating (Gluttony)

Weight Gain Trend

DIGESTIVE SYSTEM

Ulcerative Colitis

Irritable Bowel Syndrom

Hirschsprung

Gastroesophageal Reflux Dis...

epatoenteric Syndrom...

mary Biliary Cirrhosis (...
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MOST RELEVANT CONDITIONS BY CATEGORY

METABOLIC DISORDERS

Xenobiotic Metabolism (Incl...

GalactosemiaSanfilippo Syndrome

WEIGHT

Fat burning through cycling

Fat Oxidation

Slimness

Fibers and slimming

Intake of saturated fat and...

d of Monounsaturated Fa...

Weight Management

Waist Measure

CANCER

Skin Neop. (light sens.)

Medulloblastoma

MetastasisLynch Syndrome

Erythrocytosis

REACTIONS TO TREATMENTS

Glucocorticoid Therapy

Loss of Muscle Mass andFluoroucacil Response

PERSONAL CHARACTERISTICS

Leadership gene

Resistance

Sociability

Night chronotype

Obsessive-Compulsive Disord...

ochondrial Energy Produc...

r Stimulus with Caffeine

uospatial Working Memory

SKIN

Response to tanning

Skin elasticity

Keloids

Collagen Degradation

Bulldog effect

le Bullous Epidermolysis
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MOST RELEVANT CONDITIONS BY CATEGORY

HORMONES

Testosterone

Increased Noradrenalin

DHEA/DHEAS

Cortisol Level

PAINS

Pain Sensitivity

Sciatica Pain

Lumbar Disc Disease

Back pains

AUDITORY SYSTEM

Non-syndromic deafness

Usher SyndromeHearing Loss (noise)

HEMATOLOGIC SYSTEM

Atypical Hemolytic Uremic S...

High Ferritin

Neuroferritinopathy

Beta Thalassemia

Intermediate Beta Thalassemia

mophilia - Factor VIII De...

Hemolytic Anemia

enefit of Physical Exercis...

GENETIC DISEASES

Joubert Syndrome

Walker-Warburg Syndro

Mucopolysaccharidosis Type VI

Wilson's Disease

VITAMINS

Vitamin B2

Vitamin B6n B9 (Folic Acid)
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MOST RELEVANT CONDITIONS BY CATEGORY

ANTIOXIDANTS / SUPPLEMENTS

Vegetarian Protein Shake

Beta-Casein A2A2

Shake Proteína da C

Beta-Casein A1

Whey Protein

Glicerol

BCAA levels

Retinoic Acid

ENDOCRINE SYSTEM

Thyroid Orbitopathy (OT)

Hashimoto's Thyroiditis

Thyrotoxicosisutoimmune Thyroid Disease

Hyperparathyroid.

NEED FOR NUTRIENTS

Choline

Zinc

Turmeric (Curcumin)Selenium

Resveratrol

INJURIES

Achilles tendon injury

Exercise Induced Muscle

Fractures

Hamstring InjuriesHip dislocation

Meniscus Injury

eased Risk of Sports In...

AMINO ACIDS

Monohydrate Creatine

Beta-alanine

L-glutamineSerine Deficiency

carnitine Deficiency
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SUMMARY OF RESULTS

Aging

Aging (quality) 15 - - 4 + - 1 + + NORMAL

Facial Age and Appearance (greater aging) 6 - - 2 + - 0 + + NORMAL

Allergies

Egg White Allergy 3 - - 1 + - 1 + + HIGH

Amino acids

Monohydrate Creatine 0 - - 2 + - 0 + + HIGH

Beta-alanine 2 - - 0 + - 1 + + HIGH

L-glutamine 1 - - 5 + - 1 + + HIGH

Serine De�ciency 4 - - 0 + - 0 + + NORMAL

L-carnitine De�ciency 1 - - 0 + - 0 + + NORMAL

Antioxidants / Supplements

Vegetarian Protein Shake 2 - - 1 + - 2 + + HIGH

Beta-Casein A2A2 2 - - 0 + - 1 + + HIGH

Shake Proteína da Carne 4 - - 2 + - 1 + + HIGH

Beta-Casein A1 2 - - 2 + - 3 + +
MEDIUM-

HIGH

Whey Protein 5 - - 0 + - 1 + +
MEDIUM-

HIGH

Glicerol 3 - - 0 + - 0 + + NORMAL

BCAA levels 2 - - 0 + - 0 + + NORMAL

Retinoic Acid 2 - - 0 + - 0 + + NORMAL

Auditory system

Non-syndromic deafness 5 - - 1 + - 0 + + NORMAL

Usher Syndrome 1 - - 0 + - 0 + + NORMAL

Hearing Loss (noise) 1 - - 0 + - 0 + + NORMAL

Behavioral Changes
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Impulsivity 1 - - 6 + - 2 + + HIGH

Social Anxiety Disorder (Social Phobia) 1 - - 0 + - 0 + + MEDIUM

Behaviors

Motivation to Exercise 0 - - 1 + - 0 + + HIGH

Cancer

Skin Neoplasm (light sensitivity) 0 - - 2 + - 0 + +
MEDIUM-

HIGH

Medulloblastoma 8 - - 0 + - 0 + + NORMAL

Metastasis 2 - - 1 + - 0 + + NORMAL

Lynch Syndrome 13 - - 0 + - 0 + + NORMAL

Erythrocytosis 2 - - 0 + - 0 + + NORMAL

Cardiovascular

Aerobic Capacity 5 - - 0 + - 1 + +
MEDIUM-

HIGH

Paroxysmal Ventricular Fibrillation 1 - - 1 + - 0 + +
MEDIUM-

HIGH

Increased blood pressure during exercise 0 - - 1 + - 0 + +
MEDIUM-

HIGH

Brugada Syndrome 3 - - 2 + - 0 + + MEDIUM

Jervell and Lange-Nielsen Syndrome 0 - - 1 + - 0 + + MEDIUM

Hypercholesterolemia (Type B) 5 - - 0 + - 1 + + NORMAL

Long QT Syndrome 6 - - 2 + - 0 + + NORMAL

Romano-Ward Syndrome 4 - - 1 + - 0 + + NORMAL

Non-compacted Cardiomyopathy (Left Ventricle) 2 - - 0 + - 0 + + NORMAL

Ventricular Tachycardia 7 - - 0 + - 0 + + NORMAL

Wol�-Parkinson-White Syndrome 3 - - 0 + - 0 + + NORMAL

Familial Hypertrophic Cardiomyopathy 9 - - 0 + - 0 + + NORMAL

Short QT syndrome 0 - - 1 + - 0 + + NORMAL

Cardiac Capacity 1 - - 0 + - 0 + + LOW

Cardiovascular and Cerebrovascular

Hypertension 10 - - 6 + - 3 + + MEDIUM
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Chronic Subclinical In�ammation

Sciatica 1 - - 0 + - 1 + + MEDIUM

In�ammations 15 - - 9 + - 3 + + MEDIUM

Arthrosis of the Knee 4 - - 0 + - 1 + + MEDIUM

Clopidogrel

Response to Clopidogrel 5 - - 0 + - 0 + + NORMAL

Dentistry

Bruxism 1 - - 1 + - 1 + + MEDIUM

Temporomandibular disorder 2 - - 1 + - 0 + + MEDIUM

E�ectiveness in response to bisphosphonates 0 - - 1 + - 0 + + NORMAL

Digestive system

Ulcerative Colitis 13 - - 12 + - 3 + + MEDIUM

Irritable Bowel Syndrome 2 - - 0 + - 1 + + MEDIUM

Hirschsprung's Disease (HD) 9 - - 1 + - 0 + + NORMAL

Gastroesophageal Re�ux Disease 4 - - 0 + - 0 + + NORMAL

Trichohepatoenteric Syndrome (THE) 3 - - 0 + - 0 + + NORMAL

Primary Biliary Cirrhosis (CBP) 2 - - 0 + - 0 + + LOW

Endocrine system

Thyroid Orbitopathy (OT) 0 - - 0 + - 1 + +
MEDIUM-

HIGH

Hashimoto's Thyroiditis 6 - - 1 + - 0 + + MEDIUM

Thyrotoxicosis 1 - - 0 + - 1 + + MEDIUM

Autoimmune Thyroid Disease 4 - - 0 + - 1 + + MEDIUM

Hyperparathyroidism 2 - - 0 + - 0 + + NORMAL

Fatty acids

Arachidonic Acid De�ciency 2 - - 0 + - 0 + + NORMAL

Genetic diseases
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Joubert Syndrome 1 - - 0 + - 0 + + NORMAL

Walker-Warburg Syndrome 3 - - 0 + - 0 + + NORMAL

Mucopolysaccharidosis Type VI 10 - - 0 + - 0 + + NORMAL

Wilson's Disease 64 - - 0 + - 0 + + NORMAL

Hematologic system

Atypical Hemolytic Uremic Syndrome (aHUS) 4 - - 2 + - 1 + + MEDIUM

High Ferritin 4 - - 1 + - 2 + + MEDIUM

Neuroferritinopathy 0 - - 1 + - 0 + + NORMAL

Beta Thalassemia 19 - - 1 + - 0 + + NORMAL

Intermediate Beta Thalassemia 1 - - 0 + - 0 + + NORMAL

Hemophilia - Factor VIII De�ciency 1 - - 0 + - 0 + + NORMAL

Hemolytic Anemia 18 - - 0 + - 0 + + NORMAL

Bene�t of Physical Exercise for HDL 1 - - 0 + - 0 + + NORMAL

Hereditary diseases

Pompe disease 2 - - 0 + - 0 + + NORMAL

Hormones

Testosterone 5 - - 1 + - 2 + + MEDIUM

Increased Noradrenaline Level During Exercise 0 - - 1 + - 0 + + MEDIUM

DHEA/DHEAS 6 - - 2 + - 0 + + NORMAL

Cortisol Level 4 - - 1 + - 0 + + LOW

Immune system

Crohn's disease 20 - - 11 + - 1 + + MEDIUM

Psoriatic arthritis 2 - - 0 + - 0 + + MEDIUM

Lymphedema 1 - - 0 + - 0 + + NORMAL

Myasthenia Grave 4 - - 0 + - 0 + + NORMAL

Injuries

Achilles tendon injury 3 - - 0 + - 1 + +
MEDIUM-

HIGH
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Exercise Induced Muscle Damage 2 - - 1 + - 1 + +
MEDIUM-

HIGH

Fractures 1 - - 4 + - 0 + + MEDIUM

Hamstring Injuries 1 - - 1 + - 1 + + MEDIUM

Hip dislocation 2 - - 0 + - 0 + + MEDIUM

Meniscus Injury 1 - - 0 + - 0 + + NORMAL

Increased Risk of Sports Injuries 2 - - 0 + - 0 + + LOW

Instability

Explorative Behavior 0 - - 0 + - 1 + +
MEDIUM-

HIGH

Metabolic

Protein Metabolization 0 - - 1 + - 0 + + HIGH

Micronutrient Metabolism 3 - - 0 + - 2 + + HIGH

Metabolic syndrome 4 - - 2 + - 3 + +
MEDIUM-

HIGH

Trend to regain weight 3 - - 3 + - 2 + +
MEDIUM-

HIGH

Lipid Metabolism 33 - - 15 + - 8 + +
MEDIUM-

HIGH

Methylation 18 - - 10 + - 4 + +
MEDIUM-

HIGH

Trend of Overeating (Gluttony) 34 - - 14 + - 7 + + MEDIUM

Weight Gain Trend 38 - - 16 + - 7 + + MEDIUM

Ca�eine Metabolization 2 - - 2 + - 0 + + MEDIUM

Resting Metabolism 1 - - 2 + - 0 + + MEDIUM

Leptin receptor polymorphism 0 - - 1 + - 0 + + MEDIUM

Greater Insulin Sensitivity with Physical Exercise 0 - - 1 + - 0 + + NORMAL

Celiac disease 15 - - 0 + - 0 + + NORMAL

Glucose-6-Phosphate Dehydrogenase (G6PD) De�ciency 52 - - 0 + - 0 + + NORMAL

Mitochondrial Complex De�ciency 1 1 - - 0 + - 0 + + NORMAL

Resting Metabolic Rate 1 - - 1 + - 0 + + LOW

Improving Insulin Sensitivity with Physical Exercise 1 - - 2 + - 0 + + LOW

Metabolic disorders

Xenobiotic Metabolism (Including Ca�eine and P-450) 1 - - 1 + - 0 + + MEDIUM
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Galactosemia 24 - - 0 + - 0 + + NORMAL

San�lippo Syndrome 15 - - 0 + - 0 + + NORMAL

Muscular system

Athletes with Greater Physical Strength 0 - - 1 + - 1 + + HIGH

Biceps Increase 0 - - 1 + - 1 + + HIGH

Slow-twitch �bers 1 - - 0 + - 1 + + HIGH

Muscle mass 0 - - 1 + - 2 + + HIGH

Knee strength 1 - - 1 + - 2 + + HIGH

Fast Twitch Muscle Fibers 0 - - 0 + - 1 + + HIGH

Neuromuscular Power 3 - - 2 + - 4 + + HIGH

Muscle Performance 0 - - 1 + - 0 + +
MEDIUM-

HIGH

Lactate Accumulation (High Intensity Circuit) 0 - - 1 + - 0 + +
MEDIUM-

HIGH

Muscle strength 4 - - 2 + - 3 + +
MEDIUM-

HIGH

Hard Person Syndrome 4 - - 0 + - 1 + +
MEDIUM-

HIGH

Sarcopenia 0 - - 2 + - 1 + +
MEDIUM-

HIGH

Muscle Performance (Angiotensin II) 0 - - 1 + - 0 + +
MEDIUM-

HIGH

Quadriceps Muscle Strength 1 - - 1 + - 1 + +
MEDIUM-

HIGH

Transversal Physiological Area of the Quadriceps 0 - - 1 + - 0 + + MEDIUM

Rotator Cu� Tendinitis (Tennis Shoulder) 1 - - 0 + - 0 + + MEDIUM

Increased Exercise Recovery Time 1 - - 1 + - 0 + + MEDIUM

Contraction of Skeletal Muscle Fibers 0 - - 2 + - 0 + + NORMAL

Muscle sti�ness 1 - - 1 + - 0 + + NORMAL

Muscle cramps 5 - - 0 + - 0 + + NORMAL

Vestibular Dysfunction 1 - - 0 + - 0 + + NORMAL

McArdle's disease 1 - - 0 + - 0 + + NORMAL

Refsum Disease 2 - - 0 + - 0 + + NORMAL

Gait Instability 1 - - 0 + - 0 + + NORMAL

Melas Syndrome 2 - - 0 + - 0 + + NORMAL

Achilles Tendinopathy Risk 0 - - 1 + - 0 + + NORMAL
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Emery-Dreifuss Muscular Dystrophy 2 - - 0 + - 0 + + NORMAL

Muscle Weakness After Exercise 1 - - 1 + - 0 + + NORMAL

Muscle growth 2 - - 1 + - 0 + + NORMAL

Increased Maximum Force Production 1 - - 0 + - 0 + + NORMAL

Vastus Lateral Muscle 1 - - 1 + - 0 + + NORMAL

Hand Grip Strength 3 - - 1 + - 0 + + NORMAL

Ligament Strength 2 - - 0 + - 0 + + NORMAL

Energy Spending 1 - - 0 + - 0 + + NORMAL

Malignant Hyperthermia 2 - - 0 + - 0 + + NORMAL

Explosive Strength 1 - - 0 + - 0 + + NORMAL

Myostatin K153R 1 - - 0 + - 0 + + NORMAL

Need for Nutrients

Choline 2 - - 7 + - 1 + +
MEDIUM-

HIGH

Zinc 48 - - 24 + - 23 + +
MEDIUM-

HIGH

Turmeric (Curcumin) 1 - - 1 + - 0 + + MEDIUM

Selenium 121 - - 25 + - 16 + + MEDIUM

Resveratrol 39 - - 8 + - 2 + + MEDIUM

Neurodegenerative diseases

Alzheimer's disease 33 - - 10 + - 0 + + NORMAL

Neurological

Motor coordination 0 - - 1 + - 0 + + MEDIUM

Sleep Quality 5 - - 0 + - 0 + + NORMAL

Oxidation

Oxidative stress 17 - - 8 + - 3 + + MEDIUM

Pains

Pain Sensitivity 0 - - 2 + - 1 + +
MEDIUM-

HIGH

Sciatica Pain 2 - - 2 + - 1 + + MEDIUM
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Lumbar Disc Disease 0 - - 1 + - 0 + + MEDIUM

Back pains 1 - - 0 + - 0 + + NORMAL

Personal characteristics

Leadership gene 0 - - 0 + - 1 + + HIGH

Resistance 3 - - 0 + - 2 + + HIGH

Sociability 4 - - 1 + - 3 + +
MEDIUM-

HIGH

Night chronotype 1 - - 1 + - 0 + + MEDIUM

Obsessive-Compulsive Disorder (OCD) 0 - - 1 + - 1 + + MEDIUM

Mitochondrial Energy Production 19 - - 3 + - 2 + + MEDIUM

Greater Stimulus with Ca�eine 2 - - 1 + - 0 + + NORMAL

Visuospatial Working Memory 2 - - 1 + - 0 + + NORMAL

Trend to Blond Hair 1 - - 0 + - 0 + + NORMAL

Tendency to sleep late 1 - - 0 + - 0 + + NORMAL

Memory (verbal) 1 - - 0 + - 0 + + NORMAL

Higher Temperature During Exercise 1 - - 0 + - 0 + + NORMAL

Morning Chronotype 0 - - 1 + - 0 + + NORMAL

Withdrawal Symptoms in Alcoholism 0 - - 2 + - 0 + + LOW

Manual dexterity 1 - - 0 + - 0 + + LOW

Susceptibility to Bacteria 1 - - 0 + - 0 + + LOW

Provocative

Challenging behavior 2 - - 0 + - 0 + + NORMAL

Psychiatric

Cocaine addiction 2 - - 0 + - 1 + + HIGH

Addiction tendency (eating, gambling, alcohol, smoking) 3 - - 2 + - 0 + +
MEDIUM-

HIGH

Panic Syndrome 1 - - 4 + - 1 + +
MEDIUM-

HIGH

Personality Trait: Assertiveness 0 - - 1 + - 0 + + MEDIUM

Personality Trait: Positive Emotions 0 - - 1 + - 0 + + MEDIUM

Personality Trait: Extraversion 0 - - 1 + - 0 + + MEDIUM

Bipolar Disorder (Response to Lithium Treatment) 2 - - 0 + - 0 + + NORMAL
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ADHD (Attention De�cit Hyperactivity Disorder) 7 - - 5 + - 0 + + NORMAL

Cataplexy and Narcolepsy (sleep) 1 - - 0 + - 0 + + NORMAL

Late dyskinesia 0 - - 1 + - 0 + + NORMAL

Motion sickness 5 - - 0 + - 0 + + LOW

Reactions to Treatments

Glucocorticoid Therapy 0 - - 0 + - 1 + + HIGH

Loss of Muscle Mass and Energy in Muscles with the use of

Statins (Simvastatin, Rosuvastatin, etc.)
1 - - 0 + - 0 + + NORMAL

Fluorouracil Response 1 - - 0 + - 0 + + NORMAL

Reasons for Con�ict

Di�culties in Dealing with Criticism 5 - - 2 + - 4 + +
MEDIUM-

HIGH

Respiratory system

Respiratory Quotient (RQ) 1 - - 0 + - 1 + + HIGH

Oxygen Volume (O2) Max (VO2 Max) 0 - - 1 + - 2 + + HIGH

Aerobic Resistance 10 - - 2 + - 3 + +
MEDIUM-

HIGH

Aspergillosis 1 - - 0 + - 0 + + NORMAL

Skeletal system (bones)

Scoliosis 0 - - 1 + - 0 + +
MEDIUM-

HIGH

Bone Strength 0 - - 1 + - 0 + +
MEDIUM-

HIGH

Osteoarthritis 9 - - 3 + - 1 + + MEDIUM

Dupuytren's Contracture 1 - - 2 + - 1 + + MEDIUM

Osteopenia 0 - - 1 + - 0 + + MEDIUM

Musculoskeletal Pain 1 - - 2 + - 0 + + NORMAL

Skin

Response to tanning 3 - - 2 + - 1 + +
MEDIUM-

HIGH

Skin elasticity 0 - - 0 + - 1 + +
MEDIUM-

HIGH
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Keloids 3 - - 2 + - 0 + + MEDIUM

Collagen Degradation 206 - - 7 + - 9 + + NORMAL

Bulldog e�ect 206 - - 6 + - 9 + + NORMAL

Simple Bullous Epidermolysis 1 - - 0 + - 0 + + NORMAL

Sleep

Fragmented sleep 1 - - 0 + - 0 + + NORMAL

Sports

Rugby 0 - - 0 + - 1 + + HIGH

Endurance 0 - - 2 + - 2 + + HIGH

Boxing 2 - - 2 + - 3 + + HIGH

Triple jump 0 - - 1 + - 1 + + HIGH

Elite athletes 1 - - 5 + - 2 + + HIGH

Snowboard 2 - - 0 + - 1 + + HIGH

Surf 1 - - 1 + - 1 + + HIGH

Marathon 0 - - 2 + - 1 + + HIGH

Tennis 1 - - 1 + - 3 + + HIGH

Ski 2 - - 1 + - 2 + + HIGH

Swimming 2 - - 1 + - 1 + + HIGH

Combat 2 - - 1 + - 1 + + HIGH

Long Distance Swimmers 2 - - 1 + - 1 + + HIGH

Power Athletes 2 - - 2 + - 2 + + HIGH

Cycling 2 - - 2 + - 1 + + HIGH

Improved Heart Rate with Training 0 - - 0 + - 1 + +
MEDIUM-

HIGH

Greater respiratory gains with exercise 0 - - 0 + - 1 + +
MEDIUM-

HIGH

Football (Soccer) 20 - - 13 + - 11 + +
MEDIUM-

HIGH

Wakeboard 5 - - 2 + - 4 + +
MEDIUM-

HIGH

Windsur�ng 5 - - 3 + - 4 + +
MEDIUM-

HIGH

Runner with more Speed than Endurance 0 - - 1 + - 0 + +
MEDIUM-

HIGH
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Race 5,000/10,000 0 - - 1 + - 0 + +
MEDIUM-

HIGH

Dance 0 - - 1 + - 0 + +
MEDIUM-

HIGH

Risk Sports 0 - - 1 + - 0 + +
MEDIUM-

HIGH

Basketball 13 - - 8 + - 5 + +
MEDIUM-

HIGH

Volley 39 - - 14 + - 9 + + MEDIUM

Skydiving 1 - - 1 + - 0 + + MEDIUM

Paragliding 1 - - 1 + - 0 + + MEDIUM

Weightlifting 1 - - 2 + - 0 + + MEDIUM

Cross Country 1 - - 2 + - 0 + + MEDIUM

Baseball 0 - - 1 + - 0 + + MEDIUM

Football (American) 0 - - 1 + - 0 + + MEDIUM

Climbing 2 - - 1 + - 0 + + MEDIUM

MMA 5 - - 3 + - 0 + + MEDIUM

Greater Bene�t of Aerobic Exercise for Vascular Function 0 - - 1 + - 0 + + MEDIUM

Triathlon 1 - - 1 + - 0 + + MEDIUM

Runner with more endurance than speed 0 - - 1 + - 0 + + NORMAL

100/200/400m race 0 - - 1 + - 0 + + NORMAL

Hockey 1 - - 0 + - 0 + + NORMAL

Mountain Bike 1 - - 0 + - 0 + + NORMAL

Judo 1 - - 1 + - 0 + + NORMAL

Trend to Exercise During Leisure 0 - - 1 + - 0 + + LOW

Urinary system

Progression to renal failure in IgA nephropathy 0 - - 1 + - 0 + +
MEDIUM-

HIGH

Renal dysplasia 4 - - 1 + - 0 + + MEDIUM

Vision (Ophthalmology)

Retinitis Pigmentosa 3 - - 0 + - 1 + + MEDIUM

Retinal detachment 2 - - 0 + - 0 + + NORMAL

Stargardt's Disease 2 - - 0 + - 0 + + NORMAL
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Vitamins

Vitamin B2 7 - - 2 + - 1 + +
MEDIUM-

HIGH

Vitamin B6 40 - - 16 + - 16 + +
MEDIUM-

HIGH

Vitamin B9 (Folic Acid) 31 - - 8 + - 15 + + MEDIUM

Weight

Fat burning through cycling 1 - - 0 + - 2 + + HIGH

Fat Oxidation 1 - - 2 + - 1 + + HIGH

Slimness 0 - - 0 + - 1 + +
MEDIUM-

HIGH

Fibers and slimming 1 - - 2 + - 0 + +
MEDIUM-

HIGH

Intake of saturated fat and increased body fat 25 - - 18 + - 7 + +
MEDIUM-

HIGH

Trend of Monounsaturated Fat Intake and Weight Gain 32 - - 14 + - 8 + +
MEDIUM-

HIGH

Weight Management 1 - - 0 + - 1 + + MEDIUM

Waist Measure 11 - - 13 + - 3 + + MEDIUM

Bene�t of Physical Exercise for Weight Loss 2 - - 2 + - 0 + + MEDIUM

Decrease in body mass after training 2 - - 0 + - 0 + + NORMAL

Body fat 2 - - 0 + - 0 + + NORMAL
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Aging

Aging (quality)

Aging, in human beings, is the process of wearing out the body. Results in orange and/or red
indicate greater aging.

Gene RSID Genotype Minor Allele Alteration Result

APOB rs676210 GG+ A,T - -

APOB rs1367117 GG+ A - -

B3GALT1 rs13020412 AA+ G - -

CDKN2A rs3731249 GG- A,G,T - -

CETP rs5882 AG+ A + -

CFH rs1061147 AC+ C + -

DEF8 rs4268748 TT+ C - -

ERI1 rs96621 CC+ C - -

HDAC4 rs3791406 CT+ C + -

INTERGENIC rs9287638 AC+ A + -

INTERGENIC rs12661968 CC+ C + +

IRF4 rs12203592 CC+ T - -

KL rs9536314 TT+ A,G - -

MC1R rs1805005 GG+ T - -

MC1R rs1805007 CC+ A,G,T - -

MC1R rs1805008 CC+ T - -

MC1R rs1805009 GG+ A,C - -

PPARG rs17036170 GG+ A - -

SLC45A2 rs185146 CC+ T - -

UCP2 rs660339 CC- T - -

NORMAL
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Facial Age and Appearance (greater aging)

Physical appearance. Tendency to look younger, taking into account age and other aging factors.
Result in red and orange indicates greater aging.

Gene RSID Genotype Minor Allele Alteration Result

CETP rs5882 AG+ A + -

FANCA rs12931267 GG- G - -

KL rs9536314 TT+ A,G - -

MC1R rs1805005 GG+ T - -

MC1R rs1805007 CC+ A,G,T - -

MC1R rs1805008 CC+ T - -

MC1R rs1805009 GG+ A,C - -

TERC rs12696304 CG+ G + -

Allergies

Egg White Allergy

Egg allergy happens when the immune system identi�es the egg white proteins as a foreign body,
triggering an allergic reaction.

Gene RSID Genotype Minor Allele Alteration Result

ABCB11 rs497692 AG- C + -

ABCB11 rs16823014 GG+ A - -

ERCC4 rs1800067 GG+ A - -

INTERGENIC rs6498482 TT+ C - -

ITIH6 rs5961136 GG+ G + +

Dermographism

Dermographism is a type of skin allergy, characterized by the appearance of swelling after a
stimulus caused by a scratch or contact on the skin, which may be accompanied by itching and
redness in the surrounding region.

Amino acids

NORMAL

HIGH

UNDEFINED
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Monohydrate Creatine

Creatine improves overall performance, increases muscle mass, strength, and endurance
performance. When it comes time to train, if your muscles have been saturated with creatine, they
will use the stored creatine to provide fuel for your body - giving you the ability to maximize your
output during training.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

CNTF rs1800169 AG+ A + -

Beta-alanine

Beta-alanine is a non-essential amino acid that is produced naturally in the body. Beta-alanine aids
in the production of carnosine. That's a compound that plays a role in muscle endurance in high-
intensity exercise.

Gene RSID Genotype Minor Allele Alteration Result

ADRB2 rs1800888 CC+ T + +

AMPD1 rs17602729 CC- A - -

PPARD rs2267668 AA+ A,C - -

L-glutamine

Glutamine is the most abundant amino acid in our bodies. It works to support many healthy
functions, including: Making proteins for muscle tissue. Fueling cells that protect our intestines.
Supporting immune system cells.

Gene RSID Genotype Minor Allele Alteration Result

COL1A1 rs72645357 GG- T + +

COL3A1 rs1800255 AG+ A + -

EPHX1 rs2234922 AA+ G,T - -

MMP3 rs679620 AG- C + -

OPRM1 rs1799971 AG+ G + -

SOD3 rs1799895 CG+ G + -

SPRYD4 rs7302925 AG+ A + -

HIGH

HIGH

HIGH
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Serine De�ciency

Serine is a constituent amino acid of proteins (amino acid chains), which is not essential in the
human diet, as it can be synthesized from other compounds. Its de�ciency includes a group of
inborn errors of metabolism in which there is a defect in this amino acid due to an alteration in its
synthesis, preferentially a�ecting the nervous system. Serine also aids in the production of
antibodies and immunoglobulin, molecules essential for maintaining a healthy immune system.
Although in small amounts, to synthesize tryptophan, serine is required along with vitamins such
as folic acid, vitamin B3 and vitamin B6. Tryptophan is, in turn, a precursor of serotonin, which
regulates the mood and mood. It performs other functions related to the maintenance of skin
hydration, synthesis of compounds such as porphyrin, creatine and purines. It is necessary for fat
metabolism, correct functioning of cell replication, muscle development and is essential for the
correct functioning of the immune system.

Gene RSID Genotype Minor Allele Alteration Result

PHGDH rs478093 GG+ G - -

PHGDH rs121907987 GG+ A - -

PHGDH rs121907988 GG+ A - -

PHGDH rs267606949 CC+ A,G,T - -

L-carnitine De�ciency

L-carnitine de�ciency can cause muscle necrosis, myoglobinuria, lipid storage myopathy,
hypoglycemia, liver fat and hyperammonemia with muscle pain, fatigue, confusion and
cardiomyopathy.

Gene RSID Genotype Minor Allele Alteration Result

SLC22A5 rs72552725 AA+ G - -

Antioxidants / Supplements

Vegetarian Protein Shake

Plant-based protein powders and shakes can �t into an overall healthy diet; however, the ideal goal
is to �rst consume a variety of plant-based proteins from whole foods to meet the primary needs
and then to supplement with plant-based protein powders when needed

Gene RSID Genotype Minor Allele Alteration Result

FTO rs9939609 AT+ A + -

MCM6 rs182549 TT+ T - -

MCM6 rs4988235 CC- C + +

PPARG rs1801282 GG+ C + +

TRIM63 rs2275950 AA- C,G - -

NORMAL

NORMAL

HIGH
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Beta-Casein A2A2

Compared with milk containing only A2 β-casein, the consumption of milk containing both β-casein
types was associated with signi�cantly greater PD3 symptoms; higher concentrations of
in�ammation-related biomarkers and β-casomorphin-7; longer gastrointestinal transit times and
lower levels of short-chain fatty acids; and increased response time and error rate on the SCIT.
Consumption of milk containing both β-casein types was associated with worsening of PD3
symptoms relative to baseline in lactose tolerant and lactose intolerant subjects. Consumption of
milk containing only A2 β-casein did not aggravate PD3 symptoms relative to baseline (i.e., after
washout of dairy products) in lactose tolerant and intolerant subjects. Consumption of milk
containing A1 β-casein was associated with increased gastrointestinal in�ammation, worsening of
PD3 symptoms, delayed transit, and decreased cognitive processing speed and accuracy. Because
elimination of A1 β-casein attenuated these e�ects, some symptoms of lactose intolerance may
stem from in�ammation it triggers, and can be avoided by consuming milk containing only the A2
type of beta casein.

Gene RSID Genotype Minor Allele Alteration Result

INTERGENIC rs17616434 TT+ C - -

PPARD rs2267668 AA+ A,C - -

STAT6 rs1059513 AA- T + +

Shake Proteína da Carne

Os suplementos à base de proteína da carne são extraídos da carne vermelha. Oferecem todos os
benefícios encontrados na proteína de origem animal, porém sem as gorduras que a acompanham.
Possuem rápida absorção, assim como o whey protein hidrolisado, e é uma excelente alternativa
para pessoas que apresentam intolerância à lactose.

Gene RSID Genotype Minor Allele Alteration Result

FTO rs1558902 AT+ A + -

FTO rs9939609 AT+ A + -

MCM6 rs182549 TT+ T - -

MCM6 rs4988235 CC- C + +

NAT2 rs1801279 GG+ A - -

PPARD rs2016520 AA- T - -

SLC22A2 rs8177517 AA- C,G - -

HIGH

HIGH
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Beta-Casein A1

The β-casein from cow's milk has 209 amino acids, and the variations A1 and A2 di�er only by one
amino acid at position 67 [as can be seen in the following �gure]. All female mammals, including
humans, goats, bu�aloes, mares and camels, produce only β-casein A2, but because of a genetic
mutation that occurred approximately 10,000 years ago, some cows started to produce β-casein
A1. For this reason, β-casein A2 is called “natural” casein. This small change may seem harmless,
but it is enough to alter the molecule's digestion and lead to other consequences. When digestive
enzymes interact with the β-casein A1 molecule, it is broken, precisely at position 67, releasing a
seven-amino acid peptide, BCM-7. The presence of proline instead of histidine in the A2 variant
prevents the hydrolysis of the peptide bond between residues 66a and 67a in β-casein A2 and
inhibits the production of BCM-7. Casein and its derivatives, particularly BCM-7, have been shown
to exert a variety of e�ects on gastrointestinal function, including reducing the frequency and
amplitude of intestinal contractions and increasing mucus secretion. Given the complexity of these
e�ects, it is reasonable to expect that the symptoms exhibited will vary greatly between
individuals. Not all cows produce both types of casein. In fact, there are three possible genotypes:
the A1A1 genotype determines that the animal produces only β-casein A1; cows with the A2A2
genotype produce only the A2 type; and cows with the A1A2 genotype produce both types. The
type of β-casein produced is totally dependent on the genetics of each animal, and the same genes
may also be present in breeding bulls. Consumption of milk containing A1 β-casein was associated
with increased gastrointestinal in�ammation, worsening of Post dairy digestion disconfort (PD3)
symptoms, delayed transit, and decreased cognitive processing speed and accuracy. Because
elimination of A1 β-casein attenuated these e�ects, some symptoms of lactose intolerance may
stem from in�ammation it triggers, and can be avoided by consuming milk containing only the A2
type of beta casein.

Gene RSID Genotype Minor Allele Alteration Result

ERAP1 rs1363907 AG+ A + -

IL-6R rs2228145 AC+ C,T + -

INTERGENIC rs17616434 TT+ C + +

MCM6 rs182549 TT+ T + +

MCM6 rs4988235 CC- C - -

NFE2L2 rs6721961 GG+ C,G + +

NOD2 rs2066844 CC+ T - -

MEDIUM-

HIGH
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Whey Protein

Milk is made of two proteins, casein and whey. Whey protein can be separated from the casein in
milk or formed as a by-product of cheese making. Whey protein is considered a complete protein as
it contains all 9 essential amino acids. It is low in lactose content.

Gene RSID Genotype Minor Allele Alteration Result

INTERGENIC rs17616434 TT+ C - -

MCM6 rs182549 TT+ T - -

MCM6 rs4988235 CC- C + +

PPARD rs2016520 AA- T - -

PPARD rs2267668 AA+ A,C - -

TRIM63 rs2275950 AA- C,G - -

Glicerol

O glicerol tem fortes propriedades osmóticas, o que signi�ca que atrai e se liga a grandes
quantidades de �uidos, como a água. Ao atrair mais �uido nos vasos sanguíneos e nos músculos, o
glicerol aumenta o volume dos músculos. Para combater a desidratação durante o exercício, o
glicerol proporciona um ganho de hidratação muito bené�co: aumenta a retenção de água em
quase 50%. Ao ajudar os atletas a permanecerem melhor hidratados, o glicerol combate os
distúrbios digestivos que reduzem o desempenho atlético e degradam a integridade da sua saúde.

Gene RSID Genotype Minor Allele Alteration Result

PPARD rs2016520 AA- T - -

PPARD rs2267668 AA+ A,C - -

TRIM63 rs2275950 AA- C,G - -

MEDIUM-

HIGH

NORMAL
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BCAA levels

A branched-chain amino acid (BCAA) is an amino acid having an aliphatic side-chain with a branch (a
central carbon atom bound to three or more carbon atoms). Among the proteinogenic amino acids,
there are three BCAAs: leucine, isoleucine, and valine. Non-proteinogenic BCAAs include 2-
aminoisobutyric acid, Leucine, Isoleucine, Valine. The three proteinogenic BCAAs are among the
nine essential amino acids for humans, accounting for 35% of the essential amino acids in muscle
proteins and 40% of the preformed amino acids required by mammals. Synthesis for BCAAs occurs
in all locations of plants, within the plastids of the cell, as determined by presence of mRNAs which
encode for enzymes in the metabolic pathway. BCAAs �ll several metabolic and physiologic roles.
Metabolically, BCAAs promote protein synthesis and turnover, signaling pathways, and metabolism
of glucose. Oxidation of BCAAs may increase fatty acid oxidation and play a role in obesity.
Physiologically, BCAAs take on roles in the immune system and in brain function. BCAAs are broken
down e�ectively by dehydrogenase and decarboxylase enzymes expressed by immune cells, and
are required for lymphocyte growth and proliferation and cytotoxic T lymphocyte activity. Lastly,
BCAAs share the same transport protein into the brain with aromatic amino acids (Trp, Tyr, and
Phe). Once in the brain BCAAs may have a role in protein synthesis, synthesis of
neurotransmitters, and production of energy.

Gene RSID Genotype Minor Allele Alteration Result

AMPD1 rs17602729 CC- A - -

BCKDHA rs45500792 TT+ G - -

Retinoic Acid

Variant G rs2241057 catabolizes retinoic acid with signi�cantly greater e�ciency, indicating that
rs2241057 is functional and suggesting reduced availability of retinol in tissues from individuals
with the minor variant. Retinoic acid has powerful biological e�ects that can treat and prevent
atherosclerosis. Red or orange result indicates reduced availability.

Gene RSID Genotype Minor Allele Alteration Result

ALDH1A2 rs3204689 CC- G - -

CYP26B1 rs2241057 TT- G - -

Leucine Absorption

Leucine is one of the amino acids encoded by the genetic code and is therefore one of the
components of proteins in living beings. Leucine is one of the 20 amino acids that cells in the
human body use to synthesize proteins, but it does not produce it. It plays important roles in
increasing proteins and acts as an energy source during physical exercises, increasing endurance
and reducing fatigue. It is part of the branched chain, together with isoleucine and valine, is found
abundantly in meat and legumes (soy and beans), with an average concentration of 1g / 100g and
3g / 100g, respectively.

Auditory system

NORMAL

NORMAL

UNDEFINED
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Non-syndromic deafness

Syndromic deafness is associated with speci�c symptoms other than deafness.

Gene RSID Genotype Minor Allele Alteration Result

COCH rs28938175 CC+ T - -

GJB2 rs28931595 GG- A,G,T - -

INTERGENIC rs726640 CC- A,T - -

KCNE1 rs1805127 AG- A,C,G + -

KCNQ4 rs28937588 GG+ A,T - -

WFS1 rs28937893 GG+ A,C - -

Usher Syndrome

Set of genetic diseases (autosomal recessive) characterized by the presence of sensorineural
hearing loss, with or without vestibular dysfunction

Gene RSID Genotype Minor Allele Alteration Result

WHRN rs2274159 AA+ G - -

Hearing Loss (noise)

Hearing loss happens gradually when we are exposed to noise.

Gene RSID Genotype Minor Allele Alteration Result

HSP70-HOM rs2227956 TT- A,C,T - -

Behavioral Changes

NORMAL

NORMAL

NORMAL
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Impulsivity

In psychology, impulsiveness is an impulse or tendency to act, in which the behavior has little or no
prior thought or re�ection. Impulsiveness, therefore, often leads to risky behavior.

Gene RSID Genotype Minor Allele Alteration Result

ANKK1 rs1800497 CT- A + -

BDNF rs6265 AG- T + -

COMT rs4680 AG+ A + -

HTR1A rs6295 CC- G + +

HTR1B rs13212041 TT+ T - -

HTR2A rs6311 CT+ C + -

HTR2A rs6313 CT- A + -

NRXN3 rs11624704 CC+ C + +

OPRM1 rs1799971 AG+ G + -

Social Anxiety Disorder (Social Phobia)

It is an anxiety disorder described in the DSM-IV, characterized by manifestations of alarm, nervous
tension, fear and discomfort triggered by exposure to social assessment.

Gene RSID Genotype Minor Allele Alteration Result

RGS2 rs4606 CC+ G - -

Behaviors

Motivation to Exercise

Encouragement to perform physical activities and exercise.

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

Sports Behavior

Sports Behavior

Bene�ts

HIGH

MEDIUM

HIGH

UNDEFINED
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Greater Resistance to Stress

It indicates having greater resistance to stress, that is, people who are less stressed. Results in red
means bene�cial.

Cancer

Skin Neoplasm (light sensitivity)

Exposure to light increasing the risk of Skin Cancer, taking into account the incidence of UV
(ultraviolet) rays

Gene RSID Genotype Minor Allele Alteration Result

ASIP rs1015362 AG- T + -

ASIP rs4911414 GT+ G + -

Medulloblastoma

It is a cancer of the cerebellum, which grows rapidly, is not very invasive and is more common in
children. It originates in the most primitive neurological cells of the medulla of the cerebellum.

Gene RSID Genotype Minor Allele Alteration Result

BRCA2 rs28897756 GG+ A - -

BRCA2 rs80358785 CC+ A,G - -

NRAS rs121434596 GG- A,G,T - -

TP53 rs11540652 GG- T - -

TP53 rs28934576 GG- A,G,T - -

TP53 rs121912651 CC- A - -

TP53 rs121912657 GG- A - -

WRN rs17847577 CC+ T - -

Metastasis

Metastasis is the formation of a new tumor lesion from another. It can be considered the fact that a
tumor has spread to other cells and organs.

Gene RSID Genotype Minor Allele Alteration Result

AKT1 rs3803304 CG- G + -

FGFR4 rs351855 CC- A - -

PDK1 rs11686903 CC+ T - -

UNDEFINED

MEDIUM-

HIGH

NORMAL

NORMAL
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Lynch Syndrome

Also called hereditary colorectal cancer (autosomal dominant transmission) non-polypoid, it is a
type of hereditary cancer of the digestive tract, which a�ects especially the colon and rectum,
representing 3% to 5% of cancer cases in these two locations. Endometrial cancer is the
extracolonic neoplasm most frequently associated with Lynch II syndrome, with a cumulative risk
of 42% at 80 years of age. In addition, the cumulative risk for the development of other extra-
colonial tumors, such as cancers of the stomach, ovaries, and biliary and urinary tracts (19%, 9%,
18% and 10%, respectively), is greater than the expected at random. It is estimated that in families
with Lynch I syndrome, 40% have mutations in MSH2 and 30% in MLH1 (2). More than 100
mutations have been described in MHS2, predominantly substitutions and small deletions

Gene RSID Genotype Minor Allele Alteration Result

MLH1 rs11541859 GG+ T - -

MLH1 rs63750726 CC+ T - -

MLH1 rs111052004 TT+ A - -

MLH1 rs193922370 GG+ T - -

MLH1 rs267607702 II+ D - -

MLH1 rs267607706 CC+ G - -

MLH1 rs267607709 GG+ A - -

MLH1 rs267607710 GG+ C - -

MLH1 rs267607712 AA+ T - -

MLH3 rs28756990 GG- A,T - -

MSH2 rs4987188 GG+ A,T - -

MSH2 rs63750875 GG+ C - -

MSH6 rs2020912 TT+ C,G - -

Erythrocytosis

Erythrocytosis is when you have more red blood cells than normal. Red blood cells are also called
erythrocytes. Red blood cells carry oxygen throughout your body and remove carbon dioxide from
your body. Your bone marrow (the tissue inside your bones) makes red blood cells and releases
them into your bloodstream.

Gene RSID Genotype Minor Allele Alteration Result

VHL rs28940298 CC+ T - -

VHL rs104893830 GG+ C,T - -

Cardiovascular

NORMAL

NORMAL
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Aerobic Capacity

Potential that the individual has to produce body energy through oxygen. Orange or red result
indicates greater aerobic capacity. Results in red means bene�cial.

Gene RSID Genotype Minor Allele Alteration Result

ADRB2 rs1042713 GG+ A - -

ADRB2 rs1800888 CC+ T - -

GABPB1 rs7181866 AA+ G - -

PPARA rs4253778 GG+ C,T + +

VEGFA rs3024994 CC+ T - -

VEGFA rs3025039 CC+ T - -

Paroxysmal Ventricular Fibrillation

Uniform and fast heart rate (from 160 to 220 beats per minute), which starts and ends suddenly
and originates in cardiac tissues outside the ventricles

Gene RSID Genotype Minor Allele Alteration Result

SCN5A rs1805124 AG- T + -

SCN5A rs7626962 GG+ A,T - -

Increased blood pressure during exercise

Increased blood pressure during exercise

Gene RSID Genotype Minor Allele Alteration Result

FTO rs9941349 CT+ T + -

Brugada Syndrome

It is an inherited arrhythmia (autosomal dominant) that predisposes to ventricular arrhythmias
that can be fatal.

Gene RSID Genotype Minor Allele Alteration Result

KCNE3 rs2270676 CT- G + -

SCN5A rs1805124 AG- T + -

SCN5A rs7626962 GG+ A,T - -

SCN5A rs28937318 GG- A,T - -

TRPM4 rs172149856 GG+ A - -

MEDIUM-

HIGH

MEDIUM-

HIGH

MEDIUM-

HIGH

MEDIUM
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Jervell and Lange-Nielsen Syndrome

It is a type of long QT syndrome that causes the heart muscle to repolarize more slowly than usual.
The disorder also usually occurs with hearing loss. It is known that mutations in genes KCNE1 and
KCNQ1 are responsible for this disorder. These genes are responsible for the production of
proteins that act in the formation of cell channels found in the plasma membrane of cells, through
which potassium ions are transported out of the cell, an essential factor for the maintenance of
normal ear and cardiac muscle functions . Clinical manifestations include: Ventricular tachycardia;
Ventricular �brillation; Iron de�ciency anemia; Elevated gastrin levels; Hearing loss; Syncopal
episodes, especially during periods of stress, fear and exercise. Only symptomatic treatment is
done. Cochlear implant can be used to treat hearing loss, beta-blockers treat long QT interval,
implantable cardioverter de�brillator is recommended for patients with a history of cardiac arrest
and/or lack of response to other forms of treatment. Standard treatment for iron de�ciency anemia
is also provided.

Gene RSID Genotype Minor Allele Alteration Result

KCNE1 rs1805127 AG- A,C,G + -

Hypercholesterolemia (Type B)

Increased blood cholesterol concentration. It is a form of hyperlipidemia (high blood lipids) and
hyperlipoproteinemia (high blood lipoproteins).

Gene RSID Genotype Minor Allele Alteration Result

APOB rs5742904 GG- A,T - -

APOB rs12713559 CC- A - -

INSIG2 rs7566605 CC+ C + +

LDLR rs28941776 GG+ A,T - -

LDLR rs28942081 GG+ A,T - -

LDLR rs28942082 GG+ A,C,T - -

MEDIUM

NORMAL
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Long QT Syndrome

A heart rhythm disorder that can cause rapid, chaotic heartbeats.

Gene RSID Genotype Minor Allele Alteration Result

KCNE1 rs1805127 AG- A,C,G + -

KCNE2 rs2234916 AA+ G - -

KCNQ1 rs12720459 CC+ A,G,T - -

KCNQ1 rs17215500 CC+ G,T - -

KCNQ1 rs17221854 CC+ T - -

KCNQ1 rs120074190 GG+ A - -

NOS1AP rs10494366 GT+ G + -

SCN5A rs7626962 GG+ A,T - -

Romano-Ward Syndrome

Romano-Ward syndrome (RWS) is an autosomal dominant variant of long QT syndrome,
characterized by episodes of syncope and electrocardiographic anomalies (QT interval
prolongation, and T-wave anomalies and torsade de pointes (TdP) ventricular tachycardia). Most
patients develop symptoms during exercise or in response to stress or emotional disturbances;
symptoms rarely occur at rest or during sleep. Syncopal episodes are caused by TdP, a polymorphic
ventricular tachycardia. TdP often degenerates into ventricular �brillation and can lead to cardiac
arrest or sudden death. Diagnosis is based on typical electrocardiographic �ndings, clinical
manifestations, and family history. Molecular diagnosis should always be performed in patients
with a clinically suspected diagnosis. It should also be performed on a�ected family members with
normal/limit QT intervals to identify people at risk of sudden death. Disease control and treatment:
The following pathologies should be considered: catecholaminergic polymorphic ventricular
tachycardia (PBVt), orthostatic hypotension, hypertrophic cardiomyopathy, Jervell and Lange-
Nielsen syndrome and other forms of LQTS, Brugada syndrome, as well as vasovagal syncope,
tachycardia ventricular, drug-induced LQTS and epilepsy. Beta-adrenergic blockers represent the
therapy of �rst choice in symptomatic patients. Whenever syncope episodes occur despite full-dose
beta-blocker therapy, left-sided cardiac sympathetic denervation (LCSD) should be considered and
implemented whenever possible.

Gene RSID Genotype Minor Allele Alteration Result

KCNE1 rs1805127 AG- A,C,G + -

KCNH2 rs9333649 GG- A,C,T - -

KCNH2 rs28928904 TT- A,C,G - -

KCNH2 rs189014161 GG+ A,C - -

SCN5A rs7626962 GG+ A,T - -

NORMAL

NORMAL
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Non-compacted Cardiomyopathy (Left Ventricle)

Isolated non-compacted cardiomyopathy is a rare disease that probably appears in the embryonic
period, with intrauterine arrest of myocardial compaction in early fetal development, and that
determines prominent myocardial trabeculations with deep intertrabecular recesses and
myocardial thickening in two distinct layers

Gene RSID Genotype Minor Allele Alteration Result

MYBPC3 rs11570112 CC- A,C - -

TNNT2 rs4523540 TT+ A,C - -

Ventricular Tachycardia

Ventricular tachycardia (VT) is a rapid heart rhythm that occurs in one of your heart's ventricles. It
looks like a small electrical circuit that runs in a circle. In a ventricular tachycardia, the heart beats
each turn in the circuit at frequencies of 150 to 250 bpm. A special type of ventricular tachycardia
is called right ventricular out�ow tract tachycardia or RVOT tachycardia. This rhythm occurs in the
part of the heart where blood �ows from the right ventricle to the lungs. As the heart beats faster,
it pumps less blood, and there is not enough time for it to �ll with blood between beats. If this
rapid heartbeat continues, the brain and body may not receive enough blood and oxygen.

Gene RSID Genotype Minor Allele Alteration Result

CASQ2 rs146664754 GG+ C - -

INTERGENIC rs11970286 CC+ T - -

RYR2 rs34967813 AA+ G - -

RYR2 rs121918597 CC+ T - -

RYR2 rs186906598 GG+ A - -

RYR2 rs200236750 CC+ T - -

RYR2 rs397516510 GG+ A - -

Wol�-Parkinson-White Syndrome

Wol�-Parkinson-White (WPW) syndrome is a relatively common heart condition that causes the
heart to beat abnormally fast for periods of time. The cause is an extra electrical connection in the
heart. This problem with the heart is present at birth (congenital), although symptoms may not
develop until later in life.

Gene RSID Genotype Minor Allele Alteration Result

NODAL rs121909283 GG- T - -

PRKAG2 rs121908987 GG- T - -

PRKAG2 rs121908990 CC- G - -

NORMAL

NORMAL

NORMAL
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Familial Hypertrophic Cardiomyopathy

Hypertrophic cardiomyopathy (HCM) is the most common type of genetic heart disease. It is
characterized by thickening of the heart muscle (myocardium), making it more di�cult for the
heart to pump blood.

Gene RSID Genotype Minor Allele Alteration Result

GLA rs28935197 AA- - -

GLA rs104894845 GG- - -

MYBPC3 rs375882485 GG+ A - -

MYH7 rs3218713 GG- T - -

MYH7 rs3218714 CC- A,C - -

PLN rs111033560 TT+ G - -

PRKAG2 rs28938173 CC- T - -

PRKAG2 rs121908987 GG- T - -

TNNT2 rs4523540 TT+ A,C - -

Short QT syndrome

Hereditary cardiac channelopathy characterized by an abnormally short QT interval and an
increased risk of atrial and ventricular arrhythmias.

Gene RSID Genotype Minor Allele Alteration Result

NOS1AP rs10494366 GT+ G + -

Cardiac Capacity

Heart rate is the speed of the heart cycle as measured by the number of heart contractions per
minute.

Gene RSID Genotype Minor Allele Alteration Result

NOS3 rs2070744 TT+ T - -

Atrioventricular Septal Defect (DSAV)

Atrioventricular Septal Defect (AVDS) In the normal heart, there are four cardiac chambers (2 atria
and 2 ventricles), and between the right atrium and right ventricle there is the tricuspid valve and
between the left atrium and the left ventricle there is the miter valve

Cardiovascular and Cerebrovascular

NORMAL

NORMAL

LOW

UNDEFINED
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Hypertension

Also called High Blood Pressure, it is a condition in which the force of the blood against the wall of
the arteries is too great.

Gene RSID Genotype Minor Allele Alteration Result

ACE rs4343 GG+ A + +

ADD1 rs4961 GT+ A,T + -

AGT rs699 CT- G + -

AGT rs5051 CT+ T + -

AGTR1 rs5186 AA+ C - -

APOE4 rs429358 TT+ C - -

CNNM2 rs11191548 TT+ + +

CYP11B2 rs1799998 TT- G - -

CYP17A1 rs1004467 TT- + +

EDN1 rs5370 GT+ T + -

GRK4 rs1024323 GG- T - -

GRK4 rs2960306 GG+ T - -

NEDD4L rs3865418 CT+ C + -

NEDD4L rs4149601 GG+ A - -

NOS3 rs1799983 GG+ T - -

NOS3 rs1800779 AA+ G - -

STK39 rs6749447 TT+ G - -

TRPM6 rs11144134 TT+ C - -

UMOD rs13333226 AG+ A + -

Chronic Subclinical In�ammation

Sciatica

Pain radiating along the sciatic nerve, which runs down one or both legs from the lower back.

Gene RSID Genotype Minor Allele Alteration Result

IL-6 rs1800795 GG+ G + +

IL-6 rs1800796 CC+ C - -

MEDIUM

MEDIUM
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In�ammations

It is the body's reaction to an infection or tissue injury.

Gene RSID Genotype Minor Allele Alteration Result

CAT rs1001179 GG- T - -

GPX1 rs1050450 CC- A - -

IL-10 rs1800872 CC- G - -

IL-10 rs1800896 AG- C + -

IL-10 rs3024505 CC- A - -

IL-17A rs2275913 AG+ A + -

IL-18 rs187238 GG- G + +

IL-1B rs16944 AG+ G + -

IL-1B rs1143623 CG- G + -

IL-1B rs1143627 CT- A + -

IL-1B rs1143634 CC- A - -

IL-1RN rs4251961 CC+ C + +

IL-6 rs1800795 GG+ G + +

IL-6 rs1800796 CC+ C - -

IL-6 rs1800797 GG+ G - -

IL-6R rs2228145 AC+ C,T + -

LPA rs3798220 TT+ C - -

LPA rs10455872 AA+ G - -

NFE2L2 rs6721961 GG+ C,G - -

NOS3 rs1799983 GG+ T - -

NQO1 rs1800566 CT- A + -

PACERR rs689466 AA- C - -

PON1 rs662 AG- C + -

SELE rs5361 AA- G - -

TLR4 rs4986790 AG+ G,T + -

TNF rs361525 GG+ A - -

TNF rs1800629 GG+ A - -

MEDIUM
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Arthrosis of the Knee

Arthrosis is an in�ammatory and degenerative disease of the body's joints (joints), marked by the
wear of the cartilage that line the bone ends, causing pain and possibly leading to deformities. The
joints most a�ected by arthrosis are those that support weight, such as the spine, hips and knees.
Knee pain is usually the �rst symptom of osteoarthritis. This pain is progressive in nature. It is
accentuated with physical activity (steps, going up and down stairs, contact sports and repetitive
movements) and is directly proportional to excess weight.

Gene RSID Genotype Minor Allele Alteration Result

COL6A4P1 rs7639618 CC+ T - -

GDF5 rs143383 CC- A - -

IL-1RN rs9005 GG+ A - -

IL-1RN rs419598 TT+ C - -

MCF2L rs11842874 AA+ G + +

Clopidogrel

Response to Clopidogrel

Clopidogrel is a drug in the antiplatelet group that is used to treat and prevent arterial thrombosis.

Gene RSID Genotype Minor Allele Alteration Result

CYP2C19 rs4986893 GG+ A - -

CYP2C19 rs6413438 CC+ T - -

CYP2C19 rs12248560 CC+ A,T - -

CYP2C19 rs41291556 TT+ C - -

CYP2C19 rs56337013 CC+ T - -

Dentistry

Bruxism

Bruxism is the habit of pressing and grinding your teeth during sleep, whether or not you produce
sounds.

Gene RSID Genotype Minor Allele Alteration Result

DRD1 rs686 AA+ A,C,T - -

DRD3 rs6280 CC+ T + +

HTR2A rs6313 CT- A + -

MEDIUM

NORMAL

MEDIUM
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Temporomandibular disorder

Pain and impaired mobility of the jaw joint and surrounding muscles.

Gene RSID Genotype Minor Allele Alteration Result

APOL3 rs80575 TT+ A,T - -

ESR1 rs1643821 CT- A + -

ESRRB rs10132091 CC+ A,C,G - -

E�ectiveness in response to bisphosphonates

Good response to bisphosphonate use. Among antiresorptive drugs, bisphosphonates occupy a
prominent position for being able to increase bone mass.

Gene RSID Genotype Minor Allele Alteration Result

FDPS rs2297480 AC- G + -

In�ammatory and infectious endocarditis

Acute and recurrent in�ammatory disease that typically develops within one to �ve weeks after
infection with group A beta-hemolytic streptococci (usually pharyngitis)

Digestive system

MEDIUM

NORMAL

UNDEFINED
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Ulcerative Colitis

In�ammatory bowel disease a�ecting the colon. Orange or red indicates a higher risk of
developing the disease. Ulcerative colitis a�ects the innermost lining of your large intestine (colon)
and rectum. Symptoms usually develop over time, rather than suddenly. Abnormal immune
response, genetics, microbiome, and environmental factors all contribute to ulcerative colitis.
Research suggests that ulcerative colitis could be triggered by an interaction between a virus or
bacterial infection in the colon and the body's immune response.

Gene RSID Genotype Minor Allele Alteration Result

ABCB1 rs3213619 CT- G + -

ABCB1 rs10248420 AA+ G,T + +

CD226 rs763361 CT+ A,C + -

CFB rs4151667 TT+ A - -

IL-10 rs3024493 GG- A - -

IL-10 rs3024505 CC- A - -

IL-10RA rs3135932 AA+ G - -

IL-1B rs1143634 CC- A - -

IL-23R rs1004819 CT- A + -

IL-23R rs2201841 CC- G,T + +

IL-23R rs7530511 CC+ A,C - -

IL-23R rs10889677 AA+ A - -

IL-23R rs11209026 GG+ A - -

IL-23R rs11209032 AG+ A + -

IL-23R rs11465804 TT+ G - -

IL-23R rs11805303 CT+ T + -

IL-7R rs1494555 CT- A + -

IL-7R rs1494558 AG- C + -

IL-7R rs3194051 AG+ G + -

IL-7R rs6897932 CC+ T + +

IRF5 rs10488631 TT+ C - -

KIAA1109 rs13119723 AA+ G - -

MMEL1 rs6667605 CT+ T + -

NR5A2 rs3790844 CC- C,G - -

PTPN2 rs1893217 CT- G + -

TCF4 rs613872 TT+ T - -

TCF4 rs1452787 AG+ A + -

TCF4 rs9960767 AC+ C,G + -

MEDIUM
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Irritable Bowel Syndrome

A group of symptoms including abdominal pain and changes in bowel movement pattern, without
any evidence of underlying injury.

Gene RSID Genotype Minor Allele Alteration Result

CNR1 rs806378 GG- T - -

TNF rs1800629 GG+ A - -

TNFSF15 rs4263839 GG+ G + +

Hirschsprung's Disease (HD)

In Hirschsprung's disease, a part of the large intestine lacks the nerve network that controls the
organ's rhythmic contractions.

Gene RSID Genotype Minor Allele Alteration Result

DPYD rs1801266 CC- A - -

DPYD rs1801267 GG- T - -

DPYD rs1801268 GG- A - -

DPYD rs3918290 GG- G,T - -

ECE1 rs3026906 CC- A - -

EDN3 rs11570255 GG+ A,T - -

EDNRB rs5352 GG- T - -

RET rs1800858 GG+ C,G - -

RET rs3026785 TT+ C - -

RET rs17158558 CT+ T + -

Gastroesophageal Re�ux Disease

Digestive disease in which acid from the stomach or bile �ows back into the esophagus, causing
irritation in the lining of the food tube.

Gene RSID Genotype Minor Allele Alteration Result

CYP2C19 rs12248560 CC+ A,T - -

CYP2C19 rs55640102 AA+ C,T - -

CYP2C19 rs72552267 GG+ A - -

CYP2C19 rs72558186 TT+ A,C - -

MEDIUM

NORMAL

NORMAL
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Trichohepatoenteric Syndrome (THE)

It consists of a severe congenital enteropathy that manifests as intractable diarrhea, manifesting
itself in childhood.

Gene RSID Genotype Minor Allele Alteration Result

SKIV2L rs2734331 TT- G - -

TTC37 rs200067423 GG+ A - -

TTC37 rs534237033 CC+ T - -

Primary Biliary Cirrhosis (CBP)

Primary Biliary Cirrhosis (PBC) is an autoimmune, cholestatic and in�ammatory liver disease. The
disease is characterized by autoimmune destruction of the intrahepatic bile ducts and cholestasis.
The process develops with portal in�ammation and progressive �brosis until cirrhosis results. A
hereditary component is seen in primary biliary cirrhosis. Antimitochondria antibodies are found in
up to 10% of �rst-degree relatives of patients with primary biliary cirrhosis and it is estimated that
4% to 6% of these patients have a �rst-degree relative a�ected by the disease. The disease mainly
a�ects females (95% of cases), mainly between 40 and 60 years old.

Gene RSID Genotype Minor Allele Alteration Result

RNF7 rs16851720 AA+ C - -

TNFSF15 rs4979462 CC+ T - -

Endocrine system

Thyroid Orbitopathy (OT)

Orbital in�ammatory disease of autoimmune origin, usually associated with altered thyroid
function

Gene RSID Genotype Minor Allele Alteration Result

CTLA4 rs231775 AA+ G + +

NORMAL

LOW

MEDIUM-

HIGH
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Hashimoto's Thyroiditis

Hashimoto's thyroiditis, also known as chronic lymphocytic thyroiditis and Hashimoto's disease, is
an autoimmune disease in which the thyroid gland is gradually destroyed. Early on, symptoms may
not be noticed. Over time, the thyroid may enlarge, forming a painless goiter.

Gene RSID Genotype Minor Allele Alteration Result

CTLA4 rs231775 AA+ G - -

CTLA4 rs231775 AA+ G - -

CTLA4 rs733618 AA- C - -

CTLA4 rs3087243 AA+ G - -

IL-1B rs16944 AG+ G + -

MTNR1B rs1387153 TT+ C,T - -

PTPN22 rs2476601 GG+ G - -

Thyrotoxicosis

Thyrotoxicosis means an excess of thyroid hormone in the body. Having this condition also means
that you have a low level of thyroid-stimulating hormone, TSH, in your bloodstream, because the
pituitary feels that you have “enough” thyroid hormone. If you are thyrotoxic, you may feel
nervous or irritable because all your body functions are speeding up. Hyperthyroidism, also known
as an overactive thyroid, is the most common cause of thyrotoxicosis and occurs when the thyroid
gland overproduces thyroid hormone.

Gene RSID Genotype Minor Allele Alteration Result

CTLA4 rs231775 AA+ G + +

MTNR1B rs1387153 TT+ C,T - -

Autoimmune Thyroid Disease

Predisposition to autoimmune thyroid disease, whether Graves' or Hashimoto's disease.

Gene RSID Genotype Minor Allele Alteration Result

ABO rs657152 GG- T - -

CTLA4 rs231775 AA+ G + +

DIO1 rs2235544 CC+ A,T - -

MTNR1B rs1387153 TT+ C,T - -

NFIA rs334699 GG+ G - -

MEDIUM

MEDIUM

MEDIUM
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Hyperparathyroidism

Tendency to excessive production of parathormone.

Gene RSID Genotype Minor Allele Alteration Result

CASR rs28936684 GG+ A,T - -

PTH rs6256 CC- A,T - -

Fatty acids

Arachidonic Acid De�ciency

Arachidonic acid (AA) is an essential fatty acid of the omega-6 family. It plays an important role in
muscle building and helps manage body fat thermogenesis. It serves as a regulator of core protein
synthesis (muscle growth).

Gene RSID Genotype Minor Allele Alteration Result

FADS2 rs174570 CC+ T - -

MYRF rs174537 GG+ T - -

General

Canoeing

Canoeing

Genetic diseases

Joubert Syndrome

Joubert syndrome has an autosomal recessive inheritance and its main clinical features are
hypotonia, ataxia, mental retardation, abnormal eye movements and changes in respiratory
rhythm starting in the �rst months of life (periods of tachypnea alternating with apnea). The most
characteristic radiological �ndings are elongation and narrowing of the pontomesencephalic
junction, deepening of the interpeduncular fossa, thickening and horizontalization of the superior
cerebellar peduncles, hypoplasia of the vermis, and incomplete fusion of the median vermis region
that arises with an upper sagittal cleft.

Gene RSID Genotype Minor Allele Alteration Result

TMEM216 rs201108965 GG+ - -

NORMAL

NORMAL

UNDEFINED

NORMAL
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Walker-Warburg Syndrome

Walker-Warburg syndrome is a rare congenital autosomal recessive muscular dystrophy,
manifested by the central nervous system with ocular malformations and possible involvement of
several systems.

Gene RSID Genotype Minor Allele Alteration Result

FKRP rs28937900 CC+ - -

FKRP rs886044183 GG+ - -

FKTN rs746763506 CC+ - -

Mucopolysaccharidosis Type VI

Mucopolysaccharidosis type VI, also known as mucopolysaccharidosis type VI, is related to Hurler's
syndrome and multiple sulfatase de�ciency, and has symptoms such as joint sti�ness.

Gene RSID Genotype Minor Allele Alteration Result

ARSB rs118203938 GG- A - -

ARSB rs118203941 GG- A - -

ARSB rs118203942 GG- A - -

ARSB rs118203943 AA- G - -

ARSB rs118203944 AA- C - -

ARSB rs201101343 TT+ C - -

ARSB rs397514441 TT- A - -

ARSB rs398123125 GG- T - -

ARSB rs431905495 GG- C - -

ARSB rs727503809 GG- A - -

NORMAL

NORMAL
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Wilson's Disease

Wilson's disease is an inherited disorder in which excessive amounts of copper build up in the
body, particularly in the liver, brain, and eyes. The signs and symptoms of Wilson's disease usually
appear between the ages of 6 and 45, but usually begin in adolescence. Features of this condition
include a combination of liver disease and neurological and psychiatric problems. Liver disease is
typically the initial feature of Wilson's disease in a�ected children and young adults; individuals
diagnosed at an older age usually have no symptoms of liver problems, although they may have
very mild liver disease. Signs and symptoms of liver disease include yellowing of the skin or whites
of the eyes (jaundice), fatigue, loss of appetite, and abdominal swelling. Nervous system or
psychiatric problems are often the initial features in individuals diagnosed in adulthood and usually
occur in young adults with Wilson's disease. Signs and symptoms of these problems can include
clumsiness, tremors, di�culty walking, speech problems, impaired thinking ability, depression,
anxiety, and mood swings.

Gene RSID Genotype Minor Allele Alteration Result

ATP7B rs28942074 GG- A,T - -

ATP7B rs28942075 GG- A - -

ATP7B rs28942076 GG- A - -

ATP7B rs41292782 GG+ A - -

ATP7B rs60431989 AA+ G - -

ATP7B rs60986317 GG+ A - -

ATP7B rs72552255 CC- T - -

ATP7B rs72552285 GG- A - -

ATP7B rs74085882 TT+ C - -

ATP7B rs121907990 AA- G - -

ATP7B rs121907992 GG- A - -

ATP7B rs121907993 CC- G - -

ATP7B rs121907994 CC- T - -

ATP7B rs121907996 GG- A - -

ATP7B rs121907997 CC- G - -

ATP7B rs121907999 CC- T - -

ATP7B rs121908000 TT- C - -

ATP7B rs121908001 GG- A - -

ATP7B rs137853279 GG- A - -

ATP7B rs137853280 GG- A - -

ATP7B rs137853283 GG- A - -

ATP7B rs137853284 CC- G - -

ATP7B rs137853285 GG- A - -

ATP7B rs138427376 AA+ G - -

NORMAL
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ATP7B rs184388696 CC+ T - -

ATP7B rs184868522 AA+ G - -

ATP7B rs186924074 AA+ G - -

ATP7B rs191312027 CC+ A - -

ATP7B rs193922102 TT- C - -

ATP7B rs193922103 AA- G - -

ATP7B rs193922104 TT- C - -

ATP7B rs193922107 CC- T - -

ATP7B rs193922108 GG- T - -

ATP7B rs193922109 CC- T - -

ATP7B rs193922110 GG- A - -

ATP7B rs201038679 GG+ A - -

ATP7B rs201497300 CC+ T - -

ATP7B rs201738967 TT+ C - -

ATP7B rs367956522 TT+ C - -

ATP7B rs369488210 TT+ A - -

ATP7B rs371840514 GG+ A - -

ATP7B rs372436901 TT+ C - -

ATP7B rs374094065 TT+ G - -

ATP7B rs398123137 TT- A - -

ATP7B rs572147914 GG+ A - -

ATP7B rs587783306 GG- A - -

ATP7B rs587783307 AA- C - -

ATP7B rs587783317 GG- A - -

ATP7B rs587783318 GG- A - -

ATP7B rs746485916 GG+ A - -

ATP7B rs749085322 TT+ C - -

ATP7B rs749472361 GG+ A - -

ATP7B rs1057516305 GG- T - -

ATP7B rs1057516380 CC- A - -

ATP7B rs1057516425 GG- A - -

ATP7B rs1057516479 CC- T - -

ATP7B rs1057516516 AA- T - -

ATP7B rs1057516844 CC- T - -

ATP7B rs1057517024 AA- G - -
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ATP7B rs1057517233 AA- G - -

ATP7B rs1057517310 GG- T - -

ATP7B rs1057517351 GG- T - -

ATP7B rs1057518867 GG- A - -

ATP7B rs1057520235 TT- C - -

Sudden Death Syndrome

Internationally known by the acronym SIDS (sudden infant death syndrom) is the unexpected
death of children under one year of age.

Hematologic system

Atypical Hemolytic Uremic Syndrome (aHUS)

It is a rare, serious, systemic and fatal disease, with a negative evolution. aHUS a�ects children and
adults and is associated with thrombotic microangiopathy (THA).

Gene RSID Genotype Minor Allele Alteration Result

CD46 rs35366573 CC+ T - -

CFB rs4151667 TT+ A - -

CFH rs800292 CC- A + +

CFH rs1061147 AC+ C + -

CFH rs1061170 CT+ T + -

THBD rs3176123 AA- G - -

THBD rs3176126 CC- A - -

UNDEFINED

MEDIUM
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High Ferritin

Ferritin dosage is very common in the practice of medical nutrition and sports medicine. This is
because, in addition to being an in�ammatory marker, it is a key protein in the metabolism of iron
in the body, being able to convert Fe²+ into Fe3+, sequestering large amounts of this metal in the
circulation. The sequestered iron is stored inside the protein contained in the tissues and prevents
the oxidative damage caused by free iron. Ferritin is an intracellular protein located mainly in the
cytoplasm. Small amounts of this protein can be found in plasma. Therefore, it is used in the clinic
as a classic marker of iron stores. Orange or red result indicates high ferritin.

Gene RSID Genotype Minor Allele Alteration Result

BTBD9 rs3923809 GG+ G + +

HFE rs1799945 CC+ G - -

HFE rs1800730 AA+ T - -

INTERGENIC rs6077060 CC+ T - -

SLC17A1 rs17342717 CC+ T - -

TMPRSS6 rs4820268 AG+ A + -

USF2 rs10405246 AA+ G + +

Neuroferritinopathy

Also called Basal Ganglia Disease, it is caused by the abnormal accumulation of iron in the brain.
People with the disease have di�culty controlling their movements, but they do not have any
symptoms of dementia. Some of the symptoms of "neuroferritinopathy", in fact, are similar to
Huntington's Disease or Parkinson's Disease, but the biggest di�erence is that its patients show no
changes in their reasoning ability.

Gene RSID Genotype Minor Allele Alteration Result

FTL rs2230267 CT+ C + -

MEDIUM

NORMAL
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Beta Thalassemia

Beta Thalassemia is a blood disorder that reduces the production of hemoglobin. Hemoglobin is
the iron-containing protein in red blood cells that carries oxygen to cells throughout the body. In
people with beta thalassemia, low hemoglobin levels lead to a lack of oxygen in many parts of the
body. A�ected individuals also lack red blood cells (anemia), which can cause pale skin, weakness,
fatigue, and more serious complications. People with beta thalassemia are at increased risk of
developing abnormal blood clots. Beta thalassemia is classi�ed into two types depending on the
severity of symptoms: thalassemia major (also known as Cooley's anemia) and thalassemia
intermedia. Of the two types, thalassemia major is more severe. The signs and symptoms of
thalassemia major appear in the �rst 2 years of life. Children develop life-threatening anemia. They
do not gain weight and grow at the expected rate (inability to thrive) and may develop yellowing of
the skin and whites of the eyes (jaundice). A�ected individuals may have an enlarged spleen, liver,
and heart, and their bones may be deformed. Some teenagers with extensive experience with
thalassemia have delayed puberty. Many people with thalassemia major have symptoms so severe
that they need frequent blood transfusions to replenish their red blood cell supply. Over time, an
in�ux of iron-containing hemoglobin from chronic blood transfusions can lead to the accumulation
of iron in the body, resulting in liver, heart, and hormone problems. Thalassemia intermedia is
milder than thalassemia major. The signs and symptoms of thalassemia intermedia appear in early
childhood or later in life.

Gene RSID Genotype Minor Allele Alteration Result

HBB rs334 AA- C - -

HBB rs1135071 GG- C - -

HBB rs11549407 CC- A - -

HBB rs33913413 CC- A - -

HBB rs33913712 GG- A - -

HBB rs33914668 AA- C - -

HBB rs33914944 GG- C - -

HBB rs33915217 GG- T - -

HBB rs33919821 GG- A - -

HBB rs33921821 CC- A - -

HBB rs33929459 GG- A - -

HBB rs33930165 GG- A - -

HBB rs33930385 GG- C - -

HBB rs33931746 AA- C,G - -

HBB rs33945777 GG- T - -

HBB rs34598529 AA- C - -

HBB rs34690599 CC- C - -

HBB rs35004220 GG- T - -

HBB rs35724775 TT- G,T - -

HBS1L-MYB rs9376092 AC+ A,C + -

NORMAL



Sample

M 15/05/2025

Sample

 

Intermediate Beta Thalassemia

Thalassemia, or Mediterranean anemia, is an inherited blood disorder that a�ects a person's ability
to produce hemoglobin, the pigment in red blood cells that carries oxygen to all tissues and organs
in the body.

Gene RSID Genotype Minor Allele Alteration Result

HBB rs34598529 AA- C - -

Hemophilia - Factor VIII De�ciency

Hemophilia is a genetic-hereditary disease that is characterized by a disorder in the blood clotting
mechanism and manifests itself almost exclusively in males. There are two types of hemophilia: A
and B. Hemophilia A is due to a de�ciency in blood clotting factor VIII, and hemophilia B is due to a
de�ciency in factor IX.

Gene RSID Genotype Minor Allele Alteration Result

PTGS1 rs3842787 CC+ T - -

NORMAL

NORMAL
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Hemolytic Anemia

Hemolytic anemia is a disorder in which red blood cells are destroyed faster than they can be
produced. The destruction of red blood cells is called hemolysis. Red blood cells carry oxygen to all
parts of the body. If you have a lower than normal amount of red blood cells, you have anemia.

Gene RSID Genotype Minor Allele Alteration Result

G6PD rs1050829 AA- C - -

G6PD rs5030868 CC- - -

G6PD rs137852313 GG- - -

G6PD rs137852314 GG- - -

G6PD rs137852315 GG- - -

G6PD rs137852316 GG- - -

G6PD rs137852317 GG- - -

G6PD rs137852318 GG- - -

G6PD rs137852319 TT- - -

G6PD rs137852320 AA- - -

G6PD rs137852321 GG- - -

G6PD rs137852322 TT- - -

G6PD rs137852323 GG- - -

G6PD rs137852324 GG- - -

G6PD rs137852326 GG- - -

G6PD rs137852331 AA- - -

G6PD rs267606835 CC- - -

SLC4A1 rs2072081 CC- T - -

Bene�t of Physical Exercise for HDL

Exercise positively modi�es the level of HDL, the good cholesterol, and the increase is proportional
to the amount spent during the practice. As an example, 12 weeks of moderate exercise can
increase HDL levels. Overall, the combination of exercise and diet has bene�ts for body
composition and greater e�ects on HDL. Physical training alone can increase HDL, but to a lesser
extent than when there is associated body fat loss. It is important to emphasize that the decrease
in the risk of developing heart disease is more related to the increase in HDL, either by increasing
the energy spent during exercise, by increasing the intensity or by the execution time, in addition
to the reduction in body fat.

Gene RSID Genotype Minor Allele Alteration Result

PPARD rs2016520 AA- T - -

NORMAL

NORMAL
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M 15/05/2025

Sample

 

Blood Tipo (Kell)

No description

Hereditary diseases

Pompe disease

What is Pompe disease? It is a rare inherited neuromuscular disorder that causes progressive
muscle weakness. It is caused by a de�ciency of the enzyme GAA (acid alpha-glucosidase), the lack
of which causes an excessive accumulation of glycogen, the main energy reserve found in the liver
and muscles.

Gene RSID Genotype Minor Allele Alteration Result

GAA rs28940868 CC+ - -

GAA rs386834236 TT+ - -

Hormones

Testosterone

Testosterone is the main male sex hormone and an anabolic steroid. In humans and male animals,
testosterone plays a key role in the development of male reproductive tissues such as the testes
and prostate, as well as the promotion of secondary sexual characteristics such as increased
muscle mass, bone growth and maturation, and growth of body hair. In addition, testosterone is
involved in health, well-being and the prevention of osteoporosis. Insu�cient testosterone levels
in men can lead to abnormalities, including frailty and bone loss. Its decrease can lead to fatigue,
memory loss, hair loss, muscular dystrophy, irritability, depression and obesity, in addition to
increasing the susceptibility to diabetes, osteoporosis and cardiovascular disease.

Gene RSID Genotype Minor Allele Alteration Result

CYP17A1 rs6162 GG+ A + +

CYP19A1 rs700518 AA- C - -

FAM9B rs5934505 CC+ G - -

FSHR rs6166 AG- T + -

HSD17B3 rs9409407 GG+ T - -

SHBG rs6258 CC+ T - -

SHBG rs727428 AA- T + +

SHBG rs12150660 GG+ T - -

UNDEFINED

NORMAL

MEDIUM
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Increased Noradrenaline Level During Exercise

Carriers of the G allele of the rs1799971 polymorphism showed an increase in the level of
norepinephrine (norepinephrine) during physical exercise.

Gene RSID Genotype Minor Allele Alteration Result

OPRM1 rs1799971 AG+ G + -

DHEA/DHEAS

Popularly known as the "youth hormone", dehydroepiandrosterone (DHEA) and its sulfated form,
dehydroepiandrosterone sulfate (DHEA-S), are the most abundant steroids in our circulation.
However, its natural production declines from the age of 20 onwards, after reaching the maximum
level of concentration. This fact has been increasing the number of supporters of antiaging
hormone therapy, motivating studies on the importance of this hormone and the risks of its excess
in our body. Both DHEA-S and DHEA are produced mainly in the adrenal glands from cholesterol
and very important hormonal precursors, especially estrogens and testosterone. In addition to
acting as a substrate for other hormones, some scienti�c evidence indicates that DHEA also plays
more roles in our bodies. Recent studies show that higher physiological levels of DHEA have been
associated with greater well-being, better �tness, and greater muscle strength. There is also
evidence of the e�ects of DHEA on bone density, as well as its anti-in�ammatory and immune
system e�ects. DHEA is the main precursor of human sex steroid synthesis and is inactivated by
sulfonation into DHEAS. A previous genome-wide association study linked the single nucleotide
polymorphism (SNP) rs2637125, located near the coding region of DHEA sulfotransferase,
SULT2A1, to serum DHEAS concentrations.

Gene RSID Genotype Minor Allele Alteration Result

ARPC1A rs740160 CC+ T - -

BCL2L11 rs6738028 CG+ G + -

HHEX rs5015480 TT+ T - -

INTERGENIC rs2497306 GT- C,T + -

SHBG rs1799941 GG+ A - -

SULT2A1 rs182420 AA- C - -

SULT2A1 rs2637125 GG+ A - -

TRIM4 rs17277546 GG+ A - -

MEDIUM

NORMAL
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Cortisol Level

Research shows a clear relationship between obesity, increased cortisol (stress hormone) and
depression. The incidence of depression is quite high, but it often manifests itself in an
unconventional way, making diagnosis di�cult, especially in women. It can appear in the form of
binge eating or obesity and not through the common, which is loss of appetite and weight loss. Or
through insomnia and �bromyalgia (with pain throughout the body), or migraine, among other
examples. You still don't know which came �rst. Whether depression elevates cortisol or cortisol is
elevated in depression. The hypothalamus, the pituitary gland (the body's mother gland), both
located ''in the brain'', are responsible for the production of cortisol through the adrenal gland. In
the face of everyday stress situations, these glands constitute the hypothalamic-pituitary-adrenal
axis, responsible for a healthy response to stress or for the formation of the unhealthy ''cascade'' of
stress-depression-obesity. Although cortisol is a bene�cial hormone, it can be produced beyond
conventional needs causing us to get sick. Thus, excess cortisol would routinely be able to produce
negative e�ects similar to the side e�ects of corticosteroid medications, those routinely used for
arthritis and asthma, causing what we call Cushing's Syndrome, in which full moon faces
predominate '' (chubby and rounded, associated with abdominal fat). For the treatment of this
hormonal change, speci�c antidepressants (related to the neurotransmitter serotonin) seem to
positively increase the expression (action) of cortisol in the brain, which would then be bene�cial,
as it would reduce the excitation of this axis and also the production of cortisol by the supra gland -
renal relieving cardiac risk.

Gene RSID Genotype Minor Allele Alteration Result

DGKH rs1170109 GG+ T - -

FKBP5 rs1360780 CC+ A,C - -

HSD11B1 rs846910 GG+ A - -

HTR2C rs6318 GG+ G,T - -

OXTR rs53576 AG+ A + -

Growth Hormone Response

This hormone can be responsible for great bene�ts, but it can also be a disaster for the body. The
di�erence depends on the indication and the dose. Administering the correct dose of GH is not
easy and requires constant monitoring.

Suppression of the secretion of luteinizing hormone
due to anabolics

When bloodstream testosterone levels are low, the pituitary gland is stimulated to release LH. As
the levels of testosterone increase, it will act on the pituitary through a negative feedback loop and
inhibit the release of GnRH and LH consequently.

Immune system

LOW

UNDEFINED

UNDEFINED
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Crohn's disease

Crohn's Disease is a serious in�ammatory disease of the gastrointestinal tract. It predominantly
a�ects the lower part of the small intestine (ileum) and large intestine (colon), but it can a�ect any
part of the gastrointestinal tract.

Gene RSID Genotype Minor Allele Alteration Result

ABCB1 rs3213619 CT- G + -

ATG16L1 rs2241880 TT- G - -

ATG16L1 rs10210302 CC+ A,T - -

C21ORF33 rs762421 AA+ G - -

CDKAL1 rs6908425 CT+ C + -

FGFR1OP rs2301436 GG- A - -

FUT2 rs504963 CC- A - -

FUT2 rs602662 GG+ G - -

IL-10 rs3024505 CC- A - -

IL-23R rs1004819 CT- A + -

IL-23R rs11209026 GG+ A - -

IL-23R rs11805303 CT+ T + -

INTERGENIC rs1551398 CT- A + -

INTERGENIC rs9286879 GG+ G + +

INTERGENIC rs9348876 CC+ G,T - -

INTERGENIC rs10758669 AA+ C - -

INTERGENIC rs10761659 GG+ G - -

INTERGENIC rs17234657 TT+ G - -

IRGM rs7714584 AA+ G - -

JAZF1 rs864745 AG- G + -

KIAA1109 rs6822844 GG+ T - -

LACC1 rs3764147 AG+ G + -

LINC00824 rs6651252 CT+ C + -

NOD2 rs2066844 CC+ T - -

NOD2 rs2066845 GG+ C,T - -

PTPN2 rs1893217 CT- G + -

PTPN2 rs2542151 GT+ T + -

SBNO2 rs2024092 GG+ A - -

SLC22A4 rs1050152 CC+ T - -

TCF7L2 rs3814570 CT+ T + -

MEDIUM
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TNF rs1800629 GG+ A - -

ZNF365 rs7076156 GG+ C,G - -

Psoriatic arthritis

A form of arthritis that a�ects some people who have psoriasis skin disease.

Gene RSID Genotype Minor Allele Alteration Result

CARD14 rs11652075 CC+ T - -

IL-12B rs3212227 AA- G - -

Lymphedema

Lymphedema is an accumulation of lymph in the body's tissues, which is nothing more than a �uid
originating from the blood, composed of water, proteins, fats and residues from cells that circulate
in lymphatic vessels and transport the white blood cells, which are responsible for the defense of
our organism.

Gene RSID Genotype Minor Allele Alteration Result

FLT4 rs121909657 GG- T - -

Myasthenia Grave

Weakness and rapid fatigue of muscles that are under voluntary control.

Gene RSID Genotype Minor Allele Alteration Result

CTLA4 rs733618 AA- C - -

IL-1B rs1143634 CC- A - -

INTERGENIC rs3130544 CC+ A - -

MUSK rs578430 GG+ T - -

Autoimmune Lymphoproliferative Syndrome (ALPS)

Autoimmune lymphoproliferative syndrome (ALPS) is a rare genetic disorder caused by a defect in
lymphocyte apoptosis. Patients present in the �rst decade of life with persistent benign
adenomegaly, splenomegaly, autoimmune cytopenias, increased propensity for lymphomas, and
expansion of a speci�c lymphocyte subpopulation called DNT cells (CD3+CD4-CD8-). A
heterozygous germline mutation a�ecting the gene encoding the FAS membrane protein is
described in most patients with ALPS, although somatic mutations in the same gene and other
genetic alterations in FASLG, CASP8, CASP10, NRAS, KRAS and PRKCD may account for a minority of
cases where one group remains without a genetic diagnosis.

Injuries

MEDIUM

NORMAL

NORMAL

UNDEFINED
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Achilles tendon injury

Achilles tendon (heel) rupture is an injury that a�ects the back of the leg and most commonly
occurs in people who play impact sports. The injury is usually followed by extreme pain and an
inability to use the lower half of the leg, even for walking.

Gene RSID Genotype Minor Allele Alteration Result

COL12A1 rs240736 AA+ G + +

COL5A1 rs12722 CC+ T - -

GDF5 rs143383 CC- A - -

TNC rs2104772 TT+ A - -

Exercise Induced Muscle Damage

Exercise-induced muscle damage (EIDM) in humans occurs when the individual performs unusual,
very intense, or long-lasting exercises. Orange or red result indicates slower DMIE recovery.

Gene RSID Genotype Minor Allele Alteration Result

COL5A1 rs12722 CC+ T - -

ESR1 rs2234693 CT+ A,T + -

HIF1A rs11549465 CC+ T + +

TNC rs2104772 TT+ A - -

Fractures

Greater or lesser ease in having fractures.

Gene RSID Genotype Minor Allele Alteration Result

CALCR rs1801197 CT- G + -

ESR1 rs2234693 CT+ A,T + -

ESR1 rs9340799 AG+ G + -

ITGB3 rs5918 TT+ C - -

P2RX7 rs3751143 AC+ C + -

MEDIUM-

HIGH

MEDIUM-

HIGH

MEDIUM
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Hamstring Injuries

Hamstrings are a group of muscles located in the posterior thigh area, at the back of the lower
limbs. This musculature is mainly responsible for the movements of hip extension and knee
�exion, and crosses both joints.

Gene RSID Genotype Minor Allele Alteration Result

MMP3 rs679620 AG- C + -

NOS3 rs2070744 TT+ T + +

TNC rs2104772 TT+ A - -

Hip dislocation

Hip dislocation is a displacement of the bones of the hip joint, where the acetabulum and femur
meet.

Gene RSID Genotype Minor Allele Alteration Result

GDF5 rs143383 CC- A - -

GDF5 rs143384 CC- A - -

Meniscus Injury

The meniscus is a cartilage structure present in the knee that serves to protect the knees when
there is an impact or a blow directly to the knee or leg, for example. This cartilage is very prone to
injury in athletes, overweight people, people with arthritis, osteoarthritis, or any other condition
that a�ects the knee joint.

Gene RSID Genotype Minor Allele Alteration Result

GDF5 rs143383 CC- A - -

Increased Risk of Sports Injuries

One study investigated the association between the MCT1 rs1049434 polymorphism and indirect
muscle injuries in elite soccer players. Elite Italian male soccer players (age = 19.2 ± 5.3 years) were
recruited from a �rst-league soccer club participating in the Italian National Soccer Championship.
Participants with the MCT1 AA genotype demonstrate signi�cantly higher injury incidents
compared to participants with the TT genotype.

Gene RSID Genotype Minor Allele Alteration Result

COL5A1 rs12722 CC+ T - -

SOX15 rs4227 TT+ T - -

MEDIUM

MEDIUM

NORMAL

LOW
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Best Recovery after Injury

The A allele of the rs5745678 polymorphism and the C allele of the rs5755697 polymorphism of the
HIF gene are related to better recovery after injury.

Sports-Related Musculoskeletal Injuries

These are injuries that a�ect muscles, bones, ligaments, menisci, joint capsules and others, axial
skeleton, spine and upper and lower limbs.

Probability of Muscle Injuries

Some people are more likely to be injured.

Shoulder Shift

Shoulder dislocations account for about half of major joint dislocations. The shoulder dislocation
can be anterior, posterior or inferior.

Ligament Rupture

Ligaments have the function of joining two or more bones and protecting the body's joints. They
are formed by a very resistant �brous tissue, but with little elasticity. These two characteristics
make it, in the �rst place, it resists your needs very well, but in cases of greater demand — like a
sprain — it breaks down. A very common injury in sports practice is the rupture of the cruciate
ligaments, precisely due to a sprain. It happens when our foot is �rmly on the �oor and the leg is
rotated sharply. The ligament, responsible precisely for containing this movement, cannot bear the
weight of the body and breaks.

Anterior Cruciate Ligament Injury (ACL)

An anterior cruciate ligament injury occurs when the anterior cruciate ligament (ACL) is either
stretched, partially torn, or completely torn. The most common injury is a complete tear. Symptoms
include pain, a popping sound during injury, instability of the knee, and joint swelling.

Instability

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED
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Explorative Behavior

Behavior associated with people who are always looking for new experiences in the most diverse
areas of life.

Gene RSID Genotype Minor Allele Alteration Result

DRD4 rs1800955 CC+ C,G + +

Metabolic

Protein Metabolization

Proteins degraded in the digestive process result in amino acids, which are absorbed by the
epithelial cells of the small intestine, transported to the bloodstream and distributed to di�erent
tissues. Amino acids are fundamental in protein synthesis and are precursors of all non-protein
nitrogenous compounds, such as the nitrogenous bases of nucleotides, and amines and their
derivatives, such as histamine and adrenaline. It is estimated that in a healthy adult human being
there is a turnover of approximately 400g of protein per day. About 300g can be reused, while the
remaining 100g are discarded. Living beings are not able to store stores of amino acids or proteins
and, therefore, daily protein intake is necessary. The rise in the plasma level of amino acids, as well
as glucose, stimulates the β cells of the endocrine pancreas to secrete insulin. This hormone
stimulates the uptake of amino acids by muscle and liver, in addition to activating the enzymatic
apparatus responsible for protein synthesis.

Gene RSID Genotype Minor Allele Alteration Result

FTO rs9939609 AT+ A + -

Micronutrient Metabolism

Speed that the body carries out the metabolism of multiple micronutrients. Note that results
indicate that the individual has a better micronutrient metabolism.

Gene RSID Genotype Minor Allele Alteration Result

DLAT rs2303436 AA- T + +

ENO3 rs238238 AA+ G - -

MTNR1B rs10830963 GG+ G + +

PCK1 rs8192708 AA+ G - -

SLC2A9 rs3733591 GG- T - -

MEDIUM-

HIGH

HIGH

HIGH
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Metabolic syndrome

Metabolic syndrome is based on insulin resistance, which is a process that happens due to weight
gain, but it can also start with type 2 diabetes. The most common cause is weight gain, which leads
to increased blood pressure. , the development of type 2 diabetes and changes in triglycerides and
cholesterol. Result in orange or red indicates a greater tendency to metabolic syndrome.

Gene RSID Genotype Minor Allele Alteration Result

ADRB2 rs1042713 GG+ A + +

ADRB2 rs1042714 GG+ C,T + +

APOB rs512535 AG- C + -

CD36 rs1761667 GG+ A + +

FTO rs8050136 AC+ A + -

GHRL rs34911341 CC+ T - -

MC4R rs2229616 GG- C - -

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T - -

Trend to regain weight

Indication in orange or red indicates it is easier to regain weight after losing weight.

Gene RSID Genotype Minor Allele Alteration Result

ADIPOQ rs17300539 AG+ A + -

ADRB2 rs1042713 GG+ A + +

BDNF rs6265 AG- T + -

FTO rs3751812 GT+ T + -

FTO rs16945088 AA+ G - -

INTERGENIC rs2815752 TT- A - -

LEP rs2071045 TT+ C - -

LEP rs4731426 GG+ A,C,T + +

MEDIUM-

HIGH

MEDIUM-

HIGH



Sample

M 15/05/2025

Sample

 

Lipid Metabolism

Speed that the body carries out the metabolism of fats. In orange or red indicates slower
metabolism, negative characteristic.

Gene RSID Genotype Minor Allele Alteration Result

ACE rs4343 GG+ A + +

ANKK1 rs1800497 CT- A + -

APOA5 rs662799 AA+ T - -

APOA5 rs3135506 GG+ C - -

ARMC4 rs587777047 AA+ C - -

ARMC4 rs587777049 GG+ T - -

BICC1 rs11006263 AA+ G - -

CCDC77 rs1048466 GG+ A,C + +

CD46 rs35366573 CC+ T - -

CDCA3 rs5443 CC+ T - -

CYP2E1 rs2031920 CC+ T - -

CYP2E1 rs2070672 AA+ G - -

CYP2E1 rs72559710 GG+ A,C,T - -

DOCK8 rs192864327 GG+ C,T - -

FAM71F1 rs6971091 GG+ A - -

FTO rs1121980 CT- A,C + -

FTO rs1421085 CT+ C + -

FTO rs9939609 AT+ A + -

FTO rs121918214 GG+ A - -

GPC5 rs2352028 CC+ G,T - -

IL-1B rs1143634 CC- A - -

INSIG2 rs7566605 CC+ C + +

KIF6 rs9380880 GG+ A - -

LEPR rs1137101 AG+ G + -

LIPC rs261332 AG+ G + -

LIPC rs1800588 CT+ T + -

LPP rs1152846 AG- C + -

MC4R rs10871777 AG+ G + -

NAT2 rs1208 AA+ G - -

NAT2 rs1041983 TT+ T + +

MEDIUM-

HIGH
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NAT2 rs1799929 CC+ T - -

NAT2 rs1801279 GG+ A - -

NAT2 rs1801280 TT+ C - -

NAT2 rs1805158 CC+ A,T - -

PCDH9 rs17081231 AA+ G - -

PCSK1 rs6232 AG- C + -

PFKP rs6602024 AG+ A + -

PLIN1 rs894160 AG- T + -

PON1 rs662 AG- C + -

PPARG rs1801282 GG+ C + +

PPARG rs3856806 TT+ T + +

PPARGC1A rs8192678 GG- T - -

PTPRD rs1975197 TT- A + +

RYR2 rs1057517873 AA+ G - -

SLC22A2 rs316019 GG- C - -

SLC22A2 rs8177507 GG- G,T - -

SLC22A2 rs8177516 CC- A,T - -

SLC22A2 rs8177517 AA- C,G - -

SLC29A3 rs121912583 GG+ A - -

TCF4 rs613872 TT+ T - -

TCF4 rs9960767 AC+ C,G + -

TMEM18 rs6548238 CC+ C - -

TRAPPC9 rs267607137 CC- A - -

UGT2B7 rs12233719 GG+ A,C,T - -

UNC13A rs12608932 CC+ C + +

WDR11-AS1 rs4783244 GT+ T + -
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Methylation

Methylation reactions are involved in numerous vital processes, such as neurotransmitter
synthesis, detoxi�cation reactions, epigenetic DNA marking, cell membrane phospholipid
biosynthesis and others. Therefore, its e�ciency is vital.

Gene RSID Genotype Minor Allele Alteration Result

AHCY rs819147 CT+ C + -

AHCY-19 rs819171 CT+ T + -

BHMT-02 rs567754 CC+ T - -

CBS rs234706 GG+ A - -

CBS rs2298758 GG+ A,C - -

CBS rs2851391 CC+ C - -

COMT rs4633 CT+ T + -

COMT rs769224 GG+ A - -

DAO rs2070586 GG+ A - -

FOLR2 rs651933 AG+ A + -

FOLR3 rs7925545 AA+ G - -

G6PD rs1050829 AA- C - -

GAD1 rs701492 CC+ T - -

GAD1 rs2241165 AG- T + -

HLA-DRB1 rs9267649 GG+ A + +

IL-6 rs1800796 CC+ C + +

MTHFD1 rs1076991 AA- C,G - -

MTHFD1 rs2236225 CT- A + -

MTHFD1L rs11754661 GG+ A,T - -

MTHFD1L rs17349743 TT+ C - -

MTHFR rs1476413 AA- G,T + +

MTHFR rs1801131 CC- G + +

MTR rs1805087 AA+ G - -

MTRR rs10380 CC+ T - -

MTRR rs162036 AA+ G - -

MTRR rs1532268 AG- A + -

MTRR rs1801394 AG+ G + -

MTRR rs2287780 CC+ T - -

NOS2 rs2297518 GG+ A - -

MEDIUM-

HIGH
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PEMT rs4244593 AA- A,G - -

SOD3 rs2855262 CT+ C + -

VDR rs731236 CT- G + -
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Trend of Overeating (Gluttony)

Usually associated with anxiety or emotional events, orange or red indicates greater propensity.

Gene RSID Genotype Minor Allele Alteration Result

ANKK1 rs1800497 CT- A + -

ARMC4 rs587777047 AA+ C - -

ARMC4 rs587777049 GG+ T - -

BICC1 rs11006263 AA+ G - -

CCDC77 rs1048466 GG+ A,C + +

CD46 rs35366573 CC+ T - -

CDCA3 rs5443 CC+ T - -

CYP2E1 rs2031920 CC+ T - -

CYP2E1 rs2070672 AA+ G - -

CYP2E1 rs72559710 GG+ A,C,T - -

DOCK8 rs192864327 GG+ C,T - -

FAM71F1 rs6971091 GG+ A - -

FTO rs1121980 CT- A,C + -

FTO rs1421085 CT+ C + -

FTO rs9939609 AT+ A + -

FTO rs17817449 GT+ A,G + -

FTO rs121918214 GG+ A - -

GPC5 rs2352028 CC+ G,T - -

IL-1B rs1143634 CC- A - -

INSIG2 rs7566605 CC+ C + +

KIF6 rs9380880 GG+ A - -

LEPR rs1137101 AG+ G + -

LIPC rs261332 AG+ G + -

LIPC rs1800588 CT+ T + -

LPP rs1152846 AG- C + -

MAOA rs909525 GG- T + +

MC4R rs10871777 AG+ G + -

NAT2 rs1208 AA+ G - -

NAT2 rs1041983 TT+ T + +

NAT2 rs1799929 CC+ T - -

NAT2 rs1801279 GG+ A - -

MEDIUM
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NAT2 rs1801280 TT+ C - -

NAT2 rs1805158 CC+ A,T - -

NGF rs6330 CC- A - -

NMB rs1051168 GG+ C,T - -

PCDH9 rs17081231 AA+ G - -

PCSK1 rs6232 AG- C + -

PFKP rs6602024 AG+ A + -

PPARG rs3856806 TT+ T + +

PTPRD rs1975197 TT- A + +

RYR2 rs1057517873 AA+ G - -

SLC22A2 rs316019 GG- C - -

SLC22A2 rs8177507 GG- G,T - -

SLC22A2 rs8177516 CC- A,T - -

SLC22A2 rs8177517 AA- C,G - -

SLC29A3 rs121912583 GG+ A - -

TAS2R38 rs1726866 TT- A - -

TCF4 rs613872 TT+ T - -

TCF4 rs9960767 AC+ C,G + -

TMEM18 rs6548238 CC+ C - -

TPH2 rs4570625 GG+ G - -

TRAPPC9 rs267607137 CC- A - -

UGT2B7 rs12233719 GG+ A,C,T - -

UNC13A rs12608932 CC+ C + +

WDR11-AS1 rs4783244 GT+ T + -
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Weight Gain Trend

Usually be linked to genetics or improper diet.

Gene RSID Genotype Minor Allele Alteration Result

ADIPOQ rs266729 CC+ A,G,T - -

ADIPOQ rs121917815 CC+ T - -

ADRB2 rs1042714 GG+ C,T + +

ANKK1 rs1800497 CT- A + -

ARMC4 rs587777047 AA+ C - -

ARMC4 rs587777049 GG+ T - -

BICC1 rs11006263 AA+ G - -

CCDC77 rs1048466 GG+ A,C + +

CD46 rs35366573 CC+ T - -

CDCA3 rs5443 CC+ T - -

CYP2E1 rs2031920 CC+ T - -

CYP2E1 rs2070672 AA+ G - -

CYP2E1 rs72559710 GG+ A,C,T - -

DOCK8 rs192864327 GG+ C,T - -

FAM71F1 rs6971091 GG+ A - -

FTO rs1121980 CT- A,C + -

FTO rs1421085 CT+ C + -

FTO rs9939609 AT+ A + -

FTO rs17817449 GT+ A,G + -

FTO rs121918214 GG+ A - -

GPC5 rs2352028 CC+ G,T - -

IL-1B rs1143634 CC- A - -

INSIG2 rs7566605 CC+ C + +

KIF6 rs9380880 GG+ A - -

LEP rs10244329 TT+ T - -

LEPR rs1137101 AG+ G + -

LIPC rs261332 AG+ G + -

LIPC rs1800588 CT+ T + -

LPP rs1152846 AG- C + -

MC4R rs10871777 AG+ G + -

MC4R rs17782313 CT+ C + -

MEDIUM
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MTCH2 rs10838738 GG+ G - -

NAT2 rs1208 AA+ G - -

NAT2 rs1041983 TT+ T + +

NAT2 rs1799929 CC+ T - -

NAT2 rs1801279 GG+ A - -

NAT2 rs1801280 TT+ C - -

NAT2 rs1805158 CC+ A,T - -

NEGR1 rs12141391 CC+ A - -

PCDH9 rs17081231 AA+ G - -

PCSK1 rs6232 AG- C + -

PFKP rs6602024 AG+ A + -

PPARG rs3856806 TT+ T + +

PTPRD rs1975197 TT- A + +

RYR2 rs1057517873 AA+ G - -

SEC16B rs10913469 CT+ C + -

SH2B1 rs7498665 AA+ G,T - -

SLC22A2 rs316019 GG- C - -

SLC22A2 rs8177507 GG- G,T - -

SLC22A2 rs8177516 CC- A,T - -

SLC22A2 rs8177517 AA- C,G - -

SLC29A3 rs121912583 GG+ A - -

TCF4 rs613872 TT+ T - -

TCF4 rs9960767 AC+ C,G + -

TMEM18 rs1320333 GG- T - -

TMEM18 rs6548238 CC+ C - -

TRAPPC9 rs267607137 CC- A - -

UCP2 rs660339 CC- T - -

UGT2B7 rs12233719 GG+ A,C,T - -

UNC13A rs12608932 CC+ C + +

WDR11-AS1 rs4783244 GT+ T + -
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Ca�eine Metabolization

Analysis of a set of genes involved in ca�eine metabolism. Indicates whether this metabolism is
more or less e�cient. Indication in orange or red indicates faster metabolism, and thus, less e�ect,
with smaller doses of it. Results in red is bene�cial.

Gene RSID Genotype Minor Allele Alteration Result

AHR rs6968865 AT+ T + -

CYP1A1 rs2470893 GG- T - -

CYP1A1 rs2472297 CC+ T - -

CYP1A2 rs762551 AC+ C + -

Resting Metabolism

Resting metabolism corresponds to burning up to 75% of what you consume daily. The remaining
25% is spent on food digestion and daily activities, including exercise. In other words, the organs
(liver, heart, kidney, brain, lung, etc) and muscles that burn most of the energy in the food we eat
are the ones who burn. So if the resting metabolism slows down for some reason, and the calorie
intake doesn't change, it's almost certain that we're going to get fat, that is, we're going to store
the unused energy in fat cells ("fat" cells).

Gene RSID Genotype Minor Allele Alteration Result

CRY2 rs11605924 CC+ C - -

LEPR rs1805094 CG+ C + -

LEPR rs2025804 AG+ A + -

Leptin receptor polymorphism

Leptin can increase energy expenditure through sympathetic nerve stimulation. The tissue action
of leptin is through its binding with its receptor.

Gene RSID Genotype Minor Allele Alteration Result

LEPR rs1137101 AG+ G + -

Greater Insulin Sensitivity with Physical Exercise

Result in orange or red indicates having greater insulin sensitivity when playing physical sports.

Gene RSID Genotype Minor Allele Alteration Result

LIPC rs1800588 CT+ T + -

MEDIUM

MEDIUM

MEDIUM

NORMAL
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Celiac disease

Immune reaction to ingestion of gluten, a protein found in wheat, barley and rye. Celiac disease is
strongly in�uenced by genetics, depending on a part of the DNA sequence called the HLA locus
(human leukocyte antigen). There are many HLA sequence variants, but only two sequence
variants called DQ2.5 (T allele in rs2187668) and DQ8 (C allele in rs7454108) can form in�ammatory
complexes with gliadin peptides. About 90% of celiac patients carry the DQ2.5 variant, and the
remaining 10% produce the DQ8 variant. If you don't carry either of these two variants, it is
virtually impossible to develop celiac disease.

Gene RSID Genotype Minor Allele Alteration Result

ABL2 rs2816216 TT- G - -

ATXN2 rs653178 AA- C,T - -

CCR3 rs6441961 CC+ C - -

CTLA4 rs231775 AA+ G - -

HLA rs4713586 TT- G - -

HLA-DPA1 rs2301226 GG+ A - -

HLA-DQA1 rs2187668 GG- A,G,T - -

HLA-DQB1 rs7454108 TT+ C - -

HLA-DQB1 rs7775228 TT+ C - -

HLA-DRA rs2395182 TT+ T - -

IL-18RAP rs917997 AA- A,C - -

KIAA1109 rs6822844 GG+ T - -

KIAA1109 rs13119723 AA+ G - -

MYO9B rs2305764 TT- A - -

SH2B3 rs3184504 CC+ A,C,G - -

NORMAL
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Glucose-6-Phosphate Dehydrogenase (G6PD)
De�ciency

A condition that causes red blood cells to break down in response to certain medications,
infections, or other stressors.

Gene RSID Genotype Minor Allele Alteration Result

G6PD rs762516 CC+ - -

G6PD rs1050757 GG- G - -

G6PD rs1050828 GG- T - -

G6PD rs1050829 AA- C - -

G6PD rs5030868 CC- - -

G6PD rs5030869 GG- A - -

G6PD rs5030872 AA- T - -

G6PD rs72554664 GG- A - -

G6PD rs72554665 GG- A - -

G6PD rs76645461 TT- C - -

G6PD rs76723693 TT- C - -

G6PD rs78365220 TT- C - -

G6PD rs78478128 GG+ C - -

G6PD rs137852313 GG- - -

G6PD rs137852314 GG- - -

G6PD rs137852315 GG- - -

G6PD rs137852316 GG- - -

G6PD rs137852317 GG- - -

G6PD rs137852318 GG- - -

G6PD rs137852319 TT- - -

G6PD rs137852320 AA- - -

G6PD rs137852321 GG- - -

G6PD rs137852322 TT- - -

G6PD rs137852323 GG- - -

G6PD rs137852324 GG- - -

G6PD rs137852325 GG- A - -

G6PD rs137852326 GG- - -

G6PD rs137852327 GG- A - -

G6PD rs137852328 GG- A - -

NORMAL
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G6PD rs137852329 CC- A - -

G6PD rs137852330 CC- T - -

G6PD rs137852331 AA- - -

G6PD rs137852332 GG- A - -

G6PD rs137852333 CC- T - -

G6PD rs137852334 CC- T - -

G6PD rs137852335 GG- C - -

G6PD rs137852336 GG- A - -

G6PD rs137852337 GG- A - -

G6PD rs137852339 GG- A - -

G6PD rs137852340 AA- G - -

G6PD rs137852342 CC- T - -

G6PD rs137852343 TT- C - -

G6PD rs137852344 CC- G - -

G6PD rs137852345 CC- T - -

G6PD rs137852346 GG- A - -

G6PD rs137852347 TT- C - -

G6PD rs137852348 CC- G - -

G6PD rs137852349 TT- C - -

G6PD rs267606835 CC- - -

G6PD rs267606836 CC- T - -

G6PD rs398123546 CC- T - -

G6PD rs398123552 AA+ G - -

Mitochondrial Complex De�ciency 1

Mitochondrial complex I de�ciency is a de�ciency (de�ciency) of a protein complex called complex I
or a loss of its function. Complex I is found in cell structures called mitochondria, which convert
food energy into a form that cells can use. Complex I is the �rst of �ve mitochondrial complexes
that carry out a multistep process called oxidative phosphorylation, through which cells obtain
much of their energy. De�ciency of mitochondrial complex I can cause a wide variety of signs and
symptoms that a�ect many organs and systems in the body, particularly the nervous system,
heart, and muscles used for movement (skeletal muscles). These signs and symptoms can appear
at any time from birth to adulthood.

Gene RSID Genotype Minor Allele Alteration Result

MTFMT rs201431517 GG+ - -

NORMAL
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Resting Metabolic Rate

Resting metabolic rate (often referred to as basal metabolism) represents about 70% of total
energy expenditure and refers to the calories expended by the body to maintain basic resting
functions such as heart rate, breathing, body temperature control, etc. Orange or red result
indicates lower resting metabolism.

Gene RSID Genotype Minor Allele Alteration Result

CRY2 rs11605924 CC+ C - -

LEPR rs1805094 CG+ C + -

Improving Insulin Sensitivity with Physical Exercise

Result in orange or red indicates bene�t of physical exercise to improve insulin resistance.

Gene RSID Genotype Minor Allele Alteration Result

LIPC rs261332 AG+ G + -

LIPC rs1800588 CT+ T + -

PPM1K rs1440581 AA- A,C - -

Metabolic disorders

Xenobiotic Metabolism (Including Ca�eine and P-450)

The metabolism of xenobiotics is carried out by liver enzymes in several steps: the xenobiotic is
initially activated by oxidation, reduction, hydrolysis or hydration; it is then conjugated to
molecules such as sulfate, glucuronate or glutathione, and is subsequently excreted in bile or
urine.

Gene RSID Genotype Minor Allele Alteration Result

CYP1A2 rs762551 AC+ C + -

CYP1A2 rs56107638 GG+ A,C - -

LOW

LOW

MEDIUM



Sample

M 15/05/2025

Sample

 

Galactosemia

Life-threatening metabolic disease beginning in the neonatal period. Babies often develop feeding
di�culties, lethargy, and severe liver disease. Epidemiology The global prevalence is unknown, but
the estimated annual incidence is 1/40,000 to 1/60,000 in Western countries. The disorder appears
to be more common in the Caucasian population than in other ethnic groups, but numbers in
other populations may be underestimated. Males and females are equally a�ected. Clinical
description When ingesting breast milk or lactose-containing formula, babies develop feeding
problems, failure to thrive and signs of liver damage (jaundice, tendency to bleed, hypoglycaemia).
In the absence of adequate treatment (galactose restriction), sepsis (E-coli) and neonatal death can
occur. Despite adequate treatment, long-term complications appear, including cognitive
impairment, motor de�cits, ovarian dysfunction with reduced fertility in women and reduced bone
density. Male fertility has not been fully studied.

Gene RSID Genotype Minor Allele Alteration Result

GALT rs2070074 AA+ G - -

GALT rs2070075 CC+ G,T - -

GALT rs111033634 CC+ T - -

GALT rs111033645 CC+ T - -

GALT rs111033652 CC+ T - -

GALT rs111033656 CC+ A - -

GALT rs111033658 CC+ T - -

GALT rs111033661 AA+ G - -

GALT rs111033665 GG+ A - -

GALT rs111033666 TT+ C - -

GALT rs111033667 AA+ C - -

GALT rs111033669 AA+ G - -

GALT rs111033670 GG+ A - -

GALT rs111033686 CC+ T - -

GALT rs111033690 CC+ G - -

GALT rs111033693 CC+ G - -

GALT rs111033694 GG+ A - -

GALT rs111033695 TT+ A - -

GALT rs111033715 TT+ C - -

GALT rs111033722 CC+ A - -

GALT rs111033725 CC+ T - -

GALT rs111033728 TT+ C - -

GALT rs111033735 GG+ A - -

GALT rs111033737 CC+ T - -

NORMAL
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San�lippo Syndrome

Metabolic disorder, genetic, autosomal recessive, characterized by the absence of
mucopolysaccharides III, which are responsible for breaking the long chains of glycosaminoglycans
(GAGs).

Gene RSID Genotype Minor Allele Alteration Result

IDS rs113993946 GG- - -

IDS rs113993955 TT- C - -

IDS rs193302910 GG- - -

IDS rs193302911 CC- - -

IDS rs199422227 CC- - -

SGSH rs7503034 CC+ G,T - -

SGSH rs104894635 GG- A - -

SGSH rs104894636 CC- - -

SGSH rs104894638 GG- A - -

SGSH rs104894639 GG- A - -

SGSH rs104894640 GG- A - -

SGSH rs104894641 GG- A - -

SGSH rs104894642 CC- T - -

SGSH rs138504221 AA+ G - -

SGSH rs143947056 GG+ A - -

Muscular system

Athletes with Greater Physical Strength

World-class endurance male athletes, with greater physical endurance, have the ADRB3 gene
mutation. Endurance activities are aerobic exercise such as cycling and running. This type of
practice can result in fatigue and its occurrence is delayed with carbohydrates that must be
ingested before, during and after the activity. Fatigue is the result of a decrease in the levels of
liver and muscle glycogen in the body, thanks to the signi�cant intensity of work, its continuity and
prolongation. It seeks to increase muscle and liver glycogen and blood glucose by eating
carbohydrates before exercise.

Gene RSID Genotype Minor Allele Alteration Result

ADRB3 rs4994 CT- G + -

NR1H3 rs7120118 TT+ C + +

NORMAL

HIGH
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Biceps Increase

The biceps is an important muscle that is present in two parts of the body: biceps brachii muscle
(located in the arm) and biceps femoris muscle (located in the leg, thigh). However, it is noteworthy
that the use of the term biceps is more common to refer to the important muscle of the arm. It is
usually the most worked muscle in gyms.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

TRIM63 rs2275950 AA- C,G + +

Slow-twitch �bers

Slow-twitch �bers are characterized by high fatigue resistance and a longer duration of
contraction, but lower maximum force and velocity of contraction. ... These �bers are called hybrid
�bers. The expression of each of the myosin isoforms is determined by �ber innervation.

Gene RSID Genotype Minor Allele Alteration Result

AGTR2 rs11091046 AA+ C - -

PPARA rs4253778 GG+ C,T + +

Muscle mass

Muscle mass is also known as lean mass. Our body is made up of water, lean mass and fat mass. It
is these components that give us weight when we step on the scale, but each one of them
indicates di�erent aspects. A person, when stepping on the scale, may have gained weight. This
does not mean that you gained weight, that is, that you accumulated fat. On the contrary, you may
have burned fat and acquired muscle mass, which is also heavy, but is healthy for the body.

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

IGFBP3 rs3110697 GG+ A + +

TRIM63 rs2275950 AA- C,G + +

Knee strength

Indicates the susceptibility to greater or lesser strength of the knee.

Gene RSID Genotype Minor Allele Alteration Result

ACVR1B rs2854464 AA+ C,G + +

DNMT3L rs7354779 TT+ C - -

MTRR rs7703033 GG+ A + +

VDR rs7975232 AC+ A + -

HIGH

HIGH

HIGH

HIGH
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Fast Twitch Muscle Fibers

Fast-twitch �bers have a low amount of myoglobin – and therefore also low oxygen content – and
for this reason they are not red or reddish, but rather clear. They are also described as white
muscle �bers.

Gene RSID Genotype Minor Allele Alteration Result

AGTR2 rs11091046 AA+ C + +

Neuromuscular Power

Neuromuscular Potency is the ability of the muscle to respond to a stimulus coming from the brain
(neuro-brain-muscle communication). The ability of the neuromuscular system to generate
maximum power is a�ected by a variety of interrelated factors. Maximal muscle strength is de�ned
and limited by the force-velocity relationship and a�ected by the length-tension relationship.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

AGT rs699 CT- G + -

AMPD1 rs17602729 CC- A + +

FAAH rs324420 CC+ A - -

HIF1A rs11549465 CC+ T + +

IL-6 rs1800795 GG+ G + +

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T + +

PPARA rs4253778 GG+ C,T - -

Muscle Performance

Better muscle performance. The graph in red and orange colors indicates better muscle
performance.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

HIGH

HIGH

MEDIUM-

HIGH
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Lactate Accumulation (High Intensity Circuit)

Increased blood lactate accumulation during high-intensity circuitry. Lactate is produced by the
body after the burning of glucose (glycolysis) to provide energy without the presence of oxygen
(lactic anaerobic metabolism). In long-term physical activities, the oxygen supply is not always
su�cient. The body seeks this energy from alternative sources, producing lactate. The
accumulation of this substance in the muscles can generate hyperacidity, which causes pain and
discomfort right after exercise. Thus, the determination of the blood lactate concentration allows
the indirect assessment of the metabolic acidosis of exercise, being one of the diagnostic tools
used by exercise physiology. Orange or red result indicates greater lactate accumulation.

Gene RSID Genotype Minor Allele Alteration Result

OPRM1 rs1799971 AG+ G + -

Muscle strength

It can be de�ned as the amount of tension that a muscle or muscle group can generate within a
speci�c movement pattern and with a given movement speed. Result in orange or red indicates
greater muscle strength.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

ACVR1B rs2854464 AA+ C,G + +

AGT rs699 CT- G + -

HIF1A rs11549465 CC+ T - -

IL-6 rs1800795 GG+ G + +

MSTN rs1805086 AA- C - -

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T + +

PPARA rs4253778 GG+ C,T - -

MEDIUM-

HIGH

MEDIUM-

HIGH



Sample

M 15/05/2025

Sample

 

Hard Person Syndrome

The rigid person syndrome, also called Moersch-Woltmann syndrome, or even the rigid man
syndrome, is de�ned as a condition characterized by persistent spasms, involving several di�erent
muscles, especially those of the lower limbs and trunk. This condition usually appears between 40
and 60 years of age, initially presenting itself as intermittent spasms that evolve and become
continuous. It has been observed that emotional stress can lead to spasms. In addition to the latter,
environmental stimuli such as voluntary or passive movements and auditory stimulation can also
trigger spasms. Treatment is palliative, involving the use of muscle relaxants (such as
benzodiazepines) that enhance the action of GABA. As the disorder evolves, this treatment
becomes ine�ective. Some professionals in the �eld recommend immunosuppressive treatments,
plasmapheresis, or intravenous administration of immunoglobulin. Use of the monoclonal antibody
rituximab showed lasting remission. In another case, improvement was observed with the use of
propofol. Another important form of treatment is physical therapy, which can considerably help to
minimize muscle spasms.

Gene RSID Genotype Minor Allele Alteration Result

GAD2 rs992990 CC+ A,G - -

GLRA1 rs116474260 CC+ T - -

SELENON rs121908185 GG+ A - -

SLC6A5 rs121908494 AA+ G - -

TOR1A rs1801968 GG- G,T + +

Sarcopenia

Sarcopenia é o processo natural e progressivo de perda de massa muscular (músculos),
característico do envelhecimento. A força muscular atinge o vigor máximo antes dos 30 anos.

Gene RSID Genotype Minor Allele Alteration Result

ESR1 rs4870044 CT+ T + -

FTO rs9939609 AT+ A + -

NOS3 rs1799983 GG+ T + +

Muscle Performance (Angiotensin II)

Studies have shown that di�erent genotypes for ACE (Angiotensin-Converting Enzyme) may be
related to diseases, physical abilities and athletic performance. Studies with athletes have shown
increased cardiorespiratory capacity or muscle strength to be associated with ACE polymorphism.

Gene RSID Genotype Minor Allele Alteration Result

AGT rs699 CT- G + -

MEDIUM-

HIGH

MEDIUM-

HIGH

MEDIUM-

HIGH
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Quadriceps Muscle Strength

The quadriceps (quadriceps) femoral muscle is a four-headed thigh muscle that covers the femur
almost completely. It is one of the strongest muscles in the human body (physiological cross-
sectional area> 150 cm2). The quadriceps, the large muscles in front of the thighs, are responsible
for extending the leg (kicking and passing the ball). The quadriceps of an ordinary person are
already slightly stronger than the hamstrings, but in a soccer player, the di�erence in muscle
strength is greater because the quadriceps are more used. If there is a major imbalance, it can
result in injury and pain for the player. The best way to avoid this is to make sure that you are
training your entire leg. This means doing similar amounts of exercises that focus on each muscle
group. An example of this would be: Squats for the glutes and quadriceps, Hip Raises for the hind
legs and Calf Raises for the calves. By following your training plan with the Freeletics Training
Coach, you ensure that each muscle group in the leg is being worked on e�ectively and speci�cally
at the same time.

Gene RSID Genotype Minor Allele Alteration Result

AGT rs699 CT- G + -

COL5A1 rs12722 CC+ T + +

MSTN rs1805086 AA- C - -

Transversal Physiological Area of the Quadriceps

Theoretical sum of the areas of all muscle �bers.

Gene RSID Genotype Minor Allele Alteration Result

AGT rs699 CT- G + -

Rotator Cu� Tendinitis (Tennis Shoulder)

Rotator cu� tendonitis is an injury to the tendons that are part of a group of four muscles located
in the shoulder that help stabilize the shoulder. The rotator cu� is a muscle group that works, for
example, when you raise your arms over your head or pull an item toward you.

Gene RSID Genotype Minor Allele Alteration Result

ESRRB rs10132091 CC+ A,C,G - -

Increased Exercise Recovery Time

This damage can be transient, lasting minutes, hours or even several days after training or
competition (BARNETT, 2006), and is the result of post-exercise metabolic disorders, in which
recovery depends on the restoration of muscle glycogen stores, the which usually occurs within 24
hours of exercise.

Gene RSID Genotype Minor Allele Alteration Result

AMPD1 rs17602729 CC- A - -

SOD2 rs4880 CT- G + -

MEDIUM-

HIGH

MEDIUM

MEDIUM

MEDIUM
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Contraction of Skeletal Muscle Fibers

Skeletal muscle �bers contain from several hundred to several thousand myo�brils. Each myo�bril
in turn contains, arranged side by side, about 3000 myosin �laments and about 3000 actin
�laments, both responsible for muscle contraction. Results on the right correspond to slower
contractions and on the left, faster contractions.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

CNTF rs1800169 AG+ A + -

Muscle sti�ness

Muscle sti�ness is a symptom that occurs when muscles cannot move quickly without being
accompanied by pain and/or spasm. If the person moves too quickly, they may experience sharp
pain and possibly spasm. It most often occurs in the muscles behind the neck, near the shoulder
and hips.

Gene RSID Genotype Minor Allele Alteration Result

DMD rs370644567 AA+ G - -

ESR1 rs2234693 CT+ A,T + -

Muscle cramps

Cramps are involuntary and painful contractions of a muscle or muscle group. They a�ect only the
striated musculature and mainly a�ect the posterior muscles of the leg. A cramp can start during
physical activity, at rest and even during sleep.

Gene RSID Genotype Minor Allele Alteration Result

AMPD1 rs17602729 CC- A - -

CYP24A1 rs114368325 GG+ A,C - -

MYF6 rs28928909 GG+ T - -

PGAM2 rs10250779 GG- A,G,T - -

PYGM rs764313717 TT+ C - -

Vestibular Dysfunction

It is a problem that a�ects the vestibular organ, located inside each ear, responsible for stabilizing
vision during head movement and balance. Just like adults, babies and children can also su�er from
the dysfunction.

Gene RSID Genotype Minor Allele Alteration Result

NOS3 rs1799983 GG+ T - -

NORMAL

NORMAL

NORMAL

NORMAL
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McArdle's disease

The treatment for McArdle's disease, which is a genetic problem that causes the appearance of
intense muscle cramps when exercising, should be guided by an orthopedist and a physiotherapist
to adapt the type and intensity of physical activities to the symptoms presented.

Gene RSID Genotype Minor Allele Alteration Result

PYGM rs764313717 TT+ C - -

Refsum Disease

Refsum disease is a rare genetic disorder that belongs to the leukodystrophies group,
characterized by the presence of weakness or numbness in the hands and feet (peripheral
neuropathy).

Gene RSID Genotype Minor Allele Alteration Result

PHYH rs104894173 GG- T - -

PHYH rs104894174 GG- T - -

Gait Instability

Also known as Gait Apraxia, it is a neurological disorder that is characterized by loss of the ability to
perform precise movements and gestures, despite the patient having the will and physical ability to
perform them. Apraxia leads to reduced conditions to perform some types of movements –
although the individual maintains the motor capacity, sensory function and understanding of the
required task intact. This disease leads to problems with the use of objects (for example, brushing
the hair) and in performing known motor acts (eg, waving goodbye).

Gene RSID Genotype Minor Allele Alteration Result

VPS13B rs386834070 CC+ T - -

Melas Syndrome

Melas Syndrome (Myopathy, Encephalopia, Lactic Acidosis and Stroke-like episodes) is a progressive
multisystem disease, of maternal inheritance, caused by mutations in mitochondrial DNA. It is
estimated that in Europe 1 in every 6,250 people have one of the possible mutations. Renal
involvement occurs in about 5% of patients, and this involvement may be tubular, glomerular or
interstitial.

Gene RSID Genotype Minor Allele Alteration Result

INTERGENIC rs118203885 GG+ A - -

INTERGENIC rs199474657 AA+ G - -

NORMAL

NORMAL

NORMAL

NORMAL
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Achilles Tendinopathy Risk

It is the condition in which there is in�ammation or degeneration of the Achilles tendon, with
swelling and pain.

Gene RSID Genotype Minor Allele Alteration Result

MMP3 rs679620 AG- C + -

Emery-Dreifuss Muscular Dystrophy

Emery-Dreifuss muscular dystrophy (EDMD) is characterized by muscle weakness and atrophy,
with early tendon contractures and cardiomyopathies.

Gene RSID Genotype Minor Allele Alteration Result

LMNA rs57520892 GG+ - -

LMNA rs149339264 CC+ - -

Muscle Weakness After Exercise

Muscle weakness, also known as adynamia or asthenia, is common after heavy physical exertion.
For example, after participating in a marathon or exercising excessively in the gym, or after
repeating the same task/action for a long time, among other causes.

Gene RSID Genotype Minor Allele Alteration Result

ADRB3 rs4994 CT- G + -

PPARGC1A rs8192678 GG- T - -

Muscle growth

Muscle growth occurs when cells receive a new stimulus, generating microlesions. The response
to these injuries is the increase in healing substances, such as sarcoplasm. It is during this process
that there is an increase in protein synthesis, giving the muscle a greater volume. The body makes
a biological e�ort to repair the damage caused to the �bers. As soon as the muscle is injured, there
is a fusion of the satellite cells with the muscle �bers, which will result in hypertrophy.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

ACVR1B rs2854464 AA+ C,G - -

MSTN rs1805086 AA- C - -

NORMAL

NORMAL

NORMAL

NORMAL
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Increased Maximum Force Production

It is the greatest muscle strength a student/athlete can develop. Generally, to quantitatively assess
this type of strength, maximum repetition protocols such as 1RM are used. This assessment format
makes the maximum force represent the greatest available strength that the neuromuscular
system can mobilize through a maximum voluntary contraction.

Gene RSID Genotype Minor Allele Alteration Result

IGF1 rs7136446 TT+ C - -

Vastus Lateral Muscle

The quadriceps muscle performs the knee extension movement and the rectus femoris muscle
performs the hip �exion movement. The vastus medial performs medial rotation and the vastus
lateralis, lateral rotation.

Gene RSID Genotype Minor Allele Alteration Result

AGT rs699 CT- G + -

PPARA rs4253778 GG+ C,T - -

Hand Grip Strength

Strength of hands. Grip strength tests are commonly used to assess patients with upper extremity
disorders, before and after therapeutic procedures. These tests are simple to administer and,
when properly performed, can provide objective information that contributes to the analysis of
hand function.

Gene RSID Genotype Minor Allele Alteration Result

LRPPRC rs119466000 CC- A - -

MGMT rs12917 CC+ T - -

MSTN rs1805086 AA- C - -

VDR rs7975232 AC+ A + -

Ligament Strength

Ligament strength, greater thrust and advantage in some movements.

Gene RSID Genotype Minor Allele Alteration Result

COL5A1 rs61735045 GG+ A - -

MSTN rs1805086 AA- C - -

NORMAL

NORMAL

NORMAL

NORMAL
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Energy Spending

Higher Energy Expenditure

Gene RSID Genotype Minor Allele Alteration Result

UCP2 rs659366 CC+ T - -

Malignant Hyperthermia

Malignant hyperthermia is an inherited, latent, potentially serious muscle disease of autosomal
dominant inheritance, characterized by a hypermetabolic response after exposure to inhaled
anesthetics such as halothane, en�urane, iso�urane or exposure to a speci�c muscle relaxant
named succinylcholine.

Gene RSID Genotype Minor Allele Alteration Result

RYR1 rs111888148 GG+ A - -

RYR1 rs112563513 GG+ A - -

Explosive Strength

Explosive strength is the ability to exert maximal force in minimal time. Explosive strength, on the
other hand, is generating maximum force in minimal time. Examples are the kettlebell ballistics
and Olympic weightlifting. This can be viewed as moving a heavy weight as fast as possible

Gene RSID Genotype Minor Allele Alteration Result

MSTN rs1805086 AA- C - -

Myostatin K153R

The K153R polymorphism, Rs1805086, is associated with peak power and longevity.

Gene RSID Genotype Minor Allele Alteration Result

MSTN rs1805086 AA- C - -

Waist Muscular Dystrophy

Waist-type Muscular Dystrophy (Erb) is a neuromuscular disease of genetic origin where 90% of
cases are due to an autosomal recessive inheritance and about 10% of cases due to an autosomal
dominant inheritance. It received this name in the 1950s to designate dystrophies characterized by
weakness predominantly in the pelvic and scapular girdle, and which di�ered from the already
known dystrophies linked to the X chromosome (Duchenne and Becker) and the fascio-
scapulohumeral dystrophy.

NORMAL

NORMAL

NORMAL

NORMAL

UNDEFINED
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Tendon Contractures

A muscle contracture occurs when the muscle contracts incorrectly and does not return to its
normal state of relaxation, in response to an overload of continued e�ort exerted on a muscle or
tendon, which they are not used to.

Tendon re�ex

It is due to the interruption of the pathway leading to muscle sensitivity.

Muscle Damage Protection

Studies show that the C allele of the ESR1 rs2234693 polymorphism has a greater protective e�ect
against muscle damage than the T allele, since it reduces muscle sti�ness.

Muscular Dystrophy - Congenital Dystroglycanopathy

Congenital muscular dystrophies form a heterogeneous group of muscle diseases clinically
characterized by the presence of neonatal hypotonia, delay in motor development, variable degree
of joint contractures and possible association with abnormalities in the central nervous system or
eyes.

Need for Nutrients

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED
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Choline

Helps in the maintenance of the brain and liver. Choline is one of the B-complex vitamins. Choline's
two main functions involve the brain. It is important for the formation of the neurotransmitter
acetylcholine, which indirectly regulates memory.

Gene RSID Genotype Minor Allele Alteration Result

CHAT rs2177369 CT- G + -

CHAT rs3810950 AG+ A + -

CHKB rs10791957 AC+ C + -

FMO3 rs2266782 AG+ A + -

MTHFD1 rs2236225 CT- A + -

MTHFD1L rs6922269 AG+ A + -

MTHFD1L rs17349743 TT+ C - -

PEMT rs7946 CT+ T + -

PEMT rs4244593 AA- A,G + +

PEMT rs4646406 AA- A - -

MEDIUM-

HIGH
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Zinc

Zinc enables several biochemical functions, as it is a component of numerous enzymes, including
alcohol dehydrogenase, superoxide dismutase, carbonic anhydrase, alkaline phosphatase and
central nervous system enzymes.

Gene RSID Genotype Minor Allele Alteration Result

ABCA1 rs1883025 GG- T - -

ABCB1 rs2032583 TT- G + +

ABCB1 rs2235015 GG- A,T + +

ABCB1 rs2235040 GG- A,G,T + +

ABCB1 rs2235067 GG- T + +

ABCB1 rs3213619 CT- G + -

ABCB1 rs4148739 AA- C + +

ABCB1 rs10248420 AA+ G,T + +

ABCB1 rs11983225 TT+ C + +

ACP7 rs472265 GG+ G + +

ADA rs73598374 GG- A,G,T - -

ADCY5 rs11708067 AG+ G + -

ADIPOQ rs17366743 TT+ C - -

ADORA2A rs5751876 TT+ C + +

ALDH2 rs671 GG+ A + +

ATM rs664143 CC- G,T - -

BCO1 rs12934922 TT+ G,T - -

BDNF rs6265 AG- T + -

CA1 rs1532423 CT- A + -

CAPN10 rs3792267 GG+ A - -

CDKN1A rs1801270 CC+ A,T - -

CDKN2A rs10811661 TT+ T + +

CFH rs1061170 CT+ T + -

CHRM2 rs324650 TT+ A - -

CHRM2 rs1824024 TT- A - -

CLOCK rs1801260 TT- G - -

CLPTM1L rs401681 CT+ T + -

CTLA4 rs231775 AA+ G + +

CYP1A1 rs1800031 TT- G - -

MEDIUM-

HIGH
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CYP1A1 rs41279188 CC- A,T - -

CYP1A1 rs72547509 TT- G,T - -

CYP1B1 rs1056836 CC- C - -

CYP2E1 rs2070673 TT+ T - -

CYP3A4 rs2740574 AA- T - -

CYP3A5 rs776746 AG- C + -

DIRC3 rs966423 CC+ G,T + +

DPYD rs1801266 CC- A - -

DPYD rs1801267 GG- T - -

DPYD rs1801268 GG- A - -

E2F3 rs1570155 AG+ A,T + -

EPHX1 rs1051740 CC+ C + +

FASLG rs763110 CT+ T + -

FKBP5 rs1360780 CC+ A,C - -

FTO rs1121980 CT- A,C + -

G6PD rs1050828 GG- T - -

GAD1 rs701492 CC+ T - -

GAD1 rs2241165 AG- T + -

GCK rs4607517 GG+ A,C - -

GPHN rs104894470 CC+ T - -

GPX1 rs1050450 CC- A - -

GSTP1 rs1695 AA+ G - -

HLA-DRA rs3135391 CC- A - -

HLA-DRB1 rs660895 AA+ G - -

HTR2A rs6314 CC- A + +

HTR2A rs1328674 GG- C,G - -

HTR2C rs3813929 CC+ G,T - -

HTRA1 rs11200638 GG+ A - -

IGF2BP2 rs4402960 GG+ T - -

IL-1B rs16944 AG+ G + -

INSIG2 rs7566605 CC+ C + +

INTERGENIC rs791595 GG+ G - -

INTERGENIC rs1545843 AG+ A + -

INTERGENIC rs7923837 AG+ A,T + -

IRS1 rs2943641 CC+ C - -
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KCNJ11 rs5215 CC+ T - -

KCNJ11 rs5219 TT+ T + +

KCNQ1 rs2283228 AA+ C - -

KCNQ1 rs104894252 GG+ A,C - -

LEPR rs1137101 AG+ G + -

MAOA rs909525 GG- T + +

MTHFR rs1476413 AA- G,T + +

MTHFR rs1801131 CC- G + +

MTNR1B rs10830963 GG+ G + +

MTRR rs1801394 AG+ G + -

NAF1 rs7675998 GG+ G,T - -

NBDY rs4826508 CC+ T - -

OXTR rs237899 AG+ A,C + -

OXTR rs2254298 GG+ A - -

PAX4 rs2233580 GG- T - -

PPARG rs1801282 GG+ C + +

PPCDC rs2120019 CT+ C + -

PTEN rs121909229 GG+ A,C,T - -

PTEN rs121909232 CC+ G - -

RNASEL rs3738579 TT- G + +

SLC30A8 rs13266634 CT+ A,T + -

SLC39A6 rs1050631 CC- A - -

SOD3 rs1799895 CG+ G + -

SOD3 rs2855262 CT+ C + -

STAT4 rs10181656 CC+ C - -

TCF7L2 rs7903146 CT+ G,T + -

TCF7L2 rs12255372 GT+ T + -

TERT rs2736098 AG- T + -

TRIB3 rs2295490 AA+ G,T - -

XPC rs2228000 CC- A - -

XRCC1 rs1799782 CC- A - -
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Turmeric (Curcumin)

Bene�t from regular turmeric intake, by stimulating the endogenous antioxidant system, and
stimulating DNA repair.

Gene RSID Genotype Minor Allele Alteration Result

BIN1 rs744373 TT- G - -

SOD3 rs1799895 CG+ G + -

MEDIUM
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Selenium

Results in orange or red indicate the susceptibility to the need for selenium. It plays a critical role
in metabolism and thyroid function and helps protect your body from damage caused by oxidative
stress. What's more, selenium may help boost your immune system, slow age-related mental
decline, and even reduce your risk of heart disease.

Gene RSID Genotype Minor Allele Alteration Result

A2M rs669 AA- C - -

ABCA1 rs1883025 GG- T - -

ABCA7 rs3764650 GG+ G - -

ABCA7 rs115550680 AA+ G - -

ABCB1 rs3213619 CT- G + -

ACE rs4343 GG+ A + +

ADD1 rs4961 GT+ A,T + -

ADH1C rs283413 GG- A,T - -

ADRB2 rs1800888 CC+ T - -

ALDH2 rs671 GG+ A + +

APOC1 rs4420638 AA+ G - -

APOE rs7412 CC+ T - -

APOE4 rs429358 TT+ C - -

ATM rs664143 CC- G,T - -

ATP2B1 rs2681472 TT- G - -

BAG3 rs2234962 TT+ C - -

BCO1 rs12934922 TT+ G,T - -

BDNF rs6265 AG- T + -

BIN1 rs744373 TT- G - -

BRAP rs3782886 AA- C - -

BTD rs104893686 TT+ G - -

BTD rs104893687 CC+ T - -

C1ORF106 rs7522462 GG+ A - -

CCL2 rs1024611 CC- G + +

CD2AP rs9349407 GG+ C - -

CD2AP rs10948363 AA+ G - -

CD58 rs12044852 CC+ A - -

CD86 rs9282641 GG+ A - -

CDH13 rs8055236 GG+ A,C,T + +

MEDIUM
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CDKN1A rs1801270 CC+ A,T - -

CDKN2B-AS1 rs1063192 TT- A,T - -

CDKN2B-AS1 rs10757272 CC+ T - -

CDKN2B-AS1 rs10757274 AA+ G - -

CETP rs5882 AG+ A + -

CETP rs2303790 AA+ G - -

CLPTM1L rs401681 CT+ T + -

CLSTN2 rs17411949 CC+ T - -

CLU rs11136000 CC+ C - -

CPS1 rs1047891 AC+ A + -

CR1 rs3818361 CC- G - -

CR1 rs6656401 GG+ G,T - -

CTC1 rs3027247 TT- C - -

CTLA4 rs231775 AA+ G + +

CYP1A1 rs1800031 TT- G - -

CYP1A1 rs41279188 CC- A,T - -

CYP1A1 rs72547509 TT- G,T - -

CYP1B1 rs1056836 CC- C - -

CYP24A1 rs2296241 GG+ A - -

CYP24A1 rs6068816 CC+ T - -

CYP2E1 rs2070673 TT+ T - -

CYP3A4 rs2740574 AA- T - -

CYP3A5 rs776746 AG- C + -

DBC1 rs10984447 AG+ G + -

DIO1 rs2235544 CC+ A,T - -

DIO1 rs11206244 CC+ T - -

DIRC3 rs966423 CC+ G,T + +

DLEU1 rs2762051 CC+ T - -

DLG2 rs17148090 AA+ C,G - -

DMD rs1800278 AA- C - -

DMD rs1801187 GG- T - -

DMD rs104894788 GG- T - -

DMGDH rs921943 GG- T - -

DNAJC5B rs13279522 TT+ C - -

DPYD rs1801266 CC- A - -
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DPYD rs1801267 GG- T - -

DPYD rs1801268 GG- A - -

DSG2 rs2230234 AA+ G,T - -

E2F3 rs1570155 AG+ A,T + -

EPHX1 rs1051740 CC+ C + +

EPHX1 rs2234922 AA+ G,T - -

F12 rs1801020 CT- G + -

FAM47E rs6812193 CC+ T - -

FASLG rs763110 CT+ T + -

FGF7 rs4338740 TT+ C - -

FMN2 rs17672135 TT+ C + +

G6PD rs1050828 GG- T - -

GCKR rs1260326 CT+ C + -

GOLM1 rs7019241 CC+ G,T - -

GOLM1 rs10868366 GG+ T - -

GPX1 rs1050450 CC- A - -

GSTP1 rs1695 AA+ G - -

HLA rs2517532 CT- G + -

HLA-DRA rs3135391 CC- A - -

HLA-DRB1 rs660895 AA+ G - -

HLA-DRB1 rs3135388 CC- A - -

IL-6 rs1800795 GG+ G + +

IL-7R rs6897932 CC+ T + +

INTERGENIC rs501120 AG- C + -

INTERGENIC rs679582 GG+ G - -

INTERGENIC rs1333049 GG+ C - -

INTERGENIC rs2383207 AA+ G - -

INTERGENIC rs10162002 GG+ A - -

INTERGENIC rs10757278 AA+ G - -

INTERGENIC rs13192841 AG+ A + -

ITGB3 rs5918 TT+ C - -

IYD rs121918139 TT+ C - -

KCNE1 rs1805127 AG- A,C,G + -

KCNE2 rs2234916 AA+ G - -

KL rs9536314 TT+ A,G - -
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LDLR rs688 CC+ T - -

LRP6 rs2160525 GG+ G - -

LRP8 rs5174 GG- T - -

LRRK2 rs11564148 TT+ A - -

LRRK2 rs34637584 GG+ A - -

LRRK2 rs34778348 GG+ A - -

LTA rs1799724 CT+ T + -

MAOA rs909525 GG- T + +

MAOA rs1137070 TT+ C - -

MAOB rs1799836 AA- A,C + +

MAPT rs393152 AA+ G - -

MC1R rs1805008 CC+ T - -

MCCC1 rs10513789 TT+ G - -

MS4A6A rs610932 AC- G + -

MTHFD1 rs1076991 AA- C,G - -

MTHFD1L rs6922269 AG+ A + -

MTHFD1L rs11754661 GG+ A,T - -

MTHFD1L rs17349743 TT+ C - -

MTHFR rs1476413 AA- G,T + +

MTHFR rs1801131 CC- G + +

MTRR rs1801394 AG+ G + -

MYBPC3 rs11570112 CC- A,C - -

NAF1 rs7675998 GG+ G,T - -

NFE2L2 rs35652124 CC+ C - -

NPPA rs5065 AA+ G - -

PCK1 rs8192708 AA+ G - -

PDE8B rs4704397 AA+ A + +

PHTF1 rs6679677 CC+ A - -

PICALM rs3851179 GG- C - -

PICALM rs10792832 GG+ G - -

PLD3 rs145999145 GG+ A - -

PLPP3 rs17114036 AA+ G - -

PPP1R3B rs3748140 GG- T - -

PPP1R3B rs9987289 GG+ G - -

PRRC2C rs2421847 AA+ G - -
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PSEN1 rs63749824 CC+ G,T - -

PSEN2 rs63750197 CC+ T - -

PSRC1 rs599839 AG+ A,C + -

PTEN rs121909229 GG+ A,C,T - -

PTEN rs121909232 CC+ G - -

RAB25 rs34372695 CC+ G,T - -

RNASEL rs3738579 TT- G + +

RPS6KB1 rs630923 CC+ A - -

RYR2 rs34967813 AA+ G - -

SH2B3 rs3184504 CC+ A,C,G - -

SLC39A6 rs1050631 CC- A - -

SMAD3 rs17228212 TT+ C - -

SNCA rs356219 AA+ G - -

STAT4 rs10181656 CC+ C - -

TERT rs2736098 AG- T + -

TG rs35301433 AA+ G - -

TLR4 rs4986790 AG+ G,T + -

TLR4 rs4986791 CC+ T - -

TMPO rs17028450 CC+ T - -

TNF rs1800629 GG+ A - -

TNFSF14 rs344560 GG- C - -

TNFSF14 rs2291667 CC- A - -

TNFSF4 rs1234313 AG+ G + -

TNFSF4 rs3861950 CT+ C + -

TREM2 rs75932628 CC+ A,T - -

VAV3 rs4915077 TT+ C - -

XPC rs2228000 CC- A - -

XRCC1 rs1799782 CC- A - -
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Resveratrol

Resveratrol is a polyphenol found mainly in the skin and seeds of red or black grapes - that's why it
is present in wine and red grape juice. In addition, blueberries, cranberries, cocoa and peanuts also
contain the compound. Studies show several bene�ts of the compound, such as being anti-
in�ammatory, cardioprotective, hepatoprotective, helping to prevent diabetes, helping with weight
loss, among other points. In terms of skin, what interests us a lot is the fact that the compound is
an antioxidant and has a protective action against ultraviolet radiation.

Gene RSID Genotype Minor Allele Alteration Result

ABCA1 rs1883025 GG- T - -

ABCG8 rs6544713 CC+ C - -

APOC1 rs4420638 AA+ G - -

APOE rs7412 CC+ T - -

AR rs5031002 GG+ A - -

B3GALT1 rs13020412 AA+ G - -

BRCA2 rs4942486 CT+ C + -

CASC17 rs1859962 GT+ T + -

CASC21 rs16902104 CC+ G,T - -

CASC8 rs1447295 CC+ C,T - -

CASC8 rs6983267 GG+ T + +

CDH1 rs16260 CC+ A - -

CHEK2 rs17879961 TT- C,G - -

CPS1 rs1047891 AC+ A + -

CR1L rs4844614 GT+ T + -

CYP24A1 rs2296241 GG+ A - -

CYP3A4 rs2740574 AA- T - -

CYP3A4 rs55785340 AA+ G - -

DAB2IP rs1571801 CC- T - -

DNAH11 rs12670798 TT+ C - -

ELAC2 rs4792311 GG+ A,C - -

ERI1 rs96621 CC+ C - -

FABP2 rs1799883 GG- A,C,G - -

FADS2 rs174570 CC+ T - -

FGFR4 rs351855 CC- A - -

GPX1 rs1050450 CC- A - -

HNF1A rs2650000 GT- A + -

IL-10 rs1800896 AG- C + -

MEDIUM
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INTERGENIC rs7965399 TT+ A,C - -

INTERGENIC rs10505483 GG- T - -

INTERGENIC rs10896449 AG+ G + -

INTERGENIC rs12661968 CC+ C + +

IRF4 rs12203592 CC+ T - -

JAZF1 rs10486567 GG+ A - -

KLF6 rs3750861 CC+ T - -

LDLR rs6511720 GG+ T - -

MC1R rs1805005 GG+ T - -

MC1R rs1805007 CC+ A,G,T - -

MC1R rs1805008 CC+ T - -

MC1R rs1805009 GG+ A,C - -

MGMT rs2308327 AA+ G - -

NAF1 rs7675998 GG+ G,T - -

OR4A46P rs7395662 GG+ A - -

PCIF1 rs7679 TT+ C - -

SLC45A2 rs185146 CC+ T - -

TCF2 rs4430796 GG+ G - -

TCF7L2 rs12255372 GT+ T + -

XRCC1 rs25489 GG- G,T - -

ZNF827 rs13149290 CC+ T - -

Neurodegenerative diseases
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Alzheimer's disease

Progressive disease that destroys memory and other important mental functions. As we age, our
brains change and we may occasionally have di�culty remembering details. However, Alzheimer's
disease and other dementias cause memory loss and other symptoms signi�cant enough to
interfere with people's daily lives. These symptoms are not natural to aging. Not all memory loss is
caused by Alzheimer's. In addition to memory loss, Alzheimer's symptoms include: Problems
completing tasks that were once easy; Di�culties in solving problems; Changes in mood or
personality; distancing from friends and family; Problems with communication, both written and
spoken; Confusion about places, people and events; Visual changes such as problems
understanding images.

Gene RSID Genotype Minor Allele Alteration Result

A2M rs669 AA- C - -

ABCA7 rs3764650 GG+ G - -

ABCA7 rs115550680 AA+ G - -

APOC1 rs4420638 AA+ G - -

APOE rs7412 CC+ T - -

APOE rs405509 AC- G + -

APOE4 rs429358 TT+ C - -

APP rs63750066 GG- T - -

BDNF rs6265 AG- T + -

BIN1 rs744373 TT- G - -

CD2AP rs9349407 GG+ C - -

CD2AP rs10948363 AA+ G - -

CETP rs5882 AG+ A + -

CHAT rs2177369 CT- G + -

CHAT rs3810950 AG+ A + -

CLU rs11136000 CC+ C - -

CPS1 rs1047891 AC+ A + -

CR1 rs3818361 CC- G - -

CR1 rs6656401 GG+ G,T - -

CTSD rs17571 CC- A - -

GCKR rs1260326 CT+ C + -

GOLM1 rs7019241 CC+ G,T - -

GOLM1 rs10868366 GG+ T - -

IL-1B rs1143634 CC- A - -

IL-6 rs1800795 GG+ G - -

LDLR rs688 CC+ T - -

NORMAL
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LRP6 rs2160525 GG+ G - -

LTA rs1799724 CT+ T + -

MS4A6A rs610932 AC- G + -

PCK1 rs8192708 AA+ G - -

PICALM rs3851179 GG- C - -

PICALM rs10792832 GG+ G - -

PLD3 rs145999145 GG+ A - -

PPP1R3B rs3748140 GG- T - -

PPP1R3B rs9987289 GG+ G - -

PRRC2C rs2421847 AA+ G - -

PSEN1 rs661 GG+ A,T - -

PSEN1 rs63749824 CC+ G,T - -

PSEN2 rs63750197 CC+ T - -

TF rs1049296 CT+ T + -

TFAM rs1937 GG+ C - -

TOMM40 rs2075650 AA+ G - -

TREM2 rs75932628 CC+ A,T - -

Frontotemporal Lobar Degeneration

The term frontotemporal dementia refers to a clinical syndrome characterized by progressive
behavioral changes associated with atrophy of the frontal lobes and anterior portions of the
temporal lobes.

Frontotemporal dementia

DFT is the name given to the type of dementia in which degeneration of one or both of the frontal
and temporal lobes of the brain occurs. The frontal lobes (left and right) regulate mood, behavior,
judgment and self-control.

Mental health

Mental health is a term used to describe a level of cognitive or emotional quality of life or the
absence of mental illness.

Neurological

UNDEFINED

UNDEFINED

UNDEFINED
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Motor coordination

Motor coordination is the ability and ability to more e�ciently use skeletal muscles (large muscles),
resulting in a more e�cient overall action in agility, speed and energy.

Gene RSID Genotype Minor Allele Alteration Result

DRD2 rs1076560 AC+ A + -

Sleep Quality

Sleep quality can be related to the environment, clinical conditions and also the genetic tendency
of each individual.

Gene RSID Genotype Minor Allele Alteration Result

CACNA1C rs2302729 CC+ C - -

FGF12 rs9836672 CC+ T - -

INTERGENIC rs17071124 AA+ G - -

MTNR1B rs10830964 CC+ T - -

TRPM6 rs11144134 TT+ C - -

Apnea

Apnea is a disorder characterized by repetitive episodes of pauses in breathing or periods of
shallow breathing during sleep. Breaks can occur several times a night and often cause oxygen
desaturation, interfering with sleep quality. Presents risk of cardiac arrest.

Mental decline with age

The brain begins to age much earlier than expected.

Oxidation

MEDIUM

NORMAL

UNDEFINED

UNDEFINED
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Oxidative stress

Evaluation of a set of genes associated with the functioning of the reduction and oxidation (redox)
system as a whole. Orange or red indicates poorer functioning, that is, greater risk of oxidative
stress.

Gene RSID Genotype Minor Allele Alteration Result

ADA rs73598374 GG- A,G,T - -

ATF1 rs11169571 CT+ C + -

CAT rs1001179 GG- T - -

CBS rs234706 GG+ A - -

CBS rs2851391 CC+ C - -

EPHX1 rs1051740 CC+ C + +

EPHX1 rs2234922 AA+ G,T - -

G6PD rs1050829 AA- C - -

G6PD rs2230037 TT- G - -

GPX1 rs3448 CT+ T + -

GPX1 rs1050450 CC- A - -

GSR rs2978663 TT+ T + +

GSTM1 rs366631 TT- G + +

GSTP1 rs1695 AA+ G - -

GSTP1 rs1138272 CC+ T - -

HFE rs1799945 CC+ G - -

HFE rs1800562 GG+ A - -

IL-6 rs1800795 GG+ G - -

LCT rs2322659 TT+ C - -

LTA rs909253 CT- G,T + -

NQO1 rs1800566 CT- A + -

SOD1 rs1041740 CC+ T - -

SOD2 rs4880 CT- G + -

SOD3 rs1799895 CG+ G + -

SOD3 rs2855262 CT+ C + -

TLR4 rs4986790 AG+ G,T + -

TNF rs1800629 GG+ A - -

ZNF648 rs10911021 TT+ C - -

Pains

MEDIUM
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Pain Sensitivity

Pain sensitivity

Gene RSID Genotype Minor Allele Alteration Result

COMT rs4680 AG+ A + -

COMT rs4818 CC+ G,T + +

OPRM1 rs1799971 AG+ G + -

Sciatica Pain

The main causes of radiculopathy are herniated discs and spondyloarthrosis, which is occurring in
the joints between vertebrae; other causes are spinal instability (spondylolisthesis), trauma to the
spine and, more rarely, tumor, stroke, etc. Spondyloarthrosis is one of the main components of
spine aging, which can lead to root and / or spinal compression due to the proliferation of bone
and ligament tissue; the result of this process is a progressive narrowing (stenosis) of the space (s)
between the spine and / or of the root foramina (foraminopathy) in the spine.

Gene RSID Genotype Minor Allele Alteration Result

COMT rs4680 AG+ A + -

IL-1A rs1800587 CC- A,C - -

IL-6 rs1800795 GG+ G + +

IL-6 rs1800796 CC+ C - -

OPRM1 rs1799971 AG+ G + -

Lumbar Disc Disease

It occurs when part of an intervertebral disc leaves its normal position and compresses the nerve
roots that branch from the spinal cord and emerge from the spinal column.

Gene RSID Genotype Minor Allele Alteration Result

CHST3 rs4148941 AC+ A + -

Back pains

There are several causes, risk factors and ways to prevent back pain. Back pain can originate in the
spine, muscles, nerves or from other structures.

Gene RSID Genotype Minor Allele Alteration Result

SERPINA6 rs941601 GG- T - -

Personal characteristics

MEDIUM-

HIGH

MEDIUM

MEDIUM

NORMAL
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Leadership gene

A 2013 article titled "Born to Lead? A Study of Genetic Association and Leadership Role Design
Leadership," conducted a GWAS study and concluded that occupation of leadership roles is
associated with the rs4950 marker, a SNP in the gene of the neuronal acetylcholine receptor
(CHRNB3). Individuals with the rs4950 (T;T) genotype (as directed in the dbSNP) are statistically
more likely to occupy leading positions compared to rs4950 (C;T) or (C;C) individuals.

Gene RSID Genotype Minor Allele Alteration Result

CHRNB3 rs4950 TT- A,C + +

Resistance

It is the practice of exercises done over a longer period of time and with more rest. Less force is
used. In modalities that require carrying weight, such as weight training, you work with 50% to
80% of the person's capacity. However, the number of repetitions and sets is higher. They are ideal
for weight loss and �tness maintenance. For those who want to lose weight, exercises with longer
duration (bicycle, treadmill) are the most indicated. Cautions: Exposing the body to too long a
duration of exercise can cause �ber damage even more serious than excess in burst exercises. Pay
attention to limits. At the sign of excessive fatigue, discontinue practice.

Gene RSID Genotype Minor Allele Alteration Result

ADRB2 rs1042713 GG+ A - -

GABPB1 rs7181866 AA+ G - -

NR1H3 rs7120118 TT+ C + +

PPARA rs4253778 GG+ C,T + +

PPARGC1A rs8192678 GG- T - -

Sociability

Sociability is the characteristic that a person presents, that is, one who naturally tends to live
better in society. Indicates how easy it is to make friends and keep them. Results in red indicate it
is the more di�cult to socialize.

Gene RSID Genotype Minor Allele Alteration Result

CDH13 rs8056579 GG+ + +

CDH23 rs17635977 AA+ + +

CLOCK rs1801260 TT- G + +

CLOCK rs6832769 AA+ G - -

OXTR rs1042778 GG+ T - -

OXTR rs2254298 GG+ A - -

OXTR rs13316193 TT+ C - -

PER3 rs228697 CG+ G + -

HIGH

HIGH

MEDIUM-

HIGH
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Night chronotype

Nocturnal or afternoon chronotype: the peak occurs much later, at 6 am. They are those people
who do better at night, but need to prolong their rest until early morning. Sleep time is usually
between 3:00 and 11:00. It corresponds to 25% of individuals. Result in orange or red indicates a
tendency to have the night chronotype.

Gene RSID Genotype Minor Allele Alteration Result

NR1D1 rs12941497 GG+ A - -

PER3 rs228697 CG+ G + -

Obsessive-Compulsive Disorder (OCD)

Excessive thoughts (obsessions) that lead to repetitive behaviors (compulsions).

Gene RSID Genotype Minor Allele Alteration Result

ANKK1 rs1800497 CT- A + -

TPH2 rs4570625 GG+ G + +

MEDIUM

MEDIUM
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Mitochondrial Energy Production

It refers to the general e�ciency of mitochondrial energy production processes, considering
multiple interacting genes.

Gene RSID Genotype Minor Allele Alteration Result

ADRB3 rs4994 CT- G + -

AMPD1 rs17602729 CC- A - -

AMPD1 rs35859650 GG+ A - -

AMPD1 rs121912682 GG- G,T - -

ATP5G3 rs36089250 TT+ C - -

CLOCK rs1801260 TT- G - -

DMD rs104894787 CC- A - -

DMD rs104894788 GG- T - -

GPC5 rs2352028 CC+ G,T - -

MMP3 rs679620 AG- C + -

MSTN rs1805086 AA- C - -

MTHFR rs1476413 AA- G,T + +

MTHFR rs17367504 GG+ G - -

NDUFS8 rs999571 CC- A + +

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T - -

NRG1 rs6994992 CT+ A,T + -

NRG1 rs10503887 GG+ A,T - -

PPARD rs2016520 AA- T - -

PPARG rs121909244 CC+ A,T - -

PPARGC1A rs8192678 GG- T - -

SUCLA2 rs121908538 CC- A - -

TPK1 rs371271054 TT+ C - -

UCP2 rs660339 CC- T - -
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Greater Stimulus with Ca�eine

Individuals with this polymorphism are more stimulated with ca�eine.

Gene RSID Genotype Minor Allele Alteration Result

ADORA2A rs5751876 TT+ C - -

CYP1A2 rs762551 AC+ C + -

MTNR1B rs10830964 CC+ T - -

Visuospatial Working Memory

The visuospatial storage area stores visual and spatial information. It can be used, for example, to
construct and manipulate visual images and to represent mind maps. It is also bene�cial for
strategic organization and sports such as football and basketball.

Gene RSID Genotype Minor Allele Alteration Result

CACNA1C rs1006737 GG+ A - -

NRG1 rs6994992 CT+ A,T + -

SLC6A3 rs2617605 AA- C - -

Trend to Blond Hair

Lighter hair tones.

Gene RSID Genotype Minor Allele Alteration Result

TYR rs1393350 GG+ A - -

Tendency to sleep late

Persistent problems sleeping and staying asleep. Indication in red and orange indicate greater
predisposition.

Gene RSID Genotype Minor Allele Alteration Result

CLOCK rs1801260 TT- G - -

Memory (verbal)

Also known as short-term auditory memory, which we use, for example, when listening, speaking
and writing.

Gene RSID Genotype Minor Allele Alteration Result

TNF rs361525 GG+ A - -

NORMAL

NORMAL

NORMAL

NORMAL

NORMAL
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Higher Temperature During Exercise

Individuals with the AG and AA alleles of the 2253206 polymorphism have a higher temperature
during physical exercise.

Gene RSID Genotype Minor Allele Alteration Result

CREB1 rs2253206 GG+ G - -

Morning Chronotype

Morning Chronotype: Peak melatonin production occurs before midnight. These are individuals
who need to go to bed early and are most active in the early hours of the day. In general, they
sleep between 10 pm and 6 am. According to the International Melatonin Institute 25% of the
population is morning. Result in orange or red indicates a greater tendency to the morning
chronotype. Results in red could be bene�cial

Gene RSID Genotype Minor Allele Alteration Result

PER3 rs228697 CG+ G + -

Withdrawal Symptoms in Alcoholism

Symptoms that occur when someone stops using alcohol after a long period of binge drinking.

Gene RSID Genotype Minor Allele Alteration Result

SLC6A3 rs27048 CT+ A,G,T + -

SLC6A3 rs27072 CT+ A,T + -

Manual dexterity

Manual dexterity is the ability of the hands and �ngers to make coordinated movements. It
indicates people with better motor skills and aptitude for manual work, such as sewing, painting,
crafts, technical assembly and surgeries. It also relates to sports that require the use of hands.

Gene RSID Genotype Minor Allele Alteration Result

PCSK6 rs7182874 TT+ C - -

Susceptibility to Bacteria

The susceptibility to bacteria is associated with genetic problems

Gene RSID Genotype Minor Allele Alteration Result

TIRAP rs8177374 TT+ T - -
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NORMAL

LOW

LOW

LOW
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Personality

Personality is the set of psychological characteristics that determine the patterns of thinking,
feeling and acting, that is, the personal and social individuality of someone

Odor Sensitivity

Sensitivity to smells

Cocaine-generated paranoia

E�ect caused by cocaine use. The graph opposite indicates the genetic predisposition to be more
susceptible to this condition.

Attention de�cit

This designation refers to the presentation of the disorder where symptoms of hyperactivity
and/or impulsivity are not present.

Devotion to work

It is characteristic of people who are extremely dedicated to work, as well as self-disciplined and
punctual. This pro�le also indicates dedicated students.

Marijuana addiction (Cannabis)

Addiction to marijuana caused by its overuse.

Insensitivity to Pain

Reduced or absent response to painful stimuli.

Increased Probability of Fatigue

Fatigue is the name given to a symptom that is characterized by a feeling of weariness, tiredness
and lack of energy.

Provocative

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED
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Challenging behavior

De�ant Behavior (unrelated to Oppositional De�ant Disorder) is characterized by antisocial
behaviors such as disobedience, de�ant posture, and hostility. The individual has di�culties to
follow rules and recognize his mistakes, resenting more than usual when he is contradicted.

Gene RSID Genotype Minor Allele Alteration Result

CLOCK rs1801260 TT- G - -

CLOCK rs6832769 AA+ G - -

Psychiatric

Cocaine addiction

Cocaine is a fast addictive drug. The graph on the side indicates the genetic predisposition to have
a greater chance of dependence.

Gene RSID Genotype Minor Allele Alteration Result

CHRNA5 rs16969968 GG+ A - -

FAAH rs324420 CC+ A - -

OPRD1 rs12749204 GG+ G + +

Addiction tendency (eating, gambling, alcohol,
smoking)

Genetics might in�uence the tendency to addictions.

Gene RSID Genotype Minor Allele Alteration Result

ANKK1 rs1800497 CT- A + -

DRD2 rs1799978 AA- C - -

DRD2 rs4648317 CC- A - -

DRD2 rs12364283 AA+ G - -

OPRM1 rs1799971 AG+ G + -

NORMAL

HIGH

MEDIUM-

HIGH
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Panic Syndrome

Panic syndrome is a type of anxiety disorder in which unexpected bouts of despair and intense fear
that something bad will happen occur, even if there is no reason for it or signs of impending
danger.

Gene RSID Genotype Minor Allele Alteration Result

ADORA2A rs5751876 TT+ C + +

BDNF rs6265 AG- T + -

GHRL rs4684677 TT+ T - -

HTR2A rs6311 CT+ C + -

HTR2A rs6313 CT- A + -

HTR2A rs3742278 AG+ G + -

Personality Trait: Assertiveness

Assertiveness is a behavioral posture towards people and everyday situations. It is not tied to what
is right or wrong; it is linked to the way we expose and defend our positions.

Gene RSID Genotype Minor Allele Alteration Result

ZNF285B rs644148 GT+ T + -

Personality Trait: Positive Emotions

The main positive emotions are love and joy, which motivate the individual and generate a large
amount of dopamine and serotonin, neurotransmitters responsible for feelings of happiness and
well-being. They directly impact people's motivation, willingness and productivity, acting as fuel for
individuals.

Gene RSID Genotype Minor Allele Alteration Result

ZNF285B rs644148 GT+ T + -

Personality Trait: Extraversion

Extroverts are people who are often leaders, work well in groups, and prefer to be with others than
to be alone. Other personality traits often associated with extraversion include optimism. People
who are extroverts prefer to have company and tend to have lots of friends.

Gene RSID Genotype Minor Allele Alteration Result

ZNF285B rs644148 GT+ T + -

MEDIUM-

HIGH

MEDIUM

MEDIUM
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Bipolar Disorder (Response to Lithium Treatment)

E�cient or not e�ective response to the disorder associated with mood changes when treated
with lithium.

Gene RSID Genotype Minor Allele Alteration Result

GADL1 rs17026688 CC+ T - -

NTRK2 rs1387923 GG+ G - -

ADHD (Attention De�cit Hyperactivity Disorder)

Chronic disease that includes attention de�cit, hyperactivity and impulsivity.

Gene RSID Genotype Minor Allele Alteration Result

ANKK1 rs1800497 CT- A + -

BDNF rs6265 AG- T + -

BDNF rs11030104 AG+ G + -

CLOCK rs1801260 TT- G - -

DBH rs1611115 TT+ C - -

DRD4 rs1800955 CC+ C,G - -

HTR2A rs6314 CC- A - -

HTR2A rs7984966 TT+ A,C - -

MTHFR rs1801131 CC- G - -

SLC6A2 rs3785143 CC+ T - -

SLC6A3 rs27048 CT+ A,G,T + -

SLC6A3 rs27072 CT+ A,T + -

Cataplexy and Narcolepsy (sleep)

A chronic sleep disorder that causes excessive daytime sleepiness.

Gene RSID Genotype Minor Allele Alteration Result

EIF3G rs2305795 GG+ A,C - -

Late dyskinesia

A condition that a�ects the nervous system and manifests itself through involuntary movements,
also known as tics. It is often caused by long-term use of some psychiatric medications.

Gene RSID Genotype Minor Allele Alteration Result

ANKK1 rs1800497 CT- A + -

NORMAL

NORMAL

NORMAL

NORMAL
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Motion sickness

Illness caused by movement while traveling.

Gene RSID Genotype Minor Allele Alteration Result

AGA rs121964904 GG- G - -

AGA rs121964908 CC- A - -

KCNQ1 rs2237892 CC+ T - -

MAP2K5 rs1026732 AA+ A - -

PVRL3 rs79006549 AA+ C,G - -

Personality Trait: Conscientiousness

Conscientiousness is a dimension that can be described as the tendency to control impulses and
act in a socially acceptable way. These are features that facilitate the achievement of personal goals
and objectives. People in this group stand out in their ability to follow rules, plan and organize
e�ectively, being persistent, ambitious, disciplined, reliable, predictable and energetic. They are
prone to excel in leadership positions and to pursue their goals with determination. However,
people with low conscientiousness are more likely to be impetuous or impulsive.

Disinhibition

People with this characteristic tend to be more communicative, have greater con�dence in
expressing themselves, more resourcefulness, resourcefulness, fearlessness, are more expansive
and sociable.

Reactions to Treatments

LOW

UNDEFINED

UNDEFINED
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Glucocorticoid Therapy

Glucocorticoids are the primary anti-in�ammatory therapy for asthma, but their e�ects are
characterized by some interindividual variability that might have a genetic basis. Studies aimed to
determine the relationship between pulmonary function change and the variant of the
glucocorticoid-induced transcript 1 (GLCCI1) gene in patients with asthma receiving long-term ICS
treatment, the association of GLCCI1 genotypes and the level of GLCCI1 expression and cytokines
production. Individuals homozygous of SNP rs37973 for the wild-type allele who had a percent
FEV1 change greater than 5% were more common than individuals homozygous for the rare allele.
Patients with the A allele, the GLCCI1 expression was enhanced upon administration of low-dose
dexamethasone; however, GG homozygotes required high-dose dexamethasone to achieve
enhanced GLCCI1 expression. Furthermore, the levels of some cytokines were signi�cantly
reduced after glucocorticoid treatment in individuals with the AA and AG genotypes.The genetic
variant rs37973 GG in GLCCI1 is associated with poorer clinical therapeutic response to inhaled
glucocorticoids in asthma tested population. Results in red or orange indicate poorer clinical
therapeutic response.

Gene RSID Genotype Minor Allele Alteration Result

GLCCI1 rs37973 GG+ A,C + +

Loss of Muscle Mass and Energy in Muscles with the use
of Statins (Simvastatin, Rosuvastatin, etc.)

Statins are very e�ective at lowering cholesterol, but their action can a�ect that of other important
substances. One of the side e�ects is the loss of muscle mass, an e�ect that, in addition to being
undesirable, can also generate muscle pain and weakness. Statins are the name of a group of
drugs that have the function of stopping the production of cholesterol in the liver. Statins have a
steroid structure and act on the enzyme HGM-CoA reductase, the enzyme that produces
cholesterol. Its continued use, despite the bene�ts in relation to high LDL, can decrease lean mass.
About 5% to 10% of patients develop myopathy (injury / loss of muscle mass), clinically
characterized by muscle pain, weakness and/or cramps.

Gene RSID Genotype Minor Allele Alteration Result

SLCO1B1 rs4149056 TT+ C - -

Fluorouracil Response

It is an antitumor agent widely used in the treatment of several types of cancers.

Gene RSID Genotype Minor Allele Alteration Result

DPYD rs3918290 GG- G,T - -

Reasons for Con�ict

HIGH

NORMAL

NORMAL
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Di�culties in Dealing with Criticism

Being sensitive to criticism is a common trait for many people and requires skills. Some people use
criticism in a positive way to improve or in a negative way that can lower their self-esteem and
cause stress, anger or even aggression.

Gene RSID Genotype Minor Allele Alteration Result

CHADL rs9611519 CC+ T - -

CLOCK rs1801260 TT- G - -

CLOCK rs6832769 AA+ G - -

DBH rs1611115 TT+ C + +

FAM86B3P rs2945232 CC+ C + +

INTERGENIC rs6047641 GG+ A,G + +

INTERGENIC rs10456089 GG+ A - -

PTPRF rs2039528 AG+ G + -

SNAP25 rs362584 AG+ A + -

TMEM16D rs1849710 CC+ C + +

XKR6 rs6981523 CC+ T - -

Respiratory system

Respiratory Quotient (RQ)

Respiratory quotient, also known as the respiratory ratio (RQ), is de�ned as the volume of carbon
dioxide released over the volume of oxygen absorbed during respiration. It is a dimensionless
number used in a calculation for basal metabolic rate when estimated from carbon dioxide
production to oxygen absorption. Results in orange or red indicate higher Respiratory Quotient.

Gene RSID Genotype Minor Allele Alteration Result

CRY2 rs11605924 CC+ C - -

MTNR1B rs10830963 GG+ G + +

MEDIUM-

HIGH
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Oxygen Volume (O2) Max (VO2 Max)

VO2 Max is the expression de�ned as the maximum volume of oxygen that our body captures,
transports and uses for energy production. Through its measurement it is possible to predict the
level of cardiorespiratory �tness of each person, the oxidative metabolic capacity during exercise,
capacity to work in occupational activities and also to prescribe physical exercise. It is a complete
physiological measure, as it allows the analysis of the cardiovascular, respiratory and muscular
systems, thus, the more each system is trained together, the better the body will respond to
situations of e�ort.

Gene RSID Genotype Minor Allele Alteration Result

ACSL1 rs6552828 AA+ G + +

CREB1 rs2253206 GG+ G + +

CRP rs1205 CT+ T + -

Aerobic Resistance

It is the ability of a person to develop an e�ort of low or medium intensity for a long time. A person
with good aerobic endurance can tolerate the fatigue that exercise causes, therefore maintaining
the pace and intensity for a considerable amount of time.

Gene RSID Genotype Minor Allele Alteration Result

ADRB2 rs1042713 GG+ A - -

ADRB2 rs1800888 CC+ T - -

ADRB3 rs4994 CT- G + -

AMPD1 rs17602729 CC- A + +

CDCA3 rs5443 CC+ T - -

GABPB1 rs7181866 AA+ G - -

HFE rs1799945 CC+ G - -

KCNJ11 rs5219 TT+ T - -

NOS3 rs1799983 GG+ T - -

PPARA rs4253778 GG+ C,T + +

PPARD rs2016520 AA- T - -

PPARD rs2267668 AA+ A,C + +

VEGFA rs2010963 CG+ G + -

VEGFA rs3024994 CC+ T - -

VEGFA rs3025039 CC+ T - -

HIGH
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Aspergillosis

Aspergillosis is an infectious disease caused by the fungus Aspergillus sp., which mainly a�ects the
lungs. Usually, this condition is benign, but it plays an important role in systemic malignant
infections, as is the case of patients with AIDS.

Gene RSID Genotype Minor Allele Alteration Result

CLEC7A rs16910526 TT- C,G - -

Skeletal system (bones)

Scoliosis

Lateral curvature of the spine.

Gene RSID Genotype Minor Allele Alteration Result

LBX1 rs11190870 CT+ A,C + -

Bone Strength

The variant C allele of SNP rs3751143 was associated with less bone strength (SSI), periosteal
circumference, total and cortical area. The known cellular function of rs3751143 makes the present
�ndings unsurprising. Homozygosity for the C allele has been shown to cause a complete loss of
receptor function, whereas heterozygotes have half of the receptor functionality. Our data are in
line with studies conducted in vitro, showing the C allele of rs3751143 to be associated with
osteoclast apoptosis, reduced pore formation and a reduction in pro-in�ammatory cytokine
secretion. In vivo, the C allele has been associated with lower hip BMD and a greater risk of
fracture in elderly participants, and stress fracture prevalence in military personal and elite
athletes.

Gene RSID Genotype Minor Allele Alteration Result

P2RX7 rs3751143 AC+ C + -
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MEDIUM-
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Osteoarthritis

A type of arthritis that occurs when the �exible tissue at the ends of the Skeletal System (bones)
wears down.

Gene RSID Genotype Minor Allele Alteration Result

COG5 rs3815148 AA+ C - -

COL6A4P1 rs7639618 CC+ T - -

DIO2 rs225014 CT+ C + -

FTO rs1121980 CT- A,C + -

FTO rs121918214 GG+ A - -

GDF5 rs143383 CC- A - -

HLA-DQB1 rs7775228 TT+ C - -

IL-1B rs16944 AG+ G + -

IL-1RN rs9005 GG+ A - -

IL-1RN rs419598 TT+ C - -

IL-6 rs1800796 CC+ C - -

IL-6 rs1800797 GG+ G + +

MCF2L rs11842874 AA+ G - -

Dupuytren's Contracture

Dupuytren's disease, also called Dupuytren's syndrome, is de�ned as a �broproliferative disease
that a�ects the palmar fascia, characterized by degeneration of elastic �bers, thickening and
hyalinization of the collagen �ber bundle, with formation of nodules in the region. palmar, close to
the ring or little �nger.

Gene RSID Genotype Minor Allele Alteration Result

EPDR1 rs16879765 CC+ T - -

LINC01592 rs2912522 AG+ A + -

WNT2 rs4730775 CT+ T + -

ZBTB40 rs7524102 GG+ G + +

Osteopenia

Osteopenia is a decrease in bone mass. This is a warning sign that your bones are getting weaker.
If left untreated, osteopenia can progress to osteoporosis, which is characterized by severe loss of
bone mass, with a risk of fractures.

Gene RSID Genotype Minor Allele Alteration Result

CD40 rs1883832 CT+ C + -

MEDIUM

MEDIUM

MEDIUM
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Musculoskeletal Pain

Musculoskeletal pain arises from repetitive strain, overuse, and work-related disorders, which lead
to pain in adjacent bones, joints, muscles, or structures. Pain can be focal or di�use, acute or
chronic, with low back pain being the most common example of the latter. Diagnoses include
peripheral neuropathies, medial or lateral epicondylitis/tendinitis, rotator cu� tendinitis, biceps or
wrist tendinitis, myositis, myalgia, osteoarthritis, cervical distension, and low back pain.

Gene RSID Genotype Minor Allele Alteration Result

ADRB2 rs1042717 AG+ A,C + -

ADRB2 rs2400707 AG+ G,T + -

SERPINA6 rs941601 GG- T - -

Contracture of lower limb joints

Contracture is the limitation of movement in a joint, which is well de�ned during a clinical
examination. Depending on the pathology that has spread to a certain type of tissue, contractures
can be arthrogenic, myogenic, dermatogenic, neurogenic, mixed, etc. A joint contracture is
basically a justi�able restriction on the joint. It can be due to several reasons: violation of the
con�guration of the joint, changes in the scar, pain, muscle disorders, genetics, disturbances in
nerve regulation and for any possible damage to the joint. The relevance of the pathology will
depend on the location and degree of limit movement of the contracture. In general, the most
clinically relevant are contractures of the large and medium joints of the limbs: knee, ankle, hip,
elbow and shoulder. Of which we can say that the most common are: ankle, knee and elbow.

Femoral Head Avascular Necrosis

Avascular necrosis of the femoral head, familial form (ANFH), is a severe, disabling disease
characterized by progressive groin pain, staggering gait, leg length discrepancy, subchondral bone
collapse, limitation of hip function and eventual degeneration of the hip joint requiring total hip
arthroplasty.

Carpal tunnel syndrome

Peripheral neuropathy resulting from compression of the median nerve when it passes through a
channel located in the wrist called the carpal tunnel. More common in women aged 30 to 60 years
and can be bilateral in 50-60% of cases.

Degenerative Lumbar Disc Disease

As discs lose their water content due to disease or age, they lose height, bringing the vertebrae
closer together. As a result, the nerve openings in the spine become narrower. When this happens,
the discs also don't absorb impacts, especially when you walk, run or jump. Wear, poor posture, and
incorrect body movement can also weaken the disc, causing disc degeneration.

NORMAL

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED
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Intervertebral Disc Disease

When subjected to stress or trauma, the discs can swell, compressing the surrounding structures
and causing various symptoms. This condition corresponds to a herniated disc. Disc diseases are a
common cause of pain in the adult population but are relatively rare in the younger sporting
population. This type of illness may or may not be associated with sciatica (pain that radiates along
the leg). The most common disc diseases are degenerative diseases, ruptured discs and sciatica.

Osteophytosis

Osteophytosis is a pathology characterized by the abnormal growth of bone tissue around an
articulation of the vertebrae whose intervertebral disc, which should act as a bu�er between the
bones, is compromised.

Elbow Flexion Contracture

The normal elbow has a range of 150°, with normal extension (stretching) of 0° and �exion
(bending) of 150°, with variations between individuals. In addition to the extension/�exion
movement, the elbow may also lose forearm rotational movements.

Hip Osteoarthritis

Sometimes called "wear and tear" arthritis, osteoarthritis is a common condition that many people
develop during middle age or later. It can occur in any joint in the body, but most often develops in
weight-bearing joints such as the hip and knee. Hip osteoarthritis causes pain and sti�ness. It can
make it di�cult to perform daily activities such as bending over to tie a shoe, getting up from a
chair, or taking a short walk.

Skin

Response to tanning

It refers to how each skin reacts to tanning. The graph on the side indicates greater response to
tanning with orange and red colors.

Gene RSID Genotype Minor Allele Alteration Result

ASIP rs1015362 AG- T + -

ASIP rs4911414 GT+ G + -

GRM5 rs10831496 GG+ A - -

INTERGENIC rs966321 AA- T - -

PIGU rs910873 GG+ A,C - -

SLC24A5 rs1426654 AA+ G,T + +

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

MEDIUM-

HIGH
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Skin elasticity

The property of skin that, when exposed to pressure, has the ability to return to its original state in
a relatively acceptable period of time. This is made possible by two substances: elastin and
collagen. That's why our skin is a viscoelastic medium. Elasticity parameters vary according to the
area of the body and the person's age, because over the years the dermis produces less elastin and
collagen.

Gene RSID Genotype Minor Allele Alteration Result

IL-6 rs1800795 GG+ G + +

Keloids

It occurs when there is an overgrowth of scar tissue at the site of a healed wound or surgery.
Keloids are formed by raised lesions, usually red and can occur in any area of the skin.

Gene RSID Genotype Minor Allele Alteration Result

BPESC1 rs940187 GG- C - -

HYAL1 rs11130248 AA+ G - -

INTERGENIC rs873549 AG- T + -

INTERGENIC rs1511412 GG+ G,T - -

NEDD4 rs8032158 CT+ A,C + -

MEDIUM-

HIGH

MEDIUM
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Collagen Degradation

In orange or red indicates the presence of polymorphisms associated with increased collagen
degradation.

Gene RSID Genotype Minor Allele Alteration Result

B4GALT7 rs28937869 CC+ T - -

CBS rs234706 GG+ A - -

CBS rs2298758 GG+ A,C - -

COL11A1 rs2622848 CC+ C + +

COL11A1 rs3753841 GG+ A - -

COL11A1 rs398122828 CC+ T - -

COL11A1 rs727503881 CC+ T - -

COL11A2 rs2076311 AC+ A + -

COL11A2 rs2855429 CC+ C + +

COL11A2 rs121912945 CC+ G,T - -

COL11A2 rs121912949 GG+ A,T - -

COL11A2 rs121912952 GG+ T - -

COL11A2 rs770888294 CC+ A,T - -

COL11A2 rs786205578 AA+ G,T - -

COL11A2 rs797044915 CC+ A - -

COL17A1 rs805698 TT+ G,T + +

COL17A1 rs1320448 GG+ G + +

COL1A1 rs2269336 CC- A,C + +

COL1A1 rs2586488 GG+ G + +

COL1A1 rs67507747 CC+ A,G,T - -

COL1A1 rs72645328 CC+ G,T - -

COL1A1 rs72645347 GG+ A - -

COL1A1 rs72645353 CC+ A,T - -

COL1A1 rs72648320 CC+ T - -

COL1A1 rs139955975 CC+ T - -

COL1A1 rs144751329 CC+ A,T - -

COL1A1 rs193922140 CC+ G - -

COL1A1 rs193922144 GG+ A - -

COL1A1 rs193922145 GG+ A - -

COL1A1 rs193922147 CC+ A,G - -

NORMAL
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COL1A1 rs193922150 CC+ T - -

COL1A1 rs193922152 TT+ C - -

COL1A1 rs193922153 GG+ A - -

COL1A1 rs193922155 TT+ C - -

COL1A1 rs193922157 CC+ A,T - -

COL1A1 rs193922158 TT+ C - -

COL1A1 rs370865189 GG+ A,C,T - -

COL1A2 rs42524 CC+ G - -

COL1A2 rs441051 TT+ C - -

COL1A2 rs1801182 TT+ C - -

COL1A2 rs1801182 TT+ C - -

COL1A2 rs3736638 CC+ A - -

COL1A2 rs72656355 AA+ G - -

COL1A2 rs72658151 GG+ A - -

COL1A2 rs72658154 GG+ A - -

COL1A2 rs72658161 GG+ A - -

COL1A2 rs72658176 GG+ A - -

COL1A2 rs72659319 GG+ A,C - -

COL1A2 rs139446305 GG+ A - -

COL1A2 rs193922159 CC+ A,G - -

COL1A2 rs193922162 GG+ A - -

COL1A2 rs193922165 GG+ A - -

COL1A2 rs193922168 GG+ C - -

COL1A2 rs193922173 GG+ A - -

COL1A2 rs768171831 CC+ T - -

COL1A2 rs786205587 GG+ A - -

COL1A2 rs794727470 GG+ C - -

COL1A2 rs794727669 GG+ T - -

COL1A2 rs797044949 GG+ T - -

COL27A1 rs946053 GT+ G + -

COL27A1 rs1249719 GG+ A - -

COL27A1 rs7868992 AA+ A + +

COL27A1 rs140950220 GG+ C - -

COL2A1 rs121912866 GG+ A - -

COL2A1 rs121912870 CC+ T - -
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COL2A1 rs121912874 GG+ A - -

COL2A1 rs121912877 CC+ T - -

COL2A1 rs121912880 CC+ A,T - -

COL2A1 rs121912882 GG+ A - -

COL2A1 rs121912884 GG+ A - -

COL2A1 rs121912885 GG+ A,T - -

COL2A1 rs121912886 GG+ A,T - -

COL2A1 rs727503882 CC+ G,T - -

COL2A1 rs748459670 GG+ A,C - -

COL2A1 rs786205477 CC+ A - -

COL2A1 rs794727202 CC+ T - -

COL2A1 rs794727261 GG+ T - -

COL2A1 rs794727377 TT+ G - -

COL2A1 rs794727438 CC+ A - -

COL2A1 rs794727462 CC+ T - -

COL2A1 rs794727472 CC+ A,T - -

COL2A1 rs794727533 GG+ A,T - -

COL2A1 rs794727546 CC+ G - -

COL2A1 rs794727596 CC+ A - -

COL2A1 rs794727607 GG+ A - -

COL2A1 rs794727684 CC+ T - -

COL2A1 rs869312907 CC+ T - -

COL3A1 rs1800255 AG+ A + -

COL3A1 rs1800255 AG+ A + -

COL3A1 rs111505097 GG+ A,T - -

COL3A1 rs111929073 GG+ A,C,T - -

COL3A1 rs112371422 CC+ G,T - -

COL3A1 rs112456072 GG+ A - -

COL3A1 rs113485686 GG+ A - -

COL3A1 rs113871730 GG+ A - -

COL3A1 rs121912913 GG+ A,T - -

COL3A1 rs121912914 GG+ A,T - -

COL3A1 rs121912915 GG+ T - -

COL3A1 rs121912916 GG+ A - -

COL3A1 rs121912917 GG+ A,T - -
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COL3A1 rs121912918 GG+ A,T - -

COL3A1 rs121912919 GG+ A - -

COL3A1 rs121912920 GG+ A - -

COL3A1 rs121912921 GG+ A - -

COL3A1 rs121912922 GG+ A,T - -

COL3A1 rs121912923 GG+ A,C,T - -

COL3A1 rs121912924 GG+ A - -

COL3A1 rs121912925 GG+ A,T - -

COL3A1 rs121912926 GG+ A,C,T - -

COL3A1 rs121912927 GG+ A,T - -

COL3A1 rs121912928 GG+ A - -

COL3A1 rs193922176 GG+ C - -

COL3A1 rs267599120 GG+ A,C - -

COL3A1 rs387906557 GG+ C - -

COL3A1 rs397509369 GG+ A - -

COL3A1 rs397509370 GG+ A,T - -

COL3A1 rs397509371 GG+ T - -

COL3A1 rs397509372 GG+ A,T - -

COL3A1 rs397509373 GG+ A - -

COL3A1 rs397509375 TT+ A,C - -

COL3A1 rs397509376 GG+ A,T - -

COL3A1 rs553203474 GG+ A - -

COL3A1 rs587779416 GG+ T - -

COL3A1 rs587779417 GG+ A - -

COL3A1 rs587779418 GG+ A - -

COL3A1 rs587779419 GG+ A - -

COL3A1 rs587779420 GG+ A,C - -

COL3A1 rs587779421 GG+ A - -

COL3A1 rs587779422 GG+ A - -

COL3A1 rs587779423 TT+ A,C - -

COL3A1 rs587779424 GG+ A - -

COL3A1 rs587779426 TT+ A,C - -

COL3A1 rs587779427 GG+ T - -

COL3A1 rs587779428 GG+ T - -

COL3A1 rs587779429 TT+ C - -



Sample

M 15/05/2025

Sample

 

COL3A1 rs587779431 GG+ A,T - -

COL3A1 rs587779432 GG+ A - -

COL3A1 rs587779433 GG+ A,C - -

COL3A1 rs587779434 GG+ A - -

COL3A1 rs587779435 GG+ A,C - -

COL3A1 rs587779436 GG+ C - -

COL3A1 rs587779437 GG+ A - -

COL3A1 rs587779438 GG+ A - -

COL3A1 rs587779439 GG+ A - -

COL3A1 rs587779440 GG+ A,T - -

COL3A1 rs587779441 GG+ A,C - -

COL3A1 rs587779442 GG+ C - -

COL3A1 rs587779443 GG+ A,T - -

COL3A1 rs587779444 GG+ A,C,T - -

COL3A1 rs587779445 GG+ T - -

COL3A1 rs587779446 GG+ A - -

COL3A1 rs587779447 GG+ A - -

COL3A1 rs587779448 GG+ A - -

COL3A1 rs587779449 GG+ A,C - -

COL3A1 rs587779450 GG+ A,T - -

COL3A1 rs587779452 GG+ T - -

COL3A1 rs587779453 AA+ C - -

COL3A1 rs587779454 GG+ A,T - -

COL3A1 rs587779456 GG+ A - -

COL3A1 rs587779457 GG+ A,T - -

COL3A1 rs587779458 GG+ A,T - -

COL3A1 rs587779459 GG+ A,C - -

COL3A1 rs587779460 GG+ A - -

COL3A1 rs1057518075 CC+ T - -

COL3A1 rs1057518372 GG+ A - -

COL3A1 rs1057521106 CC+ A,T - -

COL3A1 rs1057521930 GG+ A,T - -

COL3A1 rs1057523593 AA+ C - -

COL3A1 rs1060500193 GG+ A - -

COL3A1 rs1085307896 GG+ A - -
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COL3A1 rs1085307964 GG+ T - -

COL4A3 rs7606754 GG+ G + +

COL4A3 rs10178458 CC+ A,C + +

COL4A3 rs11677877 AA+ G - -

COL4A3 rs34505188 GG+ A - -

COL4A3 rs121912824 CC+ T - -

COL4A3 rs121912825 CC+ G,T - -

COL4A3 rs121912827 GG+ A,T - -

COL4A3 rs201697532 CC+ T - -

COL4A3 rs759739044 GG+ A,T - -

COL4A4 rs2229813 CT+ G,T + -

COL4A4 rs2272205 TT+ C - -

COL4A4 rs786205548 TT+ A - -

COL4A5 rs104886096 GG+ A - -

COL4A5 rs104886142 GG+ A - -

COL4A6 rs769211787 AA+ C - -

COL5A1 rs12722 CC+ T - -

COL5A1 rs7044529 CT+ T + -

COL5A1 rs7874142 GG+ A - -

COL5A1 rs61735045 GG+ A - -

COL5A1 rs80338764 GG+ C - -

COL5A1 rs113452150 GG+ A - -

COL5A1 rs183495554 TT+ A,C - -

COL5A1 rs374020067 CC+ T - -

COL5A1 rs377138881 GG+ A - -

COL5A1 rs387906606 CC+ T - -

COL5A1 rs557361751 CC+ T - -

COL5A1 rs564375308 CC+ T - -

COL5A1 rs764446683 CC+ A,G,T - -

COL5A1 rs765079080 TT+ G - -

COL5A1 rs777625241 CC+ T - -

COL5A1 rs794727114 GG+ C - -

COL5A1 rs863223444 TT+ A - -

COL5A1 rs863223445 GG+ A - -

COL5A1 rs863223448 GG+ C - -
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COL5A1 rs863223452 GG+ A - -

COL5A1 rs863223453 GG+ A,C - -

COL5A1 rs863223454 CC+ T - -

COL5A1 rs863223458 GG+ A - -

COL5A1 rs863223466 GG+ A - -

COL5A1 rs863223478 CC+ T - -

COL5A1 rs863223483 TT+ G - -

COL5A2 rs121912930 CC+ G - -

COL5A2 rs747946828 CC+ A,T - -

COL5A2 rs762080305 GG+ A,C - -

COL5A2 rs770598613 CC+ G - -

COL5A2 rs773726323 CC+ T - -

COL5A2 rs779153546 CC+ T - -

COL5A2 rs780495441 CC+ T - -

COL5A2 rs863223491 CC+ T - -

COL5A2 rs863223501 CC+ T - -

MMP3 rs679620 AG- C + -
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Bulldog e�ect

Over the years, the skin loses water and collagen, resulting in sagging. On the face, the cheek
tends to be the �rst part a�ected, with the skin sagging, which gives its name to the so-called
bulldog e�ect.

Gene RSID Genotype Minor Allele Alteration Result

B4GALT7 rs28937869 CC+ T - -

CBS rs234706 GG+ A - -

CBS rs2298758 GG+ A,C - -

COL11A1 rs2622848 CC+ C + +

COL11A1 rs3753841 GG+ A - -

COL11A1 rs398122828 CC+ T - -

COL11A1 rs727503881 CC+ T - -

COL11A2 rs2076311 AC+ A + -

COL11A2 rs2855429 CC+ C + +

COL11A2 rs121912945 CC+ G,T - -

COL11A2 rs121912949 GG+ A,T - -

COL11A2 rs121912952 GG+ T - -

COL11A2 rs770888294 CC+ A,T - -

COL11A2 rs786205578 AA+ G,T - -

COL11A2 rs797044915 CC+ A - -

COL17A1 rs805698 TT+ G,T + +

COL17A1 rs1320448 GG+ G + +

COL1A1 rs2269336 CC- A,C + +

COL1A1 rs2586488 GG+ G + +

COL1A1 rs67507747 CC+ A,G,T - -

COL1A1 rs72645328 CC+ G,T - -

COL1A1 rs72645347 GG+ A - -

COL1A1 rs72645353 CC+ A,T - -

COL1A1 rs72648320 CC+ T - -

COL1A1 rs139955975 CC+ T - -

COL1A1 rs144751329 CC+ A,T - -

COL1A1 rs193922140 CC+ G - -

COL1A1 rs193922144 GG+ A - -

COL1A1 rs193922145 GG+ A - -

COL1A1 rs193922147 CC+ A,G - -

NORMAL
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COL1A1 rs193922150 CC+ T - -

COL1A1 rs193922152 TT+ C - -

COL1A1 rs193922153 GG+ A - -

COL1A1 rs193922155 TT+ C - -

COL1A1 rs193922157 CC+ A,T - -

COL1A1 rs193922158 TT+ C - -

COL1A1 rs370865189 GG+ A,C,T - -

COL1A2 rs42524 CC+ G - -

COL1A2 rs441051 TT+ C - -

COL1A2 rs1801182 TT+ C - -

COL1A2 rs1801182 TT+ C - -

COL1A2 rs3736638 CC+ A - -

COL1A2 rs72656355 AA+ G - -

COL1A2 rs72658151 GG+ A - -

COL1A2 rs72658154 GG+ A - -

COL1A2 rs72658161 GG+ A - -

COL1A2 rs72658176 GG+ A - -

COL1A2 rs72659319 GG+ A,C - -

COL1A2 rs139446305 GG+ A - -

COL1A2 rs193922159 CC+ A,G - -

COL1A2 rs193922162 GG+ A - -

COL1A2 rs193922165 GG+ A - -

COL1A2 rs193922168 GG+ C - -

COL1A2 rs193922173 GG+ A - -

COL1A2 rs768171831 CC+ T - -

COL1A2 rs786205587 GG+ A - -

COL1A2 rs794727470 GG+ C - -

COL1A2 rs794727669 GG+ T - -

COL1A2 rs797044949 GG+ T - -

COL27A1 rs946053 GT+ G + -

COL27A1 rs1249719 GG+ A - -

COL27A1 rs7868992 AA+ A + +

COL27A1 rs140950220 GG+ C - -

COL2A1 rs121912866 GG+ A - -

COL2A1 rs121912870 CC+ T - -
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COL2A1 rs121912874 GG+ A - -

COL2A1 rs121912877 CC+ T - -

COL2A1 rs121912880 CC+ A,T - -

COL2A1 rs121912882 GG+ A - -

COL2A1 rs121912884 GG+ A - -

COL2A1 rs121912885 GG+ A,T - -

COL2A1 rs121912886 GG+ A,T - -

COL2A1 rs727503882 CC+ G,T - -

COL2A1 rs748459670 GG+ A,C - -

COL2A1 rs786205477 CC+ A - -

COL2A1 rs794727202 CC+ T - -

COL2A1 rs794727261 GG+ T - -

COL2A1 rs794727377 TT+ G - -

COL2A1 rs794727438 CC+ A - -

COL2A1 rs794727462 CC+ T - -

COL2A1 rs794727472 CC+ A,T - -

COL2A1 rs794727533 GG+ A,T - -

COL2A1 rs794727546 CC+ G - -

COL2A1 rs794727596 CC+ A - -

COL2A1 rs794727607 GG+ A - -

COL2A1 rs794727684 CC+ T - -

COL2A1 rs869312907 CC+ T - -

COL3A1 rs1800255 AG+ A + -

COL3A1 rs1800255 AG+ A + -

COL3A1 rs111505097 GG+ A,T - -

COL3A1 rs111929073 GG+ A,C,T - -

COL3A1 rs112371422 CC+ G,T - -

COL3A1 rs112456072 GG+ A - -

COL3A1 rs113485686 GG+ A - -

COL3A1 rs113871730 GG+ A - -

COL3A1 rs121912913 GG+ A,T - -

COL3A1 rs121912914 GG+ A,T - -

COL3A1 rs121912915 GG+ T - -

COL3A1 rs121912916 GG+ A - -

COL3A1 rs121912917 GG+ A,T - -



Sample

M 15/05/2025

Sample

 

COL3A1 rs121912918 GG+ A,T - -

COL3A1 rs121912919 GG+ A - -

COL3A1 rs121912920 GG+ A - -

COL3A1 rs121912921 GG+ A - -

COL3A1 rs121912922 GG+ A,T - -

COL3A1 rs121912923 GG+ A,C,T - -

COL3A1 rs121912924 GG+ A - -

COL3A1 rs121912925 GG+ A,T - -

COL3A1 rs121912926 GG+ A,C,T - -

COL3A1 rs121912927 GG+ A,T - -

COL3A1 rs121912928 GG+ A - -

COL3A1 rs193922176 GG+ C - -

COL3A1 rs267599120 GG+ A,C - -

COL3A1 rs387906557 GG+ C - -

COL3A1 rs397509369 GG+ A - -

COL3A1 rs397509370 GG+ A,T - -

COL3A1 rs397509371 GG+ T - -

COL3A1 rs397509372 GG+ A,T - -

COL3A1 rs397509373 GG+ A - -

COL3A1 rs397509375 TT+ A,C - -

COL3A1 rs397509376 GG+ A,T - -

COL3A1 rs553203474 GG+ A - -

COL3A1 rs587779416 GG+ T - -

COL3A1 rs587779417 GG+ A - -

COL3A1 rs587779418 GG+ A - -

COL3A1 rs587779419 GG+ A - -

COL3A1 rs587779420 GG+ A,C - -

COL3A1 rs587779421 GG+ A - -

COL3A1 rs587779422 GG+ A - -

COL3A1 rs587779423 TT+ A,C - -

COL3A1 rs587779424 GG+ A - -

COL3A1 rs587779426 TT+ A,C - -

COL3A1 rs587779427 GG+ T - -

COL3A1 rs587779428 GG+ T - -

COL3A1 rs587779429 TT+ C - -
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COL3A1 rs587779431 GG+ A,T - -

COL3A1 rs587779432 GG+ A - -

COL3A1 rs587779433 GG+ A,C - -

COL3A1 rs587779434 GG+ A - -

COL3A1 rs587779435 GG+ A,C - -

COL3A1 rs587779436 GG+ C - -

COL3A1 rs587779437 GG+ A - -

COL3A1 rs587779438 GG+ A - -

COL3A1 rs587779439 GG+ A - -

COL3A1 rs587779440 GG+ A,T - -

COL3A1 rs587779441 GG+ A,C - -

COL3A1 rs587779442 GG+ C - -

COL3A1 rs587779443 GG+ A,T - -

COL3A1 rs587779444 GG+ A,C,T - -

COL3A1 rs587779445 GG+ T - -

COL3A1 rs587779446 GG+ A - -

COL3A1 rs587779447 GG+ A - -

COL3A1 rs587779448 GG+ A - -

COL3A1 rs587779449 GG+ A,C - -

COL3A1 rs587779450 GG+ A,T - -

COL3A1 rs587779452 GG+ T - -

COL3A1 rs587779453 AA+ C - -

COL3A1 rs587779454 GG+ A,T - -

COL3A1 rs587779456 GG+ A - -

COL3A1 rs587779457 GG+ A,T - -

COL3A1 rs587779458 GG+ A,T - -

COL3A1 rs587779459 GG+ A,C - -

COL3A1 rs587779460 GG+ A - -

COL3A1 rs1057518075 CC+ T - -

COL3A1 rs1057518372 GG+ A - -

COL3A1 rs1057521106 CC+ A,T - -

COL3A1 rs1057521930 GG+ A,T - -

COL3A1 rs1057523593 AA+ C - -

COL3A1 rs1060500193 GG+ A - -

COL3A1 rs1085307896 GG+ A - -
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COL3A1 rs1085307964 GG+ T - -

COL4A3 rs7606754 GG+ G + +

COL4A3 rs10178458 CC+ A,C + +

COL4A3 rs11677877 AA+ G - -

COL4A3 rs34505188 GG+ A - -

COL4A3 rs121912824 CC+ T - -

COL4A3 rs121912825 CC+ G,T - -

COL4A3 rs121912827 GG+ A,T - -

COL4A3 rs201697532 CC+ T - -

COL4A3 rs759739044 GG+ A,T - -

COL4A4 rs2229813 CT+ G,T + -

COL4A4 rs2272205 TT+ C - -

COL4A4 rs786205548 TT+ A - -

COL4A5 rs104886096 GG+ A - -

COL4A5 rs104886142 GG+ A - -

COL4A6 rs769211787 AA+ C - -

COL5A1 rs12722 CC+ T - -

COL5A1 rs7044529 CT+ T + -

COL5A1 rs7874142 GG+ A - -

COL5A1 rs61735045 GG+ A - -

COL5A1 rs80338764 GG+ C - -

COL5A1 rs113452150 GG+ A - -

COL5A1 rs183495554 TT+ A,C - -

COL5A1 rs374020067 CC+ T - -

COL5A1 rs377138881 GG+ A - -

COL5A1 rs387906606 CC+ T - -

COL5A1 rs557361751 CC+ T - -

COL5A1 rs564375308 CC+ T - -

COL5A1 rs764446683 CC+ A,G,T - -

COL5A1 rs765079080 TT+ G - -

COL5A1 rs777625241 CC+ T - -

COL5A1 rs794727114 GG+ C - -

COL5A1 rs863223444 TT+ A - -

COL5A1 rs863223445 GG+ A - -

COL5A1 rs863223448 GG+ C - -



Sample

M 15/05/2025

Sample

 

COL5A1 rs863223452 GG+ A - -

COL5A1 rs863223453 GG+ A,C - -

COL5A1 rs863223454 CC+ T - -

COL5A1 rs863223458 GG+ A - -

COL5A1 rs863223466 GG+ A - -

COL5A1 rs863223478 CC+ T - -

COL5A1 rs863223483 TT+ G - -

COL5A2 rs121912930 CC+ G - -

COL5A2 rs747946828 CC+ A,T - -

COL5A2 rs762080305 GG+ A,C - -

COL5A2 rs770598613 CC+ G - -

COL5A2 rs773726323 CC+ T - -

COL5A2 rs779153546 CC+ T - -

COL5A2 rs780495441 CC+ T - -

COL5A2 rs863223491 CC+ T - -

COL5A2 rs863223501 CC+ T - -

Simple Bullous Epidermolysis

A disease of the hereditary epidermolysis bullosa (HEB) group, characterized by skin fragility,
resulting in intra-epidermal blisters and erosions that occur spontaneously or after physical
trauma.

Gene RSID Genotype Minor Allele Alteration Result

KRT5 rs11170164 GG- T - -

Sleep

Fragmented sleep

Fragmented sleep are brief awakenings that can occur during the night's sleep that end up
reducing deep sleep and sleep e�ciency.

Gene RSID Genotype Minor Allele Alteration Result

FABP7 rs2279381 GG- T - -

Special features

NORMAL

NORMAL
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Superior Re�exes (Best in Red)

Reaction time signi�cantly faster than average.

Hyper�exibility

Exceptional �exibility and range of joint movement.

Increased Bone Density

Bones that are denser and stronger than normal, reducing the risk of fractures.

Superior Oxygen Utilization

More e�cient use of oxygen by the body, bene�cial for endurance.

Exceptional Balance

Remarkable ability to maintain control of body position when moving or remaining still.

Enhanced Muscle Repair

Muscles recover and regenerate faster after exertion or injury.

Superhuman Stamina

Ability to sustain prolonged physical or mental e�ort with minimal fatigue.

Extraordinary Flexibility

Signi�cantly greater than average range of motion in joints, muscles and ligaments.

Increased Lactate Threshold

Ability to exercise at an intense pace without lactate accumulation causing fatigue.

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED
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Superhuman Balance

Ability to recover quickly from balance disturbances or remain stable in challenging positions.

Superior Lung Capacity

Greater volume of air inhaled and used for oxygen exchange

Enhanced Recovery

Rapid return to baseline health after illness or physical exertion.

Extraordinary Leap

Ability to jump signi�cantly higher or farther than average.

Enhanced Sprint Capability

Running at high speeds for short distances due to powerful leg muscles.

High Pain Tolerance

Ability to withstand high levels of pain without hindrance.

Superior Hand-Eye Coordination

Exceptionally accurate hand-eye coordination bene�cial in precision and combat sports.

Superdense Muscles

Muscles with greater density and power, contributing to overall strength.

Sports

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED
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Rugby

Rugby

Gene RSID Genotype Minor Allele Alteration Result

COL5A1 rs12722 CC+ T + +

Endurance

Resistance

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

ADRB3 rs4994 CT- G + -

NR1H3 rs7120118 TT+ C + +

PPARA rs4253778 GG+ C,T + +

Boxing

Boxing

Gene RSID Genotype Minor Allele Alteration Result

HTR1B rs11568817 GT- C + -

HTR2C rs3813929 CC+ G,T - -

NR3C2 rs2070951 GG- G + +

OPRM1 rs1799971 AG+ G + -

SLC6A2 rs2242446 TT+ T + +

SLC6A3 rs6347 AA- C - -

TPH2 rs7305115 GG+ C,G,T + +

Triple jump

Athletes with the best performance in Triple Jump.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

COL5A1 rs12722 CC+ T + +

HIGH

HIGH

HIGH

HIGH
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Elite athletes

Elite athletes

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

ADRB3 rs4994 CT- G + -

HTR1B rs11568817 GT- C + -

NOS3 rs2070744 TT+ T + +

SLC6A2 rs2242446 TT+ T + +

SLC6A3 rs6347 AA- C - -

UCP3 rs1800849 CT- A,T + -

VEGFA rs2010963 CG+ G + -

Snowboard

Snowboard

Gene RSID Genotype Minor Allele Alteration Result

DRD3 rs167771 GG+ A,T - -

DRD4 rs1800955 CC+ C,G + +

PPARD rs2267668 AA+ A,C - -

Surf

Surf

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

DRD3 rs167771 GG+ A,T - -

DRD4 rs1800955 CC+ C,G + +

Marathon

Marathon

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

COMT rs4680 AG+ A + -

HTR1A rs6295 CC- G + +

HIGH

HIGH

HIGH

HIGH
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Tennis

Tennis is a racket sport that can be played individually against a single opponent or between two
teams of two players each. Each player uses a tennis racket that is strung with cord to strike a
hollow rubber ball covered with felt over or around a net and into the opponent's court.

Gene RSID Genotype Minor Allele Alteration Result

ACE rs4343 GG+ A - -

HIF1A rs11549465 CC+ T + +

NOS3 rs1799983 GG+ T + +

NOS3 rs2070744 TT+ T + +

VEGFA rs2010963 CG+ G + -

Ski

Snow ski

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

DRD3 rs167771 GG+ A,T - -

DRD4 rs1800955 CC+ C,G + +

HIF1A rs11549465 CC+ T + +

PPARD rs2267668 AA+ A,C - -

Swimming

Swimming

Gene RSID Genotype Minor Allele Alteration Result

COMT rs4680 AG+ A + -

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T + +

STMN1 rs182455 CC- G,T - -

HIGH

HIGH

HIGH
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Combat

Combat Sports

Gene RSID Genotype Minor Allele Alteration Result

GABPB1 rs7181866 AA+ G - -

HTR1B rs11568817 GT- C + -

SLC6A2 rs2242446 TT+ T + +

SLC6A3 rs6347 AA- C - -

Long Distance Swimmers

Our results demonstrate that the T allele and the GT haplotype of the -786T / C and G894T
polymorphisms can be bene�cial to long-distance swimmers.

Gene RSID Genotype Minor Allele Alteration Result

COMT rs4680 AG+ A + -

IL-6 rs1800795 GG+ G - -

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T + +

Power Athletes

Nine genetic polymorphisms were identi�ed in the meta-analyses as having a signi�cant
association with the status of being a power athlete.

Gene RSID Genotype Minor Allele Alteration Result

ACE rs4363 GG+ A + +

ACTN3 rs1815739 CT+ T + -

AGT rs699 CT- G + -

IL-6 rs1800795 GG+ G + +

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T - -

HIGH

HIGH

HIGH
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Cycling

Cycling

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

COMT rs4680 AG+ A + -

HFE rs1799945 CC+ G - -

HTR1A rs6295 CC- G + +

RYR2 rs2819742 GG+ G,T - -

Improved Heart Rate with Training

Individuals with the AG and GG alleles of the rs2253206 polymorphism showed a 20% positive
change when they underwent a 20-week resistance training program.

Gene RSID Genotype Minor Allele Alteration Result

CREB1 rs2253206 GG+ G + +

Greater respiratory gains with exercise

After 8 weeks of training, individuals with the CG and GG genotype of the rs1800795 polymorph,
showed greater gains in their VO2max.

Gene RSID Genotype Minor Allele Alteration Result

IL-6 rs1800795 GG+ G + +

HIGH

MEDIUM-

HIGH

MEDIUM-

HIGH
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Football (Soccer)

The C allele in PPARA rs4253778 was associated with soccer and the G allele PPARA rs4253778 was
associated with elite endurance athlete status. Other polymorphisms were also found and are part
of this analysis. Currently, there is a strong association between the homozygous R allele of ACTN3
and strength/potency athletic phenotypes. In addition, there is also evidence that a higher
proportion of slow-twitch muscle �bers is related to the X allele genotype and elite resistance
status. In one survey, Brazilian soccer players with the RR genotype performed signi�cantly better
in short distance and jumping tests compared to athletes with the RX and XX genotypes.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

ACVR1B rs2854464 AA+ C,G + +

AGT rs699 CT- G + -

AMPD1 rs17602729 CC- A + +

ANKK1 rs1800497 CT- A + -

AR rs137852591 CC+ G - -

BDNF rs6265 AG- T + -

BDNF rs11030104 AG+ G + -

CABLES1 rs11082304 GT+ C,T + -

CACNA1C rs1006737 GG+ A - -

CD79B rs2070776 TT- G,T - -

CLOCK rs1801260 TT- G - -

COMT rs4680 AG+ A + -

DBH rs1611115 TT+ C + +

DNAH5 rs17278234 TT+ C - -

DRD2 rs1076560 AC+ A + -

DRD4 rs1800955 CC+ C,G + +

ESR1 rs2179922 GG+ G,T - -

FAAH rs324420 CC+ A - -

HIF1A rs11549465 CC+ T - -

HTR2A rs6314 CC- A - -

IHH rs142036701 CC- A + +

IL-6 rs1800795 GG+ G + +

INTERGENIC rs12199332 GG+ A - -

MAOA rs6323 GG+ T + +

MAOA rs909525 GG- T + +

MAOA rs1137070 TT+ C - -

MEDIUM-

HIGH
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MSTN rs1805086 AA- C + +

MTHFR rs1801131 CC- G + +

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T + +

NRG1 rs6994992 CT+ A,T + -

OXTR rs237885 TT+ G - -

PCSK6 rs7182874 TT+ C - -

PDSS2 rs13202332 GG+ T - -

PPARA rs4253778 GG+ C,T - -

SERPINA1 rs28929474 GG- T - -

SLC6A2 rs3785143 CC+ T - -

SLC6A3 rs27048 CT+ A,G,T + -

SLC6A3 rs27072 CT+ A,T + -

SLC6A3 rs2617605 AA- C - -

SNAP25 rs362584 AG+ A + -

TRIM4 rs17277546 GG+ A - -

ZNF285B rs644148 GT+ T + -

Wakeboard

Wakeboard

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

ACVR1B rs2854464 AA+ C,G + +

AGT rs699 CT- G + -

DRD3 rs167771 GG+ A,T - -

DRD4 rs1800955 CC+ C,G + +

HIF1A rs11549465 CC+ T - -

IL-6 rs1800795 GG+ G + +

MSTN rs1805086 AA- C - -

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T + +

PPARA rs4253778 GG+ C,T - -

MEDIUM-

HIGH
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Windsur�ng

Windsur�ng

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

ACVR1B rs2854464 AA+ C,G + +

AGT rs699 CT- G + -

BDNF rs6265 AG- T + -

DRD3 rs167771 GG+ A,T - -

DRD4 rs1800955 CC+ C,G + +

HIF1A rs11549465 CC+ T - -

IL-6 rs1800795 GG+ G + +

MSTN rs1805086 AA- C - -

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T + +

PPARA rs4253778 GG+ C,T - -

Runner with more Speed than Endurance

Orange or red result indicates having more speed than endurance. If shown in green, it indicates
greater resistance than speed.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

Race 5,000/10,000

Athletes with the best performance in 5,000 and 10,000 meter races

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

Dance

People who dance easily

Gene RSID Genotype Minor Allele Alteration Result

HTR2A rs6313 CT- A + -

MEDIUM-

HIGH

MEDIUM-

HIGH

MEDIUM-

HIGH

MEDIUM-

HIGH
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Risk Sports

People who perform better in high-risk sports.

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

MEDIUM-

HIGH
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Basketball

Best basketball performance

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

AGT rs699 CT- G + -

AMPD1 rs17602729 CC- A + +

AR rs137852591 CC+ G - -

CABLES1 rs11082304 GT+ C,T + -

CACNA1C rs1006737 GG+ A - -

CD79B rs2070776 TT- G,T - -

COMT rs4680 AG+ A + -

DNAH5 rs17278234 TT+ C - -

DRD2 rs1076560 AC+ A + -

ESR1 rs2179922 GG+ G,T - -

FAAH rs324420 CC+ A - -

HIF1A rs11549465 CC+ T + +

IHH rs142036701 CC- A + +

IL-6 rs1800795 GG+ G + +

INTERGENIC rs12199332 GG+ A - -

NOS3 rs1799983 GG+ T - -

NOS3 rs2070744 TT+ T + +

NRG1 rs6994992 CT+ A,T + -

PCSK6 rs7182874 TT+ C - -

PPARA rs4253778 GG+ C,T - -

SERPINA1 rs28929474 GG- T - -

SLC6A3 rs2617605 AA- C - -

TRIM4 rs17277546 GG+ A - -

VDR rs1544410 AG- C,T + -

ZNF285B rs644148 GT+ T + -

MEDIUM-

HIGH
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Volley

Volleyball

Gene RSID Genotype Minor Allele Alteration Result

ACE rs4341 GG+ C + +

ACTN3 rs1815739 CT+ T + -

ADRB1 rs1801253 CC+ C - -

ADRB2 rs1042713 GG+ A - -

ADRB2 rs1800888 CC+ T - -

ADRB3 rs4994 CT- G + -

AGTR2 rs35474657 CC- A - -

AGTR2 rs121917810 GG+ T - -

AMPD1 rs17602729 CC- A + +

ANKK1 rs1800497 CT- A + -

APOE rs11083750 CC+ A,G,T - -

AR rs137852591 CC+ G - -

BDNF rs6265 AG- T + -

BDNF rs11030104 AG+ G + -

CABLES1 rs11082304 GT+ C,T + -

CACNA1C rs1006737 GG+ A - -

CD79B rs2070776 TT- G,T - -

CDCA3 rs5443 CC+ T - -

CLOCK rs1801260 TT- G - -

CLSTN2 rs17411949 CC+ T - -

COL5A1 rs12722 CC+ T + +

CRP rs1205 CT+ T + -

DBH rs1611115 TT+ C - -

DNAH5 rs17278234 TT+ C - -

DRD2 rs1076560 AC+ A + -

DRD4 rs1800955 CC+ C,G + +

ESR1 rs2179922 GG+ G,T - -

GABPB1 rs7181866 AA+ G - -

GNB3 rs140263599 CC+ T - -

HFE rs1799945 CC+ G - -

HFE rs1800562 GG+ A - -

MEDIUM
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HFE rs1800730 AA+ T - -

HIF1A rs11549465 CC+ T - -

HIF1A rs11549467 GG+ A - -

HTR2A rs6314 CC- A - -

IHH rs142036701 CC- A + +

INTERGENIC rs12199332 GG+ A - -

KCNJ11 rs5219 TT+ T - -

MTHFR rs1801131 CC- G + +

NOS3 rs1799983 GG+ T - -

NRG1 rs6994992 CT+ A,T + -

PPARA rs1800206 CC+ G - -

PPARA rs4253778 GG+ C,T + +

PPARD rs2016520 AA- T - -

PPARD rs2267668 AA+ A,C + +

SERPINA1 rs28929474 GG- T - -

SLC2A4 rs121434581 GG+ A,C - -

SLC6A2 rs3785143 CC+ T - -

SLC6A3 rs27048 CT+ A,G,T + -

SLC6A3 rs27072 CT+ A,T + -

SLC6A3 rs2617605 AA- C - -

SOD2 rs4880 CT- G + -

SOD2 rs4516970 GG+ A - -

SPOCK1 rs17170899 CC+ T - -

TPK1 rs371271054 TT+ C - -

TRIM4 rs17277546 GG+ A - -

UCP2 rs660339 CC- T + +

VDR rs1544410 AG- C,T + -

VEGFA rs3024994 CC+ T - -

VEGFA rs3025039 CC+ T - -

VEGFR2 rs1870377 TT+ A - -

ZNF285B rs644148 GT+ T + -
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Skydiving

Best performance in skydiving

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

STMN1 rs182455 CC- G,T - -

Paragliding

Paragliding

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

STMN1 rs182455 CC- G,T - -

Weightlifting

Weightlifting

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

COMT rs4680 AG+ A + -

STMN1 rs182455 CC- G,T - -

Cross Country

Cross Country

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

COMT rs4680 AG+ A + -

STMN1 rs182455 CC- G,T - -

Baseball

Best performance in Baseball

Gene RSID Genotype Minor Allele Alteration Result

COMT rs4680 AG+ A + -

MEDIUM

MEDIUM

MEDIUM

MEDIUM

MEDIUM
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Football (American)

Best performance in Football (American Football)

Gene RSID Genotype Minor Allele Alteration Result

COMT rs4680 AG+ A + -

Climbing

Better climbing performance.

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T + -

MSTN rs1805086 AA- C - -

STMN1 rs182455 CC- G,T - -

MMA

MMA combat

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

GABPB1 rs7181866 AA+ G - -

HTR1B rs11568817 GT- C + -

NOS3 rs2070744 TT+ T - -

OPRM1 rs1799971 AG+ G + -

PPARGC1A rs8192678 GG- T - -

SLC6A2 rs2242446 TT+ T - -

SLC6A3 rs6347 AA- C - -

Greater Bene�t of Aerobic Exercise for Vascular
Function

Genetics are associated with greater bene�ts of aerobic exercise for improving vascular function.
Results in orange or red indicate greater bene�t from aerobic exercise. But always talk to your
doctor �rst.

Gene RSID Genotype Minor Allele Alteration Result

EDN1 rs5370 GT+ T + -

MEDIUM

MEDIUM

MEDIUM

MEDIUM
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Triathlon

Triathlon

Gene RSID Genotype Minor Allele Alteration Result

COMT rs4680 AG+ A + -

STMN1 rs182455 CC- G,T - -

Runner with more endurance than speed

Result in orange or red indicates having greater endurance than speed in sports. If shown in green
indicates less resistance and greater speed.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

100/200/400m race

Best performance in 100, 200 and 400 meter races

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

Hockey

Hockey

Gene RSID Genotype Minor Allele Alteration Result

PPARA rs4253778 GG+ C,T - -

Mountain Bike

Mountain Bike

Gene RSID Genotype Minor Allele Alteration Result

STMN1 rs182455 CC- G,T - -

MEDIUM

NORMAL

NORMAL

NORMAL

NORMAL
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Judo

Judo, smooth path, or path of softness, is a Japanese martial art, practiced as a combat sport and
founded by Jigoro Kano in 1882. Its main goals are to strengthen the physique, mind and spirit in
an integrated way, in addition to developing self-defense techniques.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T + -

MSTN rs1805086 AA- C - -

Trend to Exercise During Leisure

The individual with this mutation is more likely to exercise during leisure time. They are usually
practitioners of exercise and sports.

Gene RSID Genotype Minor Allele Alteration Result

MC4R rs17782313 CT+ C + -

Elbow �exion contracture

Limitation of elbow movements due to contracture of the anterior joint capsule.

Knee �exion contracture

Limitation of knee movement.

Tendon strength

Strength in the tendon, formed by connective tissue, thanks to which the muscles are inserted
into the Skeletal System (bones) or other organs

Running Performance

Best running performance

Ironman

Ironman

NORMAL

LOW

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED
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Rowing

Rowing

Worst Motor Speed After Injury

Athletes with the C / C allele in the rs74174284 polymorphism showed worse motor speed after
injury.

Muscle Damage in Low Hill Diets

Individuals who can develop muscle damage when fed a low-choline diet. Research indicates
several polymorphisms of the SLC44A1 gene associated with muscle damage related to low
choline.

Lung Capacity

The total volume of air that �ts in the respiratory system is the total lung capacity and corresponds,
in an adult, to divided or less 6.5 liters and in a child about 2 liters.

Cricket

Cricket is a bat-and-ball game played between two teams of eleven players each on a �eld at the
centre of which is a 22-yard pitch with a wicket at each end, each comprising two bails balanced on
three stumps.

Urinary system

Progression to renal failure in IgA nephropathy

IgA nephropathy (IgA) is considered one of the most frequent forms of primary glomerulopathy in
adults, with wide variations in its geographic distribution. It is de�ned histologically by
immuno�uorescence microscopy, which shows the dominant or co-dominant presence of
immunoglobulin A deposits in the glomerular mesangium. The most frequent form of clinical
presentation is macroscopic hematuria after episodes of infection, although it may present with
asymptomatic hematuria and proteinuria, and less frequently with arterial hypertension, nephrotic
syndrome and renal failure. The clinical course is extremely variable, being mostly benign,
although end-stage renal failure can develop slowly in 20 to 30% in 10 to 20 years.

Gene RSID Genotype Minor Allele Alteration Result

AGT rs699 CT- G + -

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

MEDIUM-

HIGH
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Renal dysplasia

Dysplasia is the abnormal development of bodily organs or tissues. Renal dysplasia is a structural
disorganization of the renal parenchyma during embryogenesis. While in the uterus, problems can
occur during kidney formation, resulting in a multicystic dysplastic kidney (renal dysplasia).

Gene RSID Genotype Minor Allele Alteration Result

ACE rs4309 CC+ T - -

ACE rs4362 TT+ C - -

AGT rs699 CT- G + -

AGT rs4762 CC- A - -

AGTR1 rs5186 AA+ C - -

Vision (Ophthalmology)

Retinitis Pigmentosa

An eye disease in which the back wall of the eye (retina) is damaged.

Gene RSID Genotype Minor Allele Alteration Result

ABCA4 rs1762111 TT- G - -

BEST1 rs1109748 AA+ A + +

RP1 rs446227 GG+ A - -

SLC7A14 rs2276717 GG- T - -

Retinal detachment

An emergency that occurs when part of the eye (retina) detaches from the supporting tissue.

Gene RSID Genotype Minor Allele Alteration Result

COL2A1 rs121912893 CC- A,T - -

LDB2 rs955943 GG- T - -

Stargardt's Disease

It is the most common form of congenital juvenile macular degeneration. The progressive loss of
vision associated with Stargardt disease is caused by the death of photoreceptor cells in the central
portion of the retina called the macula (or macula lutea).

Gene RSID Genotype Minor Allele Alteration Result

ABCA4 rs1762111 TT- G - -

ELOVL4 rs3812153 AA- C - -

MEDIUM

MEDIUM

NORMAL

NORMAL
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Corneal Keratometry

Corneal surface curvature, determining the degree of curvature of the center of the cornea.

Fuchs Dystrophy

Fuchs' dystrophy, also known as Fuchs' endothelial dystrophy, is a slowly progressive corneal
disease that usually a�ects both eyes and is slightly more common in women.

Glaucoma (open angle)

Open Angle Glaucoma is a type of glaucoma whose main cause is increased intraocular pressure.

Hyperopia

Hyperopia, di�culty in seeing up close, occurs when the image forms behind the retina.

Early hyperopia

Vision problem where nearby objects are blurry.

Ocular Hypertension - without cupping the optic nerve

Ocular hypertension is an intraocular pressure greater than normal in the absence of optic nerve
damage or visual �eld loss.

Diabetic retinopathy

Diabetic retinopathy (DR) is a disease that a�ects the small vessels of the retina, the region of the
eye responsible for forming the images sent to the brain.

Vitamins

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED

UNDEFINED
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Vitamin B2

This vitamin can be found in foods such as whole grains, milk, yogurt, soy, egg and wheat germ,
and its de�ciency can cause various symptoms in the body.

Gene RSID Genotype Minor Allele Alteration Result

ETFDH rs121964954 GG+ A - -

FMO3 rs909530 CC+ T - -

FMO3 rs1736557 AG+ A + -

FMO3 rs2266780 AA+ G - -

FMO3 rs2266782 AG+ A + -

FMO3 rs61753344 GG+ T - -

MTHFR rs1476413 AA- G,T + +

MTHFR rs1801133 CC- A - -

SLC52A2 rs375088539 CC+ T - -

SLC52A2 rs782345472 CC+ T - -

MEDIUM-

HIGH
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Vitamin B6

Pyridoxine promotes cell respiration and helps in protein metabolism, in addition to helping to
reduce �uid retention. Indication in orange or red indicates greater need.

Gene RSID Genotype Minor Allele Alteration Result

ABCA1 rs1883025 GG- T - -

ABCB1 rs2032583 TT- G + +

ABCB1 rs2235015 GG- A,T + +

ABCB1 rs2235040 GG- A,G,T + +

ABCB1 rs2235067 GG- T + +

ABCB1 rs3213619 CT- G + -

ABCB1 rs4148739 AA- C + +

ABCB1 rs10248420 AA+ G,T + +

ABCB1 rs11983225 TT+ C + +

ADA rs73598374 GG- A,G,T - -

ADORA2A rs5751876 TT+ C + +

ALPL rs1256335 TT- G - -

ALPL rs1697421 GG- T - -

ARMS2 rs10490924 GG+ T - -

BDNF rs6265 AG- T + -

C2 rs547154 AC- T + -

C2 rs9332739 GG+ A,C - -

C3 rs2230199 CC- C,T - -

CBS rs2851391 CC+ C - -

CBS rs5742905 TT- G - -

CBS rs28934891 GG- T - -

CBS rs121964972 CC- A - -

CETP rs5880 GG+ C - -

CETP rs5882 AG+ A + -

CETP rs708272 CT- A + -

CETP rs1864163 GG+ A - -

CETP rs2303790 AA+ G - -

CFB rs4151667 TT+ A - -

CFH rs800292 CC- A + +

CFH rs1061147 AC+ C + -

MEDIUM-

HIGH
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CFH rs1061170 CT+ T + -

CFH rs1065489 GG+ T - -

CHRM2 rs324650 TT+ A - -

CHRM2 rs1824024 TT- A - -

CLOCK rs1801260 TT- G - -

CRYBB3 rs74315490 GG+ - -

CX3CR1 rs3732378 GG+ A - -

CX3CR1 rs3732379 CC+ T - -

EPHA2 rs3754334 CC- A - -

EPHA2 rs116506614 CC+ - -

FKBP5 rs1360780 CC+ A,C - -

GAD1 rs701492 CC+ T - -

GAD1 rs2241165 AG- T + -

GPHN rs104894470 CC+ T - -

GRIA3 rs687577 CC+ C + +

HTR2A rs6314 CC- A + +

HTR2A rs1328674 GG- C,G - -

HTR2C rs3813929 CC+ G,T - -

HTRA1 rs11200638 GG+ A - -

IL-1B rs16944 AG+ G + -

INTERGENIC rs493258 AG- C + -

INTERGENIC rs1545843 AG+ A + -

INTERGENIC rs10468017 CT+ T + -

INTERGENIC rs12678919 AA+ G - -

KIAA0319 rs761100 GG- C - -

KIAA0319 rs4504469 CC+ G,T - -

MAOA rs909525 GG- T + +

MTHFR rs1476413 AA- G,T + +

MTHFR rs1801131 CC- G + +

MTHFR rs1801133 CC- A - -

MTRR rs1801394 AG+ G + -

NBPF3 rs4654748 CC+ T + +

OXTR rs237899 AG+ A,C + -

OXTR rs2254298 GG+ A - -

PITX2 rs6533526 GG+ A - -
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REST rs1713985 AA- T - -

REST rs2227902 GG+ T - -

SERPINF1 rs1136287 CT+ T + -

SKIV2L rs2734331 TT- G - -

TDP2 rs2143340 CT- G,T + -

TLR3 rs3775291 GG- G,T + +

VEGFA rs3025039 CC+ T - -
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Vitamin B9 (Folic Acid)

Folic acid, folacin, pteroyl-L-glutamic acid or Vitamin B9, is a water-soluble vitamin belonging to the
B complex for the formation of structural proteins and hemoglobin. Folic acid is e�ective in treating
certain anemias; It is one of the essential components for a healthy pregnancy; Reduces risk of
Alzheimer's disease; It can help prevent heart disease and stroke; It can help prevent anencephaly
of fetuses in pregnancy; Helps control hypertension; Hair and Nail Loss; Improves blood insulin
levels; Reduces hearing loss in the elderly.

Gene RSID Genotype Minor Allele Alteration Result

ABCB1 rs2032583 TT- G + +

ABCB1 rs2235015 GG- A,T + +

ABCB1 rs2235040 GG- A,G,T + +

ABCB1 rs2235067 GG- T + +

ABCB1 rs3213619 CT- G + -

ABCB1 rs4148739 AA- C + +

ABCB1 rs10248420 AA+ G,T + +

ABCB1 rs11983225 TT+ C + +

ADA rs73598374 GG- A,G,T - -

ADORA2A rs5751876 TT+ C + +

BDNF rs6265 AG- T + -

BTNL2 rs2076530 AA- C + +

CBS rs234706 GG+ A - -

CBS rs28934891 GG- T - -

CHRM2 rs324650 TT+ A - -

CHRM2 rs1824024 TT- A - -

CLOCK rs1801260 TT- G - -

CTLA4 rs231775 AA+ G - -

CYP24A1 rs2296241 GG+ A - -

DPYD rs1801266 CC- A - -

DPYD rs1801267 GG- T - -

DPYD rs1801268 GG- A - -

FKBP5 rs1360780 CC+ A,C - -

FOLR3 rs7925545 AA+ G - -

GPHN rs104894470 CC+ T - -

HLA-DRA rs3135391 CC- A - -

HLA-DRB1 rs660895 AA+ G - -

HTR2A rs6314 CC- A + +

MEDIUM
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HTR2A rs1328674 GG- C,G - -

HTR2C rs3813929 CC+ G,T - -

IL-1B rs16944 AG+ G + -

INTERGENIC rs1417210 TT- A,C - -

INTERGENIC rs1545843 AG+ A + -

LPP rs1152846 AG- C + -

MAOA rs909525 GG- T + +

MGMT rs2308327 AA+ G - -

MTHFD1 rs1076991 AA- C,G - -

MTHFD1 rs2236225 CT- A + -

MTHFR rs1476413 AA- G,T + +

MTHFR rs1801131 CC- G + +

MTHFR rs1801133 CC- A - -

MTR rs1805087 AA+ G - -

MTRR rs1801394 AG+ G + -

MYT1L rs869320675 GG- T - -

NGF rs6330 CC- A - -

OXTR rs237899 AG+ A,C + -

OXTR rs2254298 GG+ A - -

RGS2 rs4606 CC+ G + +

RPGRIP1L rs61747071 CC+ T - -

RPGRIP1L rs121918197 AA- A,G - -

STAT4 rs10181656 CC+ C - -

TCN2 rs1801198 GG+ A,C - -

TICAM1 rs2292151 CC- A - -

TPH2 rs4570625 GG+ G + +

Weight
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Fat burning through cycling

Cycling habitually, especially at a high intensity, helps lower body fat levels, which promotes
healthy weight management. Plus, you'll increase your metabolism and build muscle, which allows
you to burn more calories, even while at rest.

Gene RSID Genotype Minor Allele Alteration Result

COLEC12 rs644435 GG+ G + +

INTERGENIC rs2727405 TT- A + +

RASEF rs10867921 GG+ A - -

Fat Oxidation

Fat oxidation refers to the process of breaking down fatty acids. The mode of exercise can also
a�ect fat oxidation, with fat oxidation being higher during running than cycling. Endurance
training induces a multitude of adaptations that result in increased fat oxidation. Oxidation of fatty
acids occurs in multiple regions of the cell within the human body; the mitochondria, in which only
Beta-oxidation occurs; the peroxisome, where alpha- and beta-oxidation occur; and omega-
oxidation, which occurs in the endoplasmic reticulum.

Gene RSID Genotype Minor Allele Alteration Result

INTERGENIC rs1887867 CC+ C + +

KCNB1 rs6063399 AG+ A + -

SMYD3 rs11800820 CC+ A,T - -

UMAD1 rs12702661 AG+ A + -

Slimness

Genetic susceptibility to being a thinner person.

Gene RSID Genotype Minor Allele Alteration Result

AHSG rs4917 CC+ C + +

Fibers and slimming

Results indicate greater bene�t in increasing �ber intake and achieving weight loss. Results in red
is bene�cial.

Gene RSID Genotype Minor Allele Alteration Result

FTO rs9930506 AG+ G + -

FTO rs121918214 GG+ A - -

TCF7L2 rs7903146 CT+ G,T + -

HIGH

HIGH

MEDIUM-

HIGH

MEDIUM-

HIGH
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Intake of saturated fat and increased body fat

Indications in orange or red indicate a greater tendency for a diet rich in saturated fats to generate
a greater accumulation of body fat.

Gene RSID Genotype Minor Allele Alteration Result

ANKK1 rs1800497 CT- A + -

APOA2 rs5082 CT- A + -

APOA5 rs662799 AA+ T - -

APOA5 rs3135506 GG+ C + +

ARMC4 rs587777047 AA+ C - -

ARMC4 rs587777049 GG+ T - -

BDNF rs6265 AG- T + -

BICC1 rs11006263 AA+ G - -

CCDC77 rs1048466 GG+ A,C + +

CD46 rs35366573 CC+ T - -

CDCA3 rs5443 CC+ T - -

CEBPB-AS1 rs4253449 GG+ A - -

CYP2E1 rs2031920 CC+ T - -

CYP2E1 rs2070672 AA+ G - -

DOCK8 rs192864327 GG+ C,T - -

FABP2 rs1799883 GG- A,C,G - -

FAM71F1 rs6971091 GG+ A - -

FTO rs1121980 CT- A,C + -

FTO rs1421085 CT+ C + -

FTO rs9939609 AT+ A + -

FTO rs121918214 GG+ A - -

GPC5 rs2352028 CC+ G,T - -

IL-1B rs1143634 CC- A - -

INSIG2 rs7566605 CC+ C + +

KIF6 rs9380880 GG+ A - -

LEPR rs1137101 AG+ G + -

LIPC rs261332 AG+ G + -

LIPC rs1800588 CT+ T + -

LPP rs1152846 AG- C + -

LRP1 rs1799986 CC+ T - -

MEDIUM-

HIGH
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MC4R rs10871777 AG+ G + -

PCDH9 rs17081231 AA+ G - -

PCSK1 rs6232 AG- C + -

PFKP rs6602024 AG+ A + -

PPARG rs1801282 GG+ C + +

PPARG rs3856806 TT+ T + +

PTPRD rs1975197 TT- A + +

RYR2 rs1057517873 AA+ G - -

SLC29A3 rs121912583 GG+ A - -

STAT3 rs2293152 CG- C + -

STAT3 rs8069645 AG+ G + -

TCF4 rs613872 TT+ T - -

TCF4 rs9960767 AC+ C,G + -

TCF7L2 rs4506565 AT+ G,T + -

TMEM18 rs6548238 CC+ C - -

TNF rs361525 GG+ A - -

TRAPPC9 rs267607137 CC- A - -

UGT2B7 rs12233719 GG+ A,C,T - -

UNC13A rs12608932 CC+ C + +

WDR11-AS1 rs4783244 GT+ T + -
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Trend of Monounsaturated Fat Intake and Weight Gain

Usually associated with genetic problems. Indication in orange or red indicate greater trend.

Gene RSID Genotype Minor Allele Alteration Result

ADIPOQ rs17300539 AG+ A + -

ANKK1 rs1800497 CT- A + -

ARMC4 rs587777047 AA+ C - -

ARMC4 rs587777049 GG+ T - -

BICC1 rs11006263 AA+ G - -

CCDC77 rs1048466 GG+ A,C + +

CD46 rs35366573 CC+ T - -

CDCA3 rs5443 CC+ T - -

CEBPB-AS1 rs4253449 GG+ A - -

CYP2E1 rs2031920 CC+ T - -

CYP2E1 rs2070672 AA+ G - -

CYP2E1 rs72559710 GG+ A,C,T - -

DOCK8 rs192864327 GG+ C,T - -

FAM71F1 rs6971091 GG+ A - -

FTO rs1121980 CT- A,C + -

FTO rs1421085 CT+ C + -

FTO rs9939609 AT+ A + -

FTO rs17817449 GT+ A,G + -

FTO rs121918214 GG+ A - -

GPC5 rs2352028 CC+ G,T - -

IL-1B rs1143634 CC- A - -

INSIG2 rs7566605 CC+ C + +

KIF6 rs9380880 GG+ A - -

LEPR rs1137101 AG+ G + -

LIPC rs261332 AG+ G + -

LIPC rs1800588 CT+ T + -

LPP rs1152846 AG- C + -

MC4R rs10871777 AG+ G + -

NAT2 rs1208 AA+ G - -

NAT2 rs1041983 TT+ T + +

NAT2 rs1799929 CC+ T - -

MEDIUM-

HIGH
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NAT2 rs1801279 GG+ A - -

NAT2 rs1801280 TT+ C - -

NAT2 rs1805158 CC+ A,T - -

NR1D1 rs2314339 CC+ T + +

PCDH9 rs17081231 AA+ G - -

PCSK1 rs6232 AG- C + -

PPARG rs1801282 GG+ C + +

PPARG rs3856806 TT+ T + +

PTPRD rs1975197 TT- A + +

RYR2 rs1057517873 AA+ G - -

SLC22A2 rs316019 GG- C - -

SLC22A2 rs8177507 GG- G,T - -

SLC22A2 rs8177516 CC- A,T - -

SLC22A2 rs8177517 AA- C,G - -

SLC29A3 rs121912583 GG+ A - -

TCF4 rs613872 TT+ T - -

TCF4 rs9960767 AC+ C,G + -

TMEM18 rs6548238 CC+ C - -

TNF rs361525 GG+ A - -

TRAPPC9 rs267607137 CC- A - -

UGT2B7 rs12233719 GG+ A,C,T - -

UNC13A rs12608932 CC+ C + +

WDR11-AS1 rs4783244 GT+ T + -

Weight Management

It is about the care that is taken to be at the proper weight, for example, the di�culty in losing
weight. Larger values on the right indicate greater di�culty in maintaining a healthy body weight.

Gene RSID Genotype Minor Allele Alteration Result

ADRB2 rs1042713 GG+ A + +

FABP2 rs1799883 GG- A,C,G - -

MEDIUM
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Waist Measure

Extremely important measure to check the risk that a person has of su�ering from cardiovascular
disease and stroke. Result in orange or red indicates a tendency to a larger waist measurement.

Gene RSID Genotype Minor Allele Alteration Result

ADIPOQ rs266729 CC+ A,G,T + +

APOE rs7412 CC+ T - -

C5ORF67 rs6867983 CC+ T - -

ESR1 rs851982 CT+ C + -

FTO rs1558902 AT+ A + -

FTO rs9939609 AT+ A + -

FTO rs17817449 GT+ A,G + -

GCKR rs1260326 CT+ C + -

HMGCR rs17238484 GG+ T - -

IL-1A rs1800587 CC- A,C - -

IL-1B rs1143634 CC- A - -

INTERGENIC rs489693 AC+ A,T + -

INTERGENIC rs535043 CT- A + -

INTERGENIC rs539901 GT+ G + -

INTERGENIC rs2083637 TT- G - -

INTERGENIC rs2286983 CT- A + -

MC4R rs12970134 AG+ A + -

OVCH2 rs7932813 AA+ G - -

PCSK1 rs6232 AG- C + -

PLIN1 rs894160 AG- T + -

PPM1L rs9290065 TT+ T - -

SH2B1 rs7498665 AA+ G,T - -

SLC6A2 rs36017 GG- A,C + +

TXN rs2301241 CC- C + +

UCP2 rs659366 CC+ T - -

UCP2 rs660339 CC- T - -

UCP3 rs1800849 CT- A,T + -

MEDIUM
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Bene�t of Physical Exercise for Weight Loss

Physical activity helps anyone to lose weight and maintain body weight more easily, but for
individuals with more right results, this bene�t is even greater.

Gene RSID Genotype Minor Allele Alteration Result

ADRB2 rs1042713 GG+ A - -

FTO rs8050136 AC+ A + -

FTO rs9939609 AT+ A + -

IL-6 rs1800795 GG+ G - -

Decrease in body mass after training

Polymorphisms rs2267668 / rs2016520 / rs1053049 (G / C / T haplotypes) exhibited less post-
training body mass decrease, suggesting that these speci�c G / C / T haplotypes are unfavorable for
achieving the desired training-induced body mass changes (exercise ). Result in red or orange
indicates worse decrease in body mass after exercise.

Gene RSID Genotype Minor Allele Alteration Result

PPARD rs2016520 AA- T - -

PPARD rs2267668 AA+ A,C - -

Body fat

The ideal amount of body fat in men can vary between 16 and 20% and in women between 20 and
24%, but these values usually increase with age and, in most cases, it is higher in women.

Gene RSID Genotype Minor Allele Alteration Result

IL-1RN rs419598 TT+ C - -

IL-1RN rs4252041 CC+ T - -

Weight gain with exercise

Easier to gain muscle mass with exercises.

MEDIUM
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CHADL: Viveka Tillgren, James C. S. Ho, Patrik Önnerfjord, Sebastian KalamajskiJ Biol Chem. 2015 Jan 9; 290(2): 918–925. Published

online 2014 Dec 1. doi: 10.1074/jbc.M114.593541PMCID: PMC4294519Yifan Liu, Yunjie Tu, Ming Zhang, Gaige Ji, Kun Wang, Yanju

Shan, Xiaojun Ju, Di Zhang, Jingting Shu, Jianmin ZouSci Rep. 2018; 8: 2015. Published online 2018 Jan 31. doi: 10.1038/s41598-018-
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journal of human genetics : EJHG 2010 3 21 39 Di�erential association of circadian genes with mood disorders: CRY1 and NPAS2

are associated with unipolar major depression and CLOCK and VIP with bipolar disorder. (PMID: 20072116) Soria V … Urretavizcaya

M Neuropsychopharmacology : o�cial publication of the American College of Neuropsychopharmacology 2010 3 21 39 CLOCK

gene is implicated in weight reduction in obese patients participating in a dietary programme based on the Mediterranean diet.

(PMID: 20065968) Garaulet M … Ordovas JM International journal of obesity (2005) 2010 3 21 39 Testing the circadian gene

hypothesis in prostate cancer: a population-based case-control study. (PMID: 19934327) Zhu Y … Stanford JL Cancer research 2009

Dual proteome-scale networks reveal cell-speci�c remodeling of the human interactome. (PMID: 33961781) Huttlin EL … Gygi SP
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(PMID: 33100205) Ma J … Qin S Current neuropharmacology 2021 3 The roles of borderline personality disorder symptoms and

dispositional capability for suicide in suicidal ideation and suicide attempts: Examination of the COMT Val158Met polymorphism.

(PMID: 34051678) Tull MT … Gratz KL Psychiatry research 2021 3 Catechol-O-Methyltransferase Genotype, Frailty, and Gait Speed in
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parenting style: DRD2 and COMT in�uence creativity. (PMID: 32119983) Si S … Zhang J NeuroImage 2020 3 Genetic Biomarkers of

Panic Disorder: A Systematic Review. (PMID: 33158196) Tretiakov A … Klimov E Genes 2020 3 Association of COMT Gene
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FSIP1: Meisi Yan, Jinsong Wang, Yanlv Ren, Lin Li, Weidan He, Ying Zhang, Tong Liu, Zhigao LiCell Death Dis. 2019 Mar; 10(3): 204.

Published online 2019 Feb 27. doi: 10.1038/s41419-018-1248-8PMCID: PMC6393503 Tong Liu, Hao Zhang, Li Sun, Danyu Zhao, Peng
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FTL: L-Ferritin: One Gene, Five Diseases; from Hereditary Hyperferritinemia to Hypoferritinemia-Report of New Cases Beatriz

Cadenas,1,2,3 Josep Fita-Torró,4 Mar Bermúdez-Cortés,5 Inés Hernandez-Rodriguez,6 José Luis Fuster,5 María Esther Llinares,5 Ana
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Patients Undergoing Bariatric Surgery?-Preliminary, Exploratory Study. (PMID: 32872099) Komorniak N … Stachowska E Nutrients

2020

FYCO1: Da Ros M, Lehtiniemi T, Olotu O, et al. FYCO1 and autophagy control the integrity of the haploid male germ cell-speci�c
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pleuropneumoniae serovar 5b strain L20, provided immunoprotection against serovar 1 strain MS71. Ho PL, ed. PLoS ONE.

2018;13(6):e
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PMC4347993 Katja Zschiebsch, Caroline Fischer, Annett Wilken-Schmitz, Gerd Geisslinger, Keith Channon, Katrin Watschinger,

Irmgard TegederJ Cell Mol Med. 2019 Feb; 23(2): 985–1000. Published online 2018 Nov 18.
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KLF7: Wen-Yuan Li, Ying Wang, Feng-Guo Zhai, Ping Sun, Yong-Xia Cheng, Ling-Xiao Deng, Zhen-Yu WangNeural Plast. 2017; 2017:
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Parenchyma following In�uenza Virus Infection. Stem Cell Reports. 2016;7(5):817-825. doi:10.1016/j.stemcr.2016.09.010.
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LBX1: Chettier R, Nelson L, Ogilvie JW, Albertsen HM, Ward K. Haplotypes at LBX1Have Distinct Inheritance Patterns with Opposite

E�ects in Adolescent Idiopathic Scoliosis. Fang S, ed. PLoS ONE. 2015;10(2):e0117708. doi:10.1371/journal.pone.0117708.
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localises with TLR4 and regulates macrophage in�ammatory gene expression in response to LPS. (PMID: 32587324) Abate W …

Jackson SK Scienti�c reports 2020 Enzymatic activity of the human 1-acylglycerol-3-phosphate-O-acyltransferase isoform 11:

upregulated in breast and cervical cancers. (PMID: 20363836) Agarwal AK … Garg A Journal of lipid research 2010 2 3 4 A single

enzyme catalyzes both platelet-activating factor production and membrane biogenesis of in�ammatory cells. Cloning and
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Alzheimer's disease susceptibility variants in the MS4A6A gene are associated with altered levels of MS4A6A expression in blood.

Proitsi P1, Lee SH, Lunnon K, Keohane A, Powell J, Troakes C, Al-Sarraj S, Furney S, Soininen H, Kloszewska I, Mecocci P, Tsolaki M,

Vellas B, Loves

MSH2: Houlleberghs H, Dekker M, Lantermans H, et al. Oligonucleotide-directed mutagenesis screen to identify pathogenic Lynch
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: an o�cial journal of the Polish Physiological Society 2019



Sample

M 15/05/2025

Sample

 

MT-ND4: Genetic and biochemical impairment of mitochondrial complex I activity in a family with Leber hereditary optic

neuropathy and hereditary spastic dystonia. (PMID: 8644732) De Vries DD … van Oost BA American journal of human genetics
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adolescent idiopathic scoliosis. (PMID: 12973153) Morcuende JA . She�eld V Spine 2003 3 23 43 56 Alleic variants of human

melatonin 1a receptor: function and prevalence in subjects with circadian rhythm sleep disorders. (PMID: 10471411) Ebisawa T .
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NBPF3: Lecat S, Matthes HWD, Pepperkok R, Simpson JC, Galzi J-L. A Fluorescent Live Imaging Screening Assay Based on
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. Molecular & Cellular P
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PCCB: Darvish-Damavandi M, Ho HK, Kang TS. Towards the development of an enzyme replacement therapy for the metabolic

disorder propionic acidemia. Molecular Genetics and Metabolism Reports. 2016;8:51-60. doi:10.1016/j.ymgmr.2016.06.009.
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expression of MMP7 and PCK1 in biliary atresia. (PMID: 31342296) Ramachandran P … Mahalingam S Molecular biology reports

2019 3 Relationships of SLC2A4, RBP4, PCK1, and PI3K Gene Polymorphisms with Gestational Diabetes Mellitus in a Chinese
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(PMID: 10373451) Fujishige K … Omori K The Journal of biological chemistry 1999 2 3 4 24 Biallelic Mutations in PDE10A Lead to

Loss of Striatal PDE10A and a Hyperkinetic Movement Disorder with Onset in Infancy. (PMID: 27058446) Diggle CP … Brandon NJ
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Striatal Lesions. (PMID: 27058447) Mencacci NE … Bhatia KP American journal of human genetics 2016 3 4 70 The human

phosphodiesterase PDE10A gene genomic organization and evolutionary relatedness with other PDEs containing GAF domains.
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PDE4B: Suhasini AN, Wang L, Holder KN, et al. A phosphodiesterase 4B-dependent interplay between tumor cells and the
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PLAU: Hayward CPM, Liang M, Tasneem S, et al. The duplication mutation of Quebec platelet disorder dysregulates PLAU, but

not C10orf55, selectively increasing production of normal PLAU transcripts by megakaryocytes but not granulocytes. Schulz C,
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vitro. (PMID: 9205841) Nagase T . Ohara O DNA research : an international journal for rapid publication of reports on genes and

genome
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PLIN1: Isolation and chromosomal mapping of the human homolog of perilipin (PLIN), a rat adipose tissue-speci�c gene, by

di�erential display method. (PMID: 9521880) Nishiu J … Nakamura Y Genomics 1998 2 3 4 21 Perilipin de�ciency and autosomal

dominant partial lipodystrophy. (PMID: 21345103) Gandotra S … Vigouroux C The New England journal of medicine 2011 3 4 70

Adoption of PERILIPIN as a unifying nomenclature for the mammalian PAT-family of intracellular lipid storage droplet proteins.

(PMID: 19638644) Kimmel AR … Londos C Journal of lipid research 2010 2 3 21 High prevalence of mutations in perilipin 1 in

patients with precocious acute coronary syndrome. (PMID: 31877397) Bonello-Palot N … Bonello L Atherosclerosis 2020 Perilipin

overexpression in mice protects against diet-induced obesity. (PMID: 19797618) Miyoshi H … Greenberg AS Journal of lipid

research 2010 3 21 Association of lifestyle factors, polymorphisms in adiponectin, perilipin and hormone sensitive lipase, and

clinical markers in Japanese males. (PMID: 20495294) Sone Y … Otsuka Y Journal of nutritional science and vitaminology 2010

PLN: Vidhya Sivakumaran, Brian A. Stanley, Carlo G. Tocchetti, Je� D. Ballin, Viviane Caceres, Lufang Zhou, Gizem Keceli, Peter P.

Rainer, Dong I. Lee, Sabine Huke, Mark T. Ziolo, Evangelia G. Kranias, John P. Toscano, Gerald M. Wilson, Brian O'Rourke, David A.

Kass, James E. Mahaney, Nazareno PaolocciAntioxid Redox Signal. 2013 Oct 10; 19(11): 1185–1197. doi:

10.1089/ars.2012.5057PMCID: PMC3785857Guan-Sheng Liu, Ana Morales, Elizabeth Va�adaki, Chi Keung Lam, Wen-Feng Cai, Kobra

Haghighi, Geo

PLPP3: Silvia Aldi, Ljubica Perisic Matic, Gregory Hamm, Daniëlle van Keulen, Dennie Tempel, Kim Holmstrøm, Agnieszka Szwajda,

Boye Schnack Nielsen, Valur Emilsson, Rima Ait-Belkacem, Mariette Lengquist, Gabrielle Paulsson-Berne, Per Eriksson, Jan H.N.

Lindeman, Alain J. Gool, Jonathan Stauber, Ulf Hedin, Eva Hurt-Camejo Mol Ther Methods Clin Dev. 2018 Sep 21; 10: 17–28.

Published online 2018 Jun 27. doi: 10.1016/j.omtm.2018.05.003PMCID: PMC6039967 Marco Busnelli, Stefano Manzini, Mika Hilvo.

PMS2: Sugano K, Nakajima T, Sekine S, et al. Germline PMS2 mutation screened by mismatch repair protein

immunohistochemistry of colorectal cancer in Japan. Cancer Science. 2016;107(11):1677-1686. doi:10.1111/cas.13073.

PNMT: Lee SE, Oh E, Lee B, et al. Phenylethanolamine N-methyltransferase downregulation is associated with malignant

pheochromocytoma/paraganglioma. Oncotarget. 2016;7(17):24141-24153. doi:10.18632/oncotarget.8234.

POC5: Shunmoogum A. Patten, Patricia Margaritte-Jeannin, Jean-Claude Bernard, Eudeline Alix, Audrey Labalme, Alicia Besson,

Simon L. Girard, Khaled Fendri, Nicolas Fraisse, Bernard Biot, Coline Poizat, Amandine Campan-Fournier, Kariman Abelin-Genevois,

Vincent Cunin, Charlotte Zaouter, Meijiang Liao, Raphaelle Lamy, Gaetan Lesca, Rita Menassa, Charles Marcaillou, Melanie Letexier,

Damien Sanlaville, Jerome Berard, Guy A. Rouleau, Françoise Clerget-Darpoux, Pierre Drapeau, Florina Moldovan.

POLN: Takata K, Reh S, Yousefzadeh MJ, et al. Analysis of DNA polymerase ? function in meiotic recombination, immunoglobulin

class-switching, and DNA damage tolerance. Cohen PE, ed. PLoS Genetics. 2017;13(6):e1006818. doi:10.1371/journal.pgen.1006818.

POMC: Chitoku Toda, Anna Santoro, Jung Dae Kim, Sabrina DianoAnnu Rev Physiol. Author manuscript; available in PMC 2017 Nov

3.Published in �nal edited form as: Annu Rev Physiol. 2017 Feb 10; 79: 209–236. doi: 10.1146/annurev-physiol-022516-034110PMCID:

PMC5669621Anna Santoro, Michela Campolo, Chen Liu, Hiromi Sesaki, Rosaria Meli, Zhong-Wu Liu, Jung Dae Kim, Sabrina

DianoCell Metab. Author manuscript; available in PMC 2018 Mar 7.Published in �nal edited form as: Cell Metab. 2017 Mar 7; 25(3): 6

POMGNT1: Congenital muscular dystrophies with defective glycosylation of dystroglycan: a population study. (PMID: 19299310)

Mercuri E . Bertini E Neurology 2009 3 4 23 45 58 Loss-of-function of an N-acetylglucosaminyltransferase, POMGnT1, in muscle-

eye-brain disease. (PMID: 12788071) Manya H . Endo T Biochemical and biophysical research communications 2003 2 3 4 23 58

Cloning and expression of a novel UDP-GlcNAc:alpha-D-mannoside beta1,2-N-acetylglucosaminyltransferase homologous to UDP-

GlcNAc:alpha

POMT1: Distro�as musculares congênitas com glicosilação defeituosa de distroglicana: estudo populacional. (PMID: 19299310)

Mercuri E. Bertini E Neurologia 2009 3 4 23 45 58 Identi�cação de um homólogo humano do gene do abdômen rotacionado por

Drosophila (POMT1) que codi�ca uma suposta proteína O-manosil-transferase e designação para o cromossomo humano 9q34.1.

(PMID: 10366449) Jurado LA. Cruces J Genomics 1999 2 3 4 23 58 Mutações POMT1 e POMT2 em pacientes com DMC: um estudo
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PON1: Aldonza MBD, Son YS, Sung H-J, et al. Paraoxonase-1 (PON1) induces metastatic potential and apoptosis escape via its

antioxidative function in lung cancer cells. Oncotarget. 2017;8(26):42817-42835. doi:10.18632/oncotarget.17069.

POU6F2: King R, Struebing FL, Li Y, et al. Genomic locus modulating corneal thickness in the mouse identi�es POU6F2 as a

potential risk of developing glaucoma. Anderson MG, ed. PLoS Genetics. 2018;14(1):e1007145. doi:10.1371/journal.pgen.1007145.

PPARA: Brocker CN, Yue J, Kim D, Qu A, Bonzo JA, Gonzalez FJ. Hepatocyte-speci�c PPARA expression exclusively promotes agonist-

induced cell proliferation without in�uence from nonparenchymal cells. American Journal of Physiology - Gastrointestinal and

Liver Ph

PPARD: PPARD polymorphism and circulating lipid levels connect with brain diseases in Han Chinese and suggest sex-dependent

e�ects. Huang Y1, Nie S1, Zhou S1, Li K1, Sun J1, Zhao J1, Fei B1, Wang Z1, Ye H2, Hong Q2, Gao X3, Duan S4. Zuo X, Xu W, Xu M, et al.

Metastasis regulation by PPARD expression in cancer cells. JCI Insight. 2017;2(1):e91419. doi:10.1172/jci.insight.91419.

PPARG: Dominant negative mutations in human PPARgamma associated with severe insulin resistance, diabetes mellitus and

hypertension. (PMID: 10622252) Barroso I … O'Rahilly S Nature 1999 3 4 21 70 Association of the PPARGC1A gene polymorphism

with diabetic nephropathy in an Asian Indian population (CURES-41). (PMID: 19900151) Gayathri SB … Mohan V Metabolic

syndrome and related disorders 2010 3 21 39 Relationship of �ve type 2 diabetes candidate gene polymorphisms to the age at

diagnosis of diabetes in the Slovakian population. (PMID: 20437825) Kozarova M … Tkac I Bratislavske lekarske listy 2010 3 21 39

PPARgamma gene C161T substitution alters lipid pro�le in Chinese patients with coronary artery disease and type 2 diabetes

mellitus. (PMID: 20334678) Wan J … Roy S Cardiovascular diabetology 2010 3 21 39 PPARG and ADIPOQ gene polymorphisms

increase type 2 diabetes mellitus risk in Asian Indian Sikhs: Pro12Ala still remains as the strongest predictor. (PMID: 19846176)

Sanghera DK … Kamboh IM Metabolism: clinical and experimental 2010 [The Expression of Genes Encoding ABCA1 and ABCG1

Transporters and PPARγ, LXRβ, and RORα Transcriptional Factors in Subcutaneous and Visceral Adipose Tissue in Women with

Metabolic Syndrome]. (PMID: 33566026) Panteleeva AA … Miroshnikova VV Molekuliarnaia biologiia 2021 3 The Emerging Role of

COX-2, 15-LOX and PPARγ in Metabolic Diseases and Cancer: An Introduction to Novel Multi-target Directed Ligands (MTDLs).

(PMID: 32867639) Alaaeddine RA … El-Yazbi AF Current medicinal chemistry 2021 3 A Transcriptional Regulatory Loop of Master

Regulator Transcription Factors, PPARG, and Fatty Acid Synthesis Promotes Esophageal Adenocarcinoma. (PMID: 33402390) Ma S

… Lin DC Cancer research 2021 3 Estrogen receptor-associated receptor α and peroxisome proliferator-activated receptor γ in

metabolism and disease (Review). (PMID: 33355368) Huang WY … Sun PM Molecular medicine reports 2021 3 E�ects of FTO and

PPARγ variants on intrauterine growth restriction in a Brazilian birth cohort. (PMID: 33729310) Barbieri MR … Bettiol H Brazilian

journal of medical and biological research = Revista brasileira de pesquisas medicas e biologicas 2021 Frequency of PPAR-γ, FTO

and ABCC8 genetic variation in Pakistani cardiovascular smokers. (PMID: 32712935) Rehman K … Akash MSH Environmental

science and pollution research international 2020 3 ACSL1 a�ects Triglyceride Levels through the PPARγ Pathway. (PMID:

32218693) Li T … Meng F International journal of medical sciences 2020 Nuclear hormone receptors: Ancient 9aaTAD and

evolutionally gained NCoA activation pathways. (PMID: 30468856) Piskacek M … Knight A The Journal of steroid biochemistry and

molecular biology 2019 4 LncRNA AC096664.3/PPAR-γ/ABCG1-dependent signal transduction pathway contributes to the

regulation of cholesterol homeostasis. (PMID: 30938872) Xu BM … Wang Q Journal of cellular biochemistry 2019 3 Interaction

Between AGTR1 and PPARγ Gene Polymorphisms on the Risk of Nonalcoholic Fatty Liver Disease. (PMID: 30793973) Zhu P … Dong

C Genetic testing and molecular biomarkers 2019 DHA-enriched �sh oil upregulates cyclin-dependent kinase inhibitor 2A (P16INK)

expression and downregulates telomerase activity without modulating e�ects of PPARγ Pro12Ala polymorphism in type 2 diabetic

patients: A randomized, double-blind, placebo-controlled clinical trial. (PMID: 28024882) Toupchian O … Koohdani F Clinical

nutrition (Edinburgh, Scotland) 2018 3 DJ-1 Alleviates Angiotensin II-Induced Endothelial Progenitor Cell Damage by Activating the

PPARγ/HO-1 Pathway. (PMID: 28600848) Han T … Yang S Journal of cellular biochemistry 2018 3 In�uence of expression of UCP3,

PLIN1 and PPARG2 on the oxidation of substrates after hypocaloric dietary intervention. (PMID: 28651828) Cortes de Oliveira C …

Nonino CB Clinical nutrition (Edinburgh, Scotland) 2018 3 Diabetes mellitus, superoxide dismutase and peroxisome proliferator

activated receptor gamma polymorphisms modify the outcome of end-stage renal disease patients of Han Chinese origin. (PMID:

27925431) Chao CT … Yen CJ Nephrology (Carlton, Vic.) 2018

PPARGC1A: Zhu L, Huang Q, Xie Z, et al. PPARGC1A rs3736265 G>A polymorphism is associated with decreased risk of type 2

diabetes mellitus and fasting plasma glucose level. Oncotarget. 2017;8(23):37308-37320. doi:10.18632/oncotarget.16307.
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PPARGC1B: Zhang S, Jiang J, Chen Z, et al. Relationship of PPARG, PPARGC1A, and PPARGC1B polymorphisms with susceptibility to

hepatocellular carcinoma in an eastern Chinese Han population. OncoTargets and therapy. 2018;11:4651-4660.

doi:10.2147/OTT.S168274.

PPCDC: Mechanistic studies on phosphopantothenoylcysteine decarboxylase: trapping of an enethiolate intermediate with a

mechanism-based inactivating agent. (PMID: 15581364) Strauss E … Begley TP Biochemistry 2004 3 4 23 54 The secreted protein

discovery initiative (SPDI), a large-scale e�ort to identify novel human secreted and transmembrane proteins: a bioinformatics

assessment. (PMID: 12975309) Clark HF … Gray A Genome research 2003 2 3 4 54 Unusual space-group pseudosymmetry in

crystals of human phosphopantothenoylcysteine decarboxylase. (PMID: 14501115) Manoj N … Ealick SE Acta crystallographica.

Section D, Biological crystallography 2003 3 4 23 54 Complete reconstitution of the human coenzyme A biosynthetic pathway via

comparative genomics. (PMID: 11923312) Daugherty M … Osterman A The Journal of biological chemistry 2002 2 3 4 54 Genome-

wide meta-analysis identi�es regions on 7p21 (AHR) and 15q24 (CYP1A2) as determinants of habitual ca�eine consumption. (PMID:

21490707) Cornelis MC … Caporaso NE PLoS genetics 2011

PPM1H: Cai M, Li L. Subtype identi�cation from heterogeneous TCGA datasets on a genomic scale by multi-view clustering with

enhanced consensus. BMC Medical Genomics. 2017;10(Suppl 4):75. doi:10.1186/s12920-017-0306-x.

PPM1K: Genetic determinant for amino acid metabolites and changes in body weight and insulin resistance in response to

weight-loss diets: the Preventing Overweight Using Novel Dietary Strategies (POUNDS LOST) trial. Xu M1, Qi Q, Liang J, Bray GA, Hu

FB, Sacks FM, Qi L. Structural and biochemical characterization of human mitochondrial branched-chain -ketoacid dehydrogenase

phosphatase. Wynn RM et al. J. Biol. Chem. 2012 Mar;287(12)9178-9192 PMID: 22291014 Europe PMC, Pubmed

PPM1L: Gang Lu, Asuka Ota, Shuxun Ren, Sarah Franklin, Christoph D. Rau, Peipei Ping, Timothy F. Lane, Z. Hong Zhou, Karen Reue,

Aldons J. Lusis, Thomas Vondriska, Yibin WangMol Metab. 2013 Nov; 2(4): 405–416. Published online 2013 Aug 3. doi:

10.1016/j.molmet.2013.07.005PMCID: PMC3854994Yanqing Chen, Jun Zhu, Pek Yee Lum, Xia Yang, Shirly Pinto, Douglas J. MacNeil,

Chunsheng Zhang, John Lamb, Stephen Edwards, Solveig K. Sieberts, Amy Leonardson, Lawrence W. Castellini, Susanna Wang,

Marie-France

PPP1R3B: Li W-J, Yin R-X, Huang J-H, Bin Y, Chen W-X, Cao X-L. Association between the PPP1R3B polymorphisms and serum lipid

traits, the risk of coronary artery disease and ischemic stroke in a southern Chinese Han population. Nutrition & Metabolism.

2018;15:27. d

PPP3CA: Imai Y, Ohta E, Takeda S, et al. Histone deacetylase inhibitor panobinostat induces calcineurin degradation in multiple

myeloma. JCI Insight. 2016;1(5):e85061. doi:10.1172/jci.insight.85061.

PPP3CB: Cooperative autoinhibition and multi-level activation mechanisms of calcineurin. (PMID: 26794871) Li SJ … Wang ZX Cell

research 2016 3 4 54 Variation at the NFATC2 locus increases the risk of thiazolidinedione-induced edema in the Diabetes

REduction Assessment with ramipril and rosiglitazone Medication (DREAM) study. (PMID: 20628086) Bailey SD … DREAM

investigators Diabetes care 2010 3 41 54 The proline-rich N-terminal sequence of calcineurin Abeta determines substrate binding.

(PMID: 19154138) Kilka S … Weiwad M Biochemistry 2009 3 4 54 Genetic conservation of the immunophilin-binding domains of

human calcineurin A1 and A2. (PMID: 11005320) Brogan IJ … Hutchinson IV Transplant immunology 2000 3 23 54 Calcineurin A

alpha (PPP3CA), calcineurin A beta (PPP3CB) and calcineurin B (PPP3R1) are located on human chromosomes 4, 10q21-->q22 and

2p16-->p15 respectively. (PMID: 8978785) Wang MG … McBride OW Cytogenetics and cell genetics 1996

PRDM11: Loss of PRDM11 promotes MYC-driven lymphomagenesis. (PMID: 25499759) Fog CK … Lund AH Blood 2015 3 4 Genome-

wide association analysis identi�es six new loci associated with forced vital capacity. (PMID: 24929828) Loth DW … London SJ

Nature genetics 2014 3 4 Complete sequencing and characterization of 21,243 full-length human cDNAs. (PMID: 14702039) Ota T …

Sugano S Nature genetics 2004 3 4 A reference map of the human binary protein interactome. (PMID: 32296183) Luck K …

Calderwood MA Nature 2020 3 Impaired plasma membrane localization of ubiquitin ligase complex underlies 3-M syndrome

development. (PMID: 31343991) Wang P … Xiong Y The Journal of clinical investigation 2019 3
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PRDM16: Kissig M, Ishibashi J, Harms MJ, et al. PRDM16 represses the type I interferon response in adipocytes to promote

mitochondrial and thermogenic programing. The EMBO Journal. 2017;36(11):1528-1542. doi:10.15252/embj.201695588.

PRDM2: Barbier E, Johnstone A, Khomtchouk B, et al. Dependence-induced increase of alcohol self-administration and compulsive

drinking mediated by the histone methyltransferase PRDM2. Molecular psychiatry. 2017;22(12):1746-1758.

doi:10.1038/mp.2016.131.

PRKAG2: Chang Xie, Ya-Ping Zhang, Lu Song, Jie Luo, Wei Qi, Jialu Hu, Danbo Lu, Zhen Yang, Jian Zhang, Jian Xiao, Bin Zhou, Jiu-Lin

Du, Naihe Jing, Yong Liu, Yan Wang, Bo-Liang Li, Bao-Liang Song, Yan YanCell Res. 2016 Oct; 26(10): 1099–1111. Published online

2016 Aug 30. doi: 10.1038/cr.2016.101PMCID: PMC5113300Kun-Qi Yang, Chao-Xia Lu, Ying Zhang, Yan-Kun Yang, Jia-Cheng Li, Tian

Lan, Xu Meng, Peng Fan, Tao Tian, Lin-Ping Wang, Ya-Xin Liu, Xue Zhang, Xian-Liang ZhouSci Rep. 2017; 7: 2407. Publish

PROCR: Kishi Y, Kondo T, Xiao S, et al. Protein C receptor (PROCR) is a negative regulator of Th17 pathogenicity. The Journal of

Experimental Medicine. 2016;213(11):2489-2501. doi:10.1084/jem.20151118.

PRRC2C: Biswas K, Wagner Mackenzie B, Waldvogel-Thurlow S, et al. Di�erentially Regulated Host Proteins Associated with

Chronic Rhinosinusitis Are Correlated with the Sinonasal Microbiome. Frontiers in Cellular and Infection Microbiology. 2017;7:504.

doi:10.3389

PSEN1: Pathway-based approaches to imaging genetics association studies: Wnt signaling, GSK3beta substrates and major

depression. (PMID: 20219685) Inkster B … Matthews PM NeuroImage 2010 3 39 Archaeal roots of intramembrane aspartyl

protease siblings signal peptide peptidase and presenilin. (PMID: 32935885) Raut P … Lieberman RL Proteins 2021 3

Neuroprotective e�ect of emodin against Alzheimer's disease via Nrf2 signaling in U251 cells and APP/PS1 mice. (PMID: 33300068)

Li Z … Fei X Molecular medicine reports 2021 3 Alzheimer's Disease Associated Presenilin 1 and 2 Genes Dysregulation in Neonatal

Lymphocytes Following Perinatal Asphyxia. (PMID: 34067945) Tarkowska A … Pluta R International journal of molecular sciences

2021 3 PSEN1 Compound Heterozygous Mutations Associated with Cerebral Amyloid Angiopathy and Cognitive Decline

Phenotype. (PMID: 33918046) Palmieri I … Cereda C International journal of molecular sciences 2021 A novel mutation in PSEN1

(p.T119I) in an Argentine family with early- and late-onset Alzheimer's disease. (PMID: 31153663) Itzcovich T … Surace EI

Neurobiology of aging 2020 3 70 A reference map of the human binary protein interactome. (PMID: 32296183) Luck K …

Calderwood MA Nature 2020 3 Systematic validation of variants of unknown signi�cance in APP, PSEN1 and PSEN2. (PMID:

32087291) Hsu S … Karch CM Neurobiology of disease 2020 Recognition of the amyloid precursor protein by human γ-secretase.

(PMID: 30630874) Zhou R … Shi Y Science (New York, N.Y.) 2019 Genetic screening of Alzheimer's disease genes in Iberian and

African samples yields novel mutations in presenilins and APP. (PMID: 18667258) Guerreiro RJ … Clarimón J Neurobiology of aging

2010 3 21 39 70 A novel presenilin-1 mutation (Leu85Pro) in early-onset Alzheimer disease with spastic paraparesis. (PMID:

15534188) Ataka S … Miki T Archives of neurology 2004 3 4 21 70 A novel presenilin 1 mutation associated with Pick's disease but

not beta-amyloid plaques. (PMID: 15122701) Dermaut B … De Deyn PP Annals of neurology 2004 3 4 21 70 A novel presenilin 1

mutation (L174 M) in a large Cuban family with early onset Alzheimer disease. (PMID: 12484344) Bertoli Avella AM … Heutink P

Neurogenetics 2002 3 4 21 70 Molecular evidence of presenilin 1 mutation in familial early onset dementia. (PMID: 11920851)

Matsubara-Tsutsui M … Miki T American journal of medical genetics 2002

PSEN2: Giau VV, Pyun J-M, Bagyinszky E, An SSA, Kim S. A pathogenic PSEN2p.His169Asn mutation associated with early-onset

Alzheimer’s disease. Clinical Interventions in Aging. 2018;13:1321-1329. doi:10.2147/CIA.S170374.

PSMA6: Kakumu T, Sato M, Goto D, et al. Identi�cation of Proteínasomal catalytic subunit PSMA6 as a therapeutic target for lung

cancer. Cancer Science. 2017;108(4):732-743. doi:10.1111/cas.13185.

PSRC1: Xi D, Zhao J, Guo K, et al. Serum amyloid P component therapeutically attenuates atherosclerosis in mice via its e�ects on

macrophages. Theranostics. 2018;8(12):3214-3223. doi:10.7150/thno.22704.
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PTCSC2: Genetic predisposition to papillary thyroid carcinoma: involvement of FOXE1, TSHR, and a novel lincRNA gene, PTCSC2.

(PMID: 25303483) He H . de la Chapelle A The Journal of clinical endocrinology and metabolism 2015 2 3 58 A meta-analysis of

thyroid-related traits reveals novel loci and gender-speci�c di�erences in the regulation of thyroid function. (PMID: 23408906)

Porcu E . Naitza S PLoS genetics 2013 2 3 58 MYH9 binds to lncRNA gene PTCSC2 and regulates FOXE1 in the 9q22 thyroid cance

PTEN: Amit Gupta, Nicholas R. LeslieJ Biol Chem. 2016 Aug 26; 291(35): 18465–18473. Published online 2016 Jul 12. doi:

10.1074/jbc.M116.727750PMCID: PMC5000091Arman Javadi, Ravi K Deevi, Emma Evergren, Elodie Blondel-Tepaz, George S Baillie,

Mark GH Scott, Frederick C CampbelleLife. 2017; 6: e24578. Published online 2017 Jul 27. doi: 10.7554/eLife.24578PMCID:

PMC5576923Xiaoxiao Wang, Xin Cao, Ruifang Sun, Charlene Tang, Alexandar Tzankov, Jun Zhang, Ganiraju C. Manyam, Min Xiao, Yi

Miao, Kausar J

PTGS1: Variation in eicosanoid genes, non-fatal myocardial infarction and ischemic stroke. (PMID: 19046748) Lemaitre RN … Psaty

BM Atherosclerosis 2009 3 22 40 Common polymorphisms in the prostaglandin pathway genes and their association with breast

cancer susceptibility and survival. (PMID: 19276290) Abraham JE … Pharoah PD Clinical cancer research : an o�cial journal of the

American Association for Cancer Research 2009 3 22 40 In�uence of cyclooxygenase-1 genotype on ex vivo aspirin response in

patients at risk for stroke. (PMID: 19390185) Momary KM … Cavallari LH Cerebrovascular diseases (Basel, Switzerland) 2009 3 22 40

Cyclooxygenase-1 haplotype C50T/A-842G does not a�ect platelet response to aspirin. (PMID: 19350112) Pettinella C … Davì G

Thrombosis and haemostasis 2009 3 22 40 A polymorphism in the cyclooxygenase 1 gene is associated with decreased

in�ammatory prostaglandin F2alpha formation and lower risk of cardiovascular disease. (PMID: 19091535) Helmersson J … Basu S

Prostaglandins, leukotrienes, and essential fatty acids 2009

PTH: Shilpa Choudhary, Katherine Blackwell, Olga Voznesensky, Abhijit Deb Roy, Carol PilbeamBone. 2013 Sep; 56(1): 31–41.

Published online 2013 Apr 29. doi: 10.1016/j.bone.2013.04.017PMCID: PMC4073290Yingben Xue, Yongjun Xiao, Jingning Liu, Andrew

C. Karaplis, Martin R. Pollak, Edward M. Brown, Dengshun Miao, David GoltzmanAm J Physiol Endocrinol Metab. 2012 Apr 1; 302(7):

E841–E851. Published online 2012 Jan 24. doi: 10.1152/ajpendo.00599.2011PMCID: PMC3330707Sihoon Lee, Michael Mannstadt, Jun

PTPN2: Florian Wiede, Jarrod A. Dudakov, Kun-Hui Lu, Garron T. Dodd, Tariq Butt, Dale I. Godfrey, Andreas Strasser, Richard L. Boyd,

Tony TiganisJ Exp Med. 2017 Sep 4; 214(9): 2733–2758. doi: 10.1084/jem.20161903PMCID: PMC5584121 Robert C. Sharp, Shazia A.

Beg, Saleh A. NaserFront Cell Infect Microbiol. 2018; 8: 11. Published online 2018 Jan 25. doi: 10.3389/fcimb.2018.00011PMCID:

PMC5788942 Florian Wiede, Sock Hui Chew, Catherine van Vliet, Ingrid J. Poulton, Konstantinos Kyparissoudis.

PTPN22: Spalinger MR, Kasper S, Gottier C, et al. NLRP3 tyrosine phosphorylation is controlled by protein tyrosine phosphatase

PTPN22. The Journal of Clinical Investigation. 2016;126(5):1783-1800. doi:10.1172/JCI83669.

PTPRD: Berenice Ortiz, Armida W. M. Fabius, Wei H. Wu, Alicia Pedraza, Cameron W. Brennan, Nikolaus Schultz, Kenneth L. Pitter,

Jacqueline F. Bromberg, Jason T. Huse, Eric C. Holland, Timothy A. Chan Proc Natl Acad Sci U S A. 2014 Jun 3; 111(22): 8149–8154.

Published online 2014 May 19. doi: 10.1073/pnas.1401952111 PMCID: PMC4050622 Noah D. Peyser, Yu Du, Hua Li, Vivian Lui, Xiao

Xiao, Timothy A. Chan, Jennifer R. Grandis PLoS One. 2015; 10(8): e0135750. Published online 2015 Aug 12.

PTPRF: Functional association between the insulin receptor and the transmembrane protein-tyrosine phosphatase LAR in intact

cells. (PMID: 8995282) Ahmad F . Goldstein BJ The Journal of biological chemistry 1997 3 4 23 58 Distinct functional roles of the two

intracellular phosphatase like domains of the receptor-linked protein tyrosine phosphatases LCA and LAR. (PMID: 1695146) Streuli

M . Saito H The EMBO journal 1990 3 4 23 58 Homozygous truncating PTPRF mutation causes athelia. (PMID: 24781087) B

PTPRN2: Sengelaub CA, Navrazhina K, Ross JB, Halberg N, Tavazoie SF. PTPRN2 and PLC?1 promote metastatic breast cancer cell

migration through PI(4,5)P2-dependent actin remodeling. The EMBO Journal. 2016;35(1):62-76. doi:10.15252/embj.201591973.

PTPRS: Davis TB, Yang M, Schell MJ, et al. PTPRS Regulates Colorectal Cancer RAS Pathway Activity by Inactivating Erk and

Preventing Its Nuclear Translocation. Scienti�c Reports. 2018;8:9296. doi:10.1038/s41598-018-27584-x.
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rheumatoid arthritis patients. (PMID: 19242068) Bohanec Grabar P … Dolzan V Disease markers 2009 3 21 39 Extracellular

superoxide dismutase haplotypes are associated with acute lung injury and mortality. (PMID: 18948423) Arcaroli JJ … Crapo JD

American journal of respiratory and critical care medicine 2009 3 21 39 Association of extracellular superoxide dismutase (SOD3)

Ala40Thr gene polymorphism with pre-eclampsia complicated by severe fetal growth restriction. (PMID: 19108943) Rosta K … Vér A

European journal of obstetrics, gynecology, and reproductive biology 2009

SORBS1: Song L, Chang R, Dai C, et al. SORBS1 suppresses tumor metastasis and improves the sensitivity of cancer to

chemotherapy drug. Oncotarget. 2017;8(6):9108-9122. doi:10.18632/oncotarget.12851.

SORL1: Thonberg H, Chiang H-H, Lilius L, et al. Identi�cation and description of three families with famílial Alzheimer disease that

segregate variants in the SORL1gene. Acta Neuropathologica Communications. 2017;5:43. doi:10.1186/s40478-017-0441-9.

SOX10: Cronin JC, Loftus SK, Baxter LL, Swatkoski S, Gucek M, Pavan WJ. Identi�cation and functional analysis of SOX10

phosphorylation sites in melanoma. Chen S, ed. PLoS ONE. 2018;13(1):e0190834. doi:10.1371/journal.pone.0190834.



Sample

M 15/05/2025

Sample

 

SOX15: SOX20, a new member of the SOX gene family, is located on chromosome 17p13. (PMID: 8978787) Meyer J … Scherer G

Cytogenetics and cell genetics 1996 2 3 4 54 A genome-wide association study in Han Chinese identi�es multiple susceptibility loci

for IgA nephropathy. (PMID: 22197929) Yu XQ … Liu JJ Nature genetics 2011 3 41 54 The status, quality, and expansion of the NIH

full-length cDNA project: the Mammalian Gene Collection (MGC). (PMID: 15489334) Gerhard DS … MGC Project Team Genome

research 2004 3 4 54 cDNA characterization and high resolution mapping of the human SOX20 gene. (PMID: 9880678) Vujić M …

Stevanović M Mammalian genome : o�cial journal of the International Mammalian Genome Society 1998 3 4 54 Assignment of

Sox4 to mouse chromosome 13 bands A3-A5 by �uorescence in situ hybridization; re�nement of the human SOX4 location to

6p22.3 and of SOX20 to chromosome 17p12.3. (PMID: 9730625) Critcher R … Farr CJ Cytogenetics and cell genetics 1998

SPAG16: Mehra S, Kapur S, Ganesh S. Association between a Tetranucleotide Repeat Polymorphism of SPAG16 Gene and Cataract

in Male Children. Journal of Biomarkers. 2013;2013:810395. doi:10.1155/2013/810395.

SPATA2L: A "double adaptor" method for improved shotgun library construction. (PMID: 8619474) Andersson B . Gibbs RA

Analytical biochemistry 1996 2 3 56 Architecture of the human interactome de�nes protein communities and disease networks.

(PMID: 28514442) Huttlin EL . Harper JW Nature 2017 3 56 RNA-binding activity of TRIM25 is mediated by its PRY/SPRY domain and

is required for ubiquitination. (PMID: 29117863) Choudhury NR . Michlewski G BMC biology 2017 3 56 SPATA2 Links CYLD to LUBAC,

Activates

SPIRE2: Prediction of the coding sequences of unidenti�ed human genes. XX. The complete sequences of 100 new cDNA clones

from brain which code for large proteins in vitro. (PMID: 11347906) Nagase T . Ohara O DNA research : an international journal for

rapid publication of reports on genes and genomes 2001 2 3 4 58 DNA damage induces nuclear actin �lament assembly by Formin

-2 and Spire-½ that promotes e�cient DNA repair. [corrected]. (PMID: 26287480) Belin BJ . Mullins RD eLife 2015 3 4 58 Spir

SPOCK1: Chen D, Zhou H, Liu G, Zhao Y, Cao G, Liu Q. SPOCK1 promotes the invasion and metastasis of gastric cancer through

Slug-induced epithelial-mesenchymal transition. Journal of Cellular and Molecular Medicine. 2018;22(2):797-807.

doi:10.1111/jcmm.13357.

SPOCK3: Wang L-Y, Cui J-J, Zhu T, et al. Biomarkers identi�ed for prostate cancer patients through genome-scale

screening. Oncotarget. 2017;8(54):92055-92063. doi:10.18632/oncotarget.20739.

SPRYD4: Genome-wide association study identi�es multiple loci in�uencing human serum metabolite levels. (PMID: 22286219)

Kettunen J … Ripatti S Nature genetics 2012 3 39 Genetic variants in nuclear-encoded mitochondrial genes in�uence AIDS

progression. (PMID: 20877624) Hendrickson SL … O'Brien SJ PloS one 2010 3 39 The status, quality, and expansion of the NIH full-

length cDNA project: the Mammalian Gene Collection (MGC). (PMID: 15489334) Gerhard DS … MGC Project Team Genome research

2004 3 4 MicroRNA-363-3p promote the development of acute myeloid leukemia with RUNX1 mutation by targeting SPRYD4 and

FNDC3B. (PMID: 33950983) Chen Y … Xu L Medicine 2021 3 Dual proteome-scale networks reveal cell-speci�c remodeling of the

human interactome. (PMID: 33961781) Huttlin EL … Gygi SP Cell 2021 3

SS18: Tamaki S, Fukuta M, Sekiguchi K, et al. SS18-SSX, the Oncogenic Fusion Protein in Synovial Sarcoma, Is a Cellular Context-

Dependent Epigenetic Modi�er. Loeb DM, ed. PLoS ONE. 2015;10(11):e0142991. doi:10.1371/journal.pone.0142991.

SST: Sequence of the human somatostatin I gene. (PMID: 6142531) Shen LP . Rutter WJ Science (New York, N.Y.) 1984 2 3 4 54

Human somatostatin I: sequence of the cDNA. (PMID: 6126875) Shen LP . Rutter WJ Proceedings of the National Academy of

Sciences of the United States of America 1982 2 3 4 54 Investigation of genetic susceptibility factors for human longevity - a

targeted nonsynonymous SNP study. (PMID: 20800603) Flachsbart F . Nebel A Mutation research 2010 3 41 54 Physiogenomic

analysis of

SSTR2: Arijit Bhowmik, Sayak Chakravarti, Aparajita Ghosh, Rajni Shaw, Suman Bhandary, Satyaranjan Bhattacharyya, Parimal C.

Sen, Mrinal K. GhoshOncotarget. 2017 Sep 12; 8(39): 65339–65358. Published online 2017 Jun 27. doi:

10.18632/oncotarget.18689PMCID: PMC5630335Geetanjali Kharmate, Padmesh S Rajput, Yu-Chen Lin, Ujendra KumarCancer Cell

Int. 2013; 13: 93. Published online 2013 Sep 23. doi: 10.1186/1475-2867-13-93PMCID: PMC3852783Sajad A War, Ujendra KumarJ Mol

Signal. 2012; 7: 5. Published on



Sample

M 15/05/2025

Sample

 

ST18: Ravà M, D’Andrea A, Doni M, et al. Mutual epithelium-macrophage dependency in liver carcinogenesis mediated by

ST18. Hepatology (Baltimore, Md). 2017;65(5):1708-1719. doi:10.1002/hep.28942.

ST8SIA6: Genome-wide interrogation of germline genetic variation associated with treatment response in childhood acute

lymphoblastic leukemia. (PMID: 19176441) Yang JJ … Relling MV JAMA 2009 3 40 Probing the cis interactions of the inhibitory

receptor Siglec-7 with alpha2,8-disialylated ligands on natural killer cells and other leukocytes using glycan-speci�c antibodies and

by analysis of alpha2,8-sialyltransferase gene expression. (PMID: 16857734) Avril T … Crocker PR Journal of leukocyte biology 2006

3 22 The DNA sequence and comparative analysis of human chromosome 10. (PMID: 15164054) Deloukas P … Rogers J Nature

2004 3 4 Molecular cloning and expression of a sixth type of alpha 2,8-sialyltransferase (ST8Sia VI) that sialylates O-glycans. (PMID:

11980897) Takashima S … Tsujimoto M The Journal of biological chemistry 2002 2 3 Genome-wide association study reveals two

novel risk alleles for incident obstructive sleep apnea in the EPISONO cohort. (PMID: 31786426) Farias Tempaku P … Tu�k S Sleep

medicine 2020

STAT3: Ethan L. Morgan, Christopher W. Wasson, Lucy Hanson, David Kealy, Ieisha Pentland, Victoria McGuire, Cinzia Scarpini,

Nicholas Coleman, J. Simon C. Arthur, Joanna L. Parish, Sally Roberts, Andrew MacdonaldPLoS Pathog. 2018 Apr; 14(4): e1006975.

Published online 2018 Apr 9. doi: 10.1371/journal.ppat.1006975PMCID: PMC5908086Michaela Galoczova, Philip Coates, Borivoj

VojtesekCell Mol Biol Lett. 2018; 23: 12. Published online 2018 Mar 22. doi: 10.1186/s11658-018-0078-0PMCID: PMC5863838Teresa A.

STAT4: McWilliams IL, Rajbhandari R, Nozell S, Benveniste E, Harrington LE. STAT4 controls GM-CSF production by both Th1 and

Th17 cells during EAE. Journal of Neuroin�ammation. 2015;12:128. doi:10.1186/s12974-015-0351-3.

STAT6: Wang C, Zhu C, Wei F, et al. Nuclear Localization and Cleavage of STAT6 Is Induced by Kaposi’s Sarcoma-Associated

Herpesvirus for Viral Latency. Ling PD, ed. PLoS Pathogens. 2017;13(1):e1006124. doi:10.1371/journal.ppat.1006124.

STC2: Identi�cation of a second stanniocalcin cDNA in mouse and human: stanniocalcin 2. (PMID: 9723890) Chang AC … Reddel RR

Molecular and cellular endocrinology 1998 2 3 4 23 Molecular cloning of a second human stanniocalcin homologue (STC2). (PMID:

9753616) Ishibashi K … Imai M Biochemical and biophysical research communications 1998 2 3 4 23 Stanniocalcin 2:

characterization of the protein and its localization to human pancreatic alpha cells. (PMID: 10450831) Moore EE … De Jongh KS

Hormone and metabolic research = Hormon- und Sto�wechselforschung = Hormones et metabolisme 1999

STEAP3: O produto do gene TSAP6 induzível por p53 regula a apoptose e o ciclo celular e interage com Nix e a Myt1 quinase.

(PMID: 12606722) Passer BJ. Telerman A Anais da Academia Nacional de Ciências dos Estados Unidos da América 2003 2 3 4 58 A

proteína transmembrana de múltiplas passagens relacionada ao exossomo TSAP6 é um alvo da proteólise induzida pela protease

romboide RHBDD1. (PMID: 22624035) Wan C. Wang L PloS one 2012 3 4 58 Um novo tipo de anemia hipocrômica congênita

associada a uma mut

STK39: Bazot Q, Paschos K, Allday MJ. Epstein-Barr Virus (EBV) Latent Protein EBNA3A Directly Targets and Silences the STK39 Gene

in B Cells Infected by EBV. Sandri-Goldin RM, ed. Journal of Virology. 2018;92(7):e01918-17. doi:10.1128/JVI.01918-17.

STMN1: Probing the native structure of stathmin and its interaction domains with tubulin. Combined use of limited proteolysis,

size exclusion chromatography, and mass spectrometry. (PMID: 10702243) Redeker V . Curmi PA The Journal of biological

chemistry 2000 3 4 23 56 Op18/stathmin caps a kinked proto�lament-like tubulin tetramer. (PMID: 10675326) Steinmetz MO . van

Oostrum J The EMBO journal 2000 3 4 23 56 Transcriptional and post-transcriptional regulation of pr22 (Op18) with proliferation

con

STON2: Sun X, Zhang W, Li H, et al. Stonin 2 Overexpression is Correlated with Unfavorable Prognosis and Tumor Invasion in

Epithelial Ovarian Cancer. International Journal of Molecular Sciences. 2017;18(8):1653. doi:10.3390/ijms18081653.

STXBP5L: Ehrmann I, Dalgliesh C, Liu Y, et al. The Tissue-Speci�c RNA Binding Protein T-STAR Controls Regional Splicing Patterns

of Neurexin Pre-mRNAs in the Brain. Bickmore WA, ed. PLoS Genetics. 2013;9(4):e1003474. doi:10.1371/journal.pgen.1003474.

SUCLA2: Kacso G, Ravasz D, Doczi J, et al. Two transgenic mouse models for ?-subunit components of succinate-CoA ligase yielding

pleiotropic metabolic alterations. Biochemical Journal. 2016;473(20):3463-3485. doi:10.1042/BCJ20160594.



Sample

M 15/05/2025

Sample

 

SULT2A1: Mueller JW, Idkowiak J, Gesteira TF, et al. Human DHEA sulfation requires direct interaction between PAPS synthase 2

and DHEA sulfotransferase SULT2A1. The Journal of Biological Chemistry. 2018;293(25):9724-9735. doi:10.1074/jbc.RA118.002248.

SYK: Weis V, Königsberger S, Amler S, Wienands J, Kiefer F. Unperturbed Immune Function despite Mutation of C-Terminal

Tyrosines in Syk Previously Implicated in Signaling and Activity Regulation. Molecular and Cellular Biology. 2017;37(21):e00216-17.

doi:10.11

SYT1: Siao W, Wang P, Voigt B, Hussey PJ, Baluska F. Arabidopsis SYT1 maintains stability of cortical endoplasmic reticulum

networks and VAP27-1-enriched endoplasmic reticulum–plasma membrane contact sites. Journal of Experimental Botany.

2016;67(21):6161-6171.

TAGAP: Arshad M, Bhatti A, John P. Identi�cation and in silico analysis of functional SNPs of human TAGAP protein: A

comprehensive study. Zhang Y, ed. PLoS ONE. 2018;13(1):e0188143. doi:10.1371/journal.pone.0188143.

TAP2: Knox B, Wang Y, Rogers LJ, et al. A Functional SNP in the 3'-UTR of TAP2 Gene Interacts with MicroRNA Hsa-miR-1270 to

Suppress the Gene Expression. Environmental and molecular mutagenesis. 2018;59(2):134-143. doi:10.1002/em.22159.

TAS2R38: Choi J-H, Lee J, Choi IJ, Kim Y-W, Ryu KW, Kim J. Genetic Variation in the TAS2R38 Bitter Taste Receptor and Gastric Cancer

Risk in Koreans. Scienti�c Reports. 2016;6:26904. doi:10.1038/srep26904.

TBC1D1: Hargett SR, Walker NN, Keller SR. Rab GAPs AS160 and Tbc1d1 play nonredundant roles in the regulation of glucose and

energy homeostasis in mice. American Journal of Physiology - Endocrinology and Metabolism. 2016;310(4):E276-E288.

doi:10.1152/ajpendo.0034

TCF2: Quan X, Zhang L, Li Y, Liang C. TCF2 Attenuates FFA-Induced Damage in Islet ?-Cells by Regulating Production of Insulin and

ROS. International Journal of Molecular Sciences. 2014;15(8):13317-13332. doi:10.3390/ijms150813317.

TCF4: Kennedy AJ, Rahn EJ, Paulukaitis BS, et al. Tcf4 Regulates Synaptic Plasticity, DNA Methylation, and Memory Function. Cell

reports. 2016;16(10):2666-2685. doi:10.1016/j.celrep.2016.08.004. Elucidating the genetic basis of social interaction and isolation.

Day FR1, Ong KK1, Perry JRB2. MRC Epidemiology Unit, Box 285 Institute of Metabolic Science, Cambridge Biomedical Campus,

University of Cambridge School of Clinical Medicine, Cambridge, CB2 0QQ, UK.



Sample

M 15/05/2025

Sample

 

TCF7L2: Variant of transcription factor 7-like 2 (TCF7L2) gene confers risk of type 2 diabetes. (PMID: 16415884) Grant SF …

Stefansson K Nature genetics 2006 3 4 21 39 69 Relationship of �ve type 2 diabetes candidate gene polymorphisms to the age at

diagnosis of diabetes in the Slovakian population. (PMID: 20437825) Kozarova M … Tkac I Bratislavske lekarske listy 2010 3 21 39

Transcription factor 7-like 2-gene polymorphism is related to fasting C peptide in latent autoimmune diabetes in adults (LADA).

(PMID: 19533015) Szepietowska B … Szelachowska M Acta diabetologica 2010 3 21 39 Interactions between TCF7L2 genotype and

growth hormone-induced changes in glucose homeostasis in small for gestational age children. (PMID: 19473183) de Kort SW …

Hokken-Koelega AC Clinical endocrinology 2010 3 21 39 TCF7L2 rs7903146-macronutrient interaction in obese individuals'

responses to a 10-wk randomized hypoenergetic diet. (PMID: 20032493) Grau K … Sørensen TI The American journal of clinical

nutrition 2010 De novo variants in TCF7L2 are associated with a syndromic neurodevelopmental disorder. (PMID: 34003604) Dias C

… Rodan LH American journal of medical genetics. Part A 2021 3 69 Evidence of interaction between type 2 diabetes susceptibility

genes and dietary fat intake for adiposity and glucose homeostasis-related phenotypes. (PMID: 20215779) Ruchat SM … Pérusse L

Journal of nutrigenetics and nutrigenomics 2009 3 39 A proximity-dependent biotinylation map of a human cell. (PMID: 34079125)

Go CD … Gingras AC Nature 2021 3 Dual proteome-scale networks reveal cell-speci�c remodeling of the human interactome.

(PMID: 33961781) Huttlin EL … Gygi SP Cell 2021 3 Association of Combined TCF7L2 and KCNQ1 Gene Polymorphisms with Diabetic

Micro- and Macrovascular Complications in Type 2 Diabetes Mellitus. (PMID: 33752320) Rattanatham R … Settasatian C Diabetes &

metabolism journal 2021 Genetic susceptibility to type 2 diabetes is associated with reduced prostate cancer risk. (PMID:

20203524) Pierce BL … Ahsan H Human heredity 2010 3 39 RIG-I regulates myeloid di�erentiation by promoting TRIM25-mediated

ISGylation. (PMID: 32513696) Wu SF … Chen S Proceedings of the National Academy of Sciences of the United States of America

2020 3 A reference map of the human binary protein interactome. (PMID: 32296183) Luck K … Calderwood MA Nature 2020 3 T Cell

Factor 4 Is Involved in Papillary Thyroid Carcinoma via Regulating Long Non-Coding RNA HCP5. (PMID: 33371788) Wang R … Li G

Technology in cancer research & treatment 2020 3 Molecular Characterization of the Oncogene BTF3 and Its Targets in Colorectal

Cancer. (PMID: 33644029) Wang H … Li X Frontiers in cell and developmental biology 2020

TCN2: Li P, Huang L, Zheng Y, et al. A missense mutation in TCN2 is associated with decreased risk for congenital heart defects and

may increase cellular uptake of vitamin B12 via Megalin. Oncotarget. 2017;8(33):55216-55229. doi:10.18632/oncotarget.19377.

TDP2: Gómez-Herreros F, Zagnoli-Vieira G, Ntai I, et al. TDP2 suppresses chromosomal translocations induced by DNA

topoisomerase II during gene transcription. Nature Communications. 2017;8:233. doi:10.1038/s41467-017-00307-y.

TECTA: Yamamoto N, Mutai H, Namba K, et al. Prevalence of TECTA mutation in patients with mid-frequency sensorineural hearing

loss. Orphanet Journal of Rare Diseases. 2017;12:157. doi:10.1186/s13023-017-0708-z.

TERC: TERC and TERT gene mutations in patients with bone marrow failure and the signi�cance of telomere length

measurements. (PMID: 18931339) Du HY . Bessler M Blood 2009 3 23 45 58 Cell cycle-dependent recruitment of telomerase RNA

and Cajal bodies to human telomeres. (PMID: 16319170) Jády BE . Kiss T Molecular biology of the cell 2006 2 3 23 58 Genetic

variants in eleven telomere-associated genes and the risk of incident cardio/cerebrovascular disease: The Women's Genome

Health Study. (PMID: 2

TERT: Bordeira Gaspar T, Sá A, Lopes JM, Sobrinho-Simões M, Soares P, Vinagre J. Telomere Maintenance Mechanisms in

Cancer. Genes. 2018;9(5):241. doi:10.3390/genes9050241.

TET1: Jing Wang, Dawei Zhang, Juan Du, Chi Zhou, Zhi Li, Xing Liu, Gang Ouyang, Wuhan XiaoNucleic Acids Res. 2017 Dec 15; 45(22):

12700–12714. Published online 2017 Sep 28. doi: 10.1093/nar/gkx869PMCID: PMC5727443Jianing Zhong, Xianfeng Li, Wanshi Cai,

Yan Wang, Shanshan Dong, Jie Yang, Jian'an Zhang, Nana Wu, Yuanyuan Li, Fengbiao Mao, Cheng Zeng, Jinyu Wu, Xingzhi Xu, Zhong

Sheng SunNucleic Acids Res. 2017 Jan 25; 45(2): 672–684. Published online 2016 Oct 12. doi: 10.1093/nar/gkw919PMCID: PMC53

TF: Ramsey J, Renzi EC, Arnold RJ, Trinidad JC, Mukhopadhyay S. Palmitoylation of Sindbis Virus TF Protein Regulates Its Plasma

Membrane Localization and Subsequent Incorporation into Virions. Lyles DS, ed. Journal of Virology. 2017;91(3):e02000-16.

doi:10.11



Sample

M 15/05/2025

Sample

 

TFAM: Mitochondrial transcription factors TFA, TFB1 and TFB2: a search for DNA variants/haplotypes and the risk of cardiac

hypertrophy. (PMID: 19096125) Alonso-Montes C … Coto E Disease markers 2008 3 4 23 41 54 Mitochondrial transcription factor A

variants and the risk of Parkinson's disease. (PMID: 19925850) Gaweda-Walerych K … Zekanowski C Neuroscience letters 2010 3 23

41 54 Maternal pregestational BMI is associated with methylation of the PPARGC1A promoter in newborns. (PMID: 19148128)

Gemma C … Pirola CJ Obesity (Silver Spring, Md.) 2009 3 23 41 54 Structural analysis and DNA binding of the HMG domains of the

human mitochondrial transcription factor A. (PMID: 19304746) Gangelho� TA … Churchill ME Nucleic acids research 2009 3 4 23 54

Mitochondrial transcription factor A (TFAM) gene variation and risk of late-onset Alzheimer's disease. (PMID: 18430995) Alvarez V

… Coto E Journal of Alzheimer's disease : JAD 2008

TFAP2B: Zainolabidin N, Kamath SP, Thanawalla AR, Chen AI. Distinct Activities of Tfap2A and Tfap2B in the Speci�cation of

GABAergic Interneurons in the Developing Cerebellum. Frontiers in Molecular Neuroscience. 2017;10:281.

doi:10.3389/fnmol.2017.00281.

TFR2: Pellegrino RM, Boda E, Montarolo F, et al. Transferrin Receptor 2 Dependent Alterations of Brain Iron Metabolism A�ect

Anxiety Circuits in the Mouse. Scienti�c Reports. 2016;6:30725. doi:10.1038/srep30725.

TG: Brian C. Netzel, Stefan K. G. Grebe, B. Gisella Carranza Leon, M. Regina Castro, Penelope M. Clark, Andrew N. Hoofnagle, Carole

A. Spencer, Adina F. Turcu, Alicia Algeciras-SchimnichJ Clin Endocrinol Metab. 2015 Aug; 100(8): E1074–E1083. Published online 2015

Jun 16. doi: 10.1210/jc.2015-1967PMCID: PMC4524993 Mijin Kim, Min Ji Jeon, Won Gu Kim, Jong Jin Lee, Jin-Sook Ryu, Eun-Jung Cho,

Dae-Hyun Ko, Woochang Lee, Sail Chun, Won-Ki Min, Tae Yong Kim, Young Kee Shong, Won Bae Kim Endocrinol Me

TGFA: Luo W, He H, Xiao W, et al. MALAT1 promotes osteosarcoma development by targeting TGFA via MIR376A. Oncotarget.

2016;7(34):54733-54743. doi:10.18632/oncotarget.10752.

TGFBR1: Liao M, Yang P, Wang F, et al. Smooth muscle cell-speci�c Tgfbr1 de�ciency attenuates neointimal hyperplasia but

promotes an undesired vascular phenotype for injured arteries. Physiological Reports. 2016;4(23):e13056.

doi:10.14814/phy2.13056.

TGFBR3: Julian T. Schwartze, Simone Becker, Elpidoforos Sakkas, ?ukasz A. Wujak, Gero Niess, Jakob Usemann, Frank

Reichenberger, Susanne Herold, István Vadász, Konstantin Mayer, Werner Seeger, Rory E. MortyJ Biol Chem. 2014 Feb 7; 289(6):

3262–3275. Published online 2013 Dec 17. doi: 10.1074/jbc.M113.541052PMCID: PMC3916529 Daniel M. DeLaughter, Cynthia R.

Clark, Danos C. Christodoulou, Christine E. Seidman, H. Scott Baldwin, J. G. Seidman, Joey V. BarnettPLoS One. 2016; 11(8):

e0159710.

THADA: Moraru A, Cakan-Akdogan G, Strassburger K, et al. THADA Regulates the Organismal Balance between Energy Storage

and Heat Production. Developmental Cell. 2017;41(1):72-81.e6. doi:10.1016/j.devcel.2017.03.016.

THBD: Van Mens TE, Liang H-PH, Basu S, et al. Variable phenotypic penetrance of thrombosis in adult mice after tissue-selective

and temporally controlled Thbd gene inactivation. Blood Advances. 2017;1(15):1148-1158. doi:10.1182/bloodadvances.2017005058.

THBS2: Wang X, Zhang L, Li H, Sun W, Zhang H, Lai M. THBS2 is a Potential Prognostic Biomarker in Colorectal Cancer. Scienti�c

Reports. 2016;6:33366. doi:10.1038/srep33366.

TICAM1: Cutting edge: a novel Toll/IL-1 receptor domain-containing adapter that preferentially activates the IFN-beta promoter in

the Toll-like receptor signaling. (PMID: 12471095) Yamamoto M … Akira S Journal of immunology (Baltimore, Md. : 1950) 2002 2 3 4

21 Herpes simplex encephalitis in children with autosomal recessive and dominant TRIF de�ciency. (PMID: 22105173) Sancho-

Shimizu V … Casanova JL The Journal of clinical investigation 2011 3 4 70 The human adaptor SARM negatively regulates adaptor

protein TRIF-dependent Toll-like receptor signaling. (PMID: 16964262) Carty M … Bowie AG Nature immunology 2006 3 4 21 Cutting

Edge: NF-kappaB-activating kinase-associated protein 1 participates in TLR3/Toll-IL-1 homology domain-containing adapter

molecule-1-mediated IFN regulatory factor 3 activation. (PMID: 15611223) Sasai M … Seya T Journal of immunology (Baltimore, Md.

: 1950) 2005 3 4 21 Mechanisms of the TRIF-induced interferon-stimulated response element and NF-kappaB activation and

apoptosis pathways. (PMID: 14739303) Han KJ … Shu HB The Journal of biological chemistry 2004



Sample

M 15/05/2025

Sample

 

TINCR: Huaying Dong, Jianguo Hu, Kejian Zou, Mulin Ye, Yuanwen Chen, Chengyi Wu, Xin Chen, Mingli HanMol Cancer. 2019; 18: 3.

Published online 2019 Jan 8. doi: 10.1186/s12943-018-0931-9PMCID: PMC6323810Yun Liu, Yaying Du, Xiaopeng Hu, Lu Zhao, Wenfei

XiaBMC Cancer. 2018; 18: 367. Published online 2018 Apr 3. doi: 10.1186/s12885-018-4255-3PMCID: PMC5883880Liming Dong,

Honglin Ding, Yanpei Li, Dongwei Xue, Yili LiuCancer Manag Res. 2018; 10: 2799–2807. Published online 2018 Aug 20. doi:

10.2147/CMAR

TIRAP: Patra MC, Choi S. Insight into Phosphatidylinositol-Dependent Membrane Localization of the Innate Immune Adaptor

Protein Toll/Interleukin 1 Receptor Domain-Containing Adaptor Protein. Frontiers in Immunology. 2018;9:75.

doi:10.3389/�mmu.2018.00075.

TLR3: Zinngrebe J, Rieser E, Taraborrelli L, et al.   LUBAC de�ciency perturbs TLR3 signaling to cause immunode�ciency and

autoin�ammation. The Journal of Experimental Medicine. 2016;213(12):2671-2689. doi:10.1084/jem.20160041.

TLR4: Iotzova-Weiss G, Freiberger SN, Johansen P, et al. TLR4 as a negative regulator of keratinocyte proliferation. Brandner JM,

ed. PLoS ONE. 2017;12(10):e0185668. doi:10.1371/journal.pone.0185668.

TLR6: Chen J, Ng MM-L, Chu JJH. Activation of TLR2 and TLR6 by Dengue NS1 Protein and Its Implications in the

Immunopathogenesis of Dengue Virus Infection. Kuhn RJ, ed. PLoS Pathogens. 2015;11(7):e1005053.

doi:10.1371/journal.ppat.1005053.

TM2D3: Jakobsdottir J, van der Lee SJ, Bis JC, et al. Rare Functional Variant in TM2D3is Associated with Late-Onset Alzheimer’s

Disease. Haines JL, ed. PLoS Genetics. 2016;12(10):e1006327. doi:10.1371/journal.pgen.1006327.

TM9SF2: Pacheco AR, Lazarus JE, Sit B, et al. CRISPR Screen Reveals that EHEC’s T3SS and Shiga Toxin Rely on Shared Host Factors

for Infection. Rubin EJ, ed. mBio. 2018;9(3):e01003-18. doi:10.1128/mBio.01003-18.

TMEM16D: FLJ10261 gene, located within the CCND1-EMS1 locus on human chromosome 11q13, encodes the eight-

transmembrane protein homologous to C12orf3, C11orf25 and FLJ34272 gene products. (PMID: 12739008) Katoh M . Katoh M

International journal of oncology 2003 2 3 4 58 Structure and function of TMEM16 proteins (anoctamins). (PMID: 24692353)

Pedemonte N . Galietta LJ Physiological reviews 2014 2 3 58 Anoctamins are a family of Ca2+-activated Cl- channels. (PMID:

22946059) Tian Y . Kunzelmann K Journa

TMEM18: Larder R, Sim MFM, Gulati P, et al. Obesity-associated gene TMEM18 has a role in the central control of appetite and

body weight regulation. Proceedings of the National Academy of Sciences of the United States of America. 2017;114(35):9421-9426.

doi:10.10

TMEM216: Joubert syndrome 2 (JBTS2) in Ashkenazi Jews is associated with a TMEM216 mutation. Edvardson S1, Shaag A, Zenvirt

S, Erlich Y, Hannon GJ, Shanske AL, Gomori JM, Ekstein J, Elpeleg O.Mutations in TMEM216 perturb ciliogenesis and cause Joubert,

Meckel and related syndromes. Valente EM1, Logan CV, Mougou-Zerelli S, Lee JH, Silhavy JL, Brancati F, Iannicelli M, Travaglini L,

Romani S, Illi B, Adams M, Szymanska K, Mazzotta A, Lee JE, Tolentino JC, Swistun D, Salpietro CD, Fede C, Gabriel S, Ru

TMEM229B: Popova EY, Salzberg AC, Yang C, Zhang SS-M, Barnstable CJ. Identi�cation and prediction of alternative transcription

start sites that generate rod photoreceptor-speci�c transcripts from ubiquitously expressed genes. Lewin AS, ed. PLoS ONE.

2017;12(6):e0

TMEM45B: Metri R, Mohan A, Nsengimana J, et al. Identi�cation of a gene signature for discriminating metastatic from primary

melanoma using a molecular interaction network approach. Scienti�c Reports. 2017;7:17314. doi:10.1038/s41598-017-17330-0.

TMOD1: Cheng C, Nowak RB, Biswas SK, Lo W-K, FitzGerald PG, Fowler VM. Tropomodulin 1 Regulation of Actin Is Required for the

Formation of Large Paddle Protrusions Between Mature Lens Fiber Cells. Investigative Ophthalmology & Visual Science.

2016;57(10):4084-40



Sample

M 15/05/2025

Sample

 

TMPO: M J Davies, T F Slater Biochem J. 1986 Dec 15; 240(3): 789–795.PMCID: PMC1147488 Lin Zhang, Gan Wang, Shiwen Chen, Jun

Ding, Shiming Ju, Heli Cao, Hengli TianWorld J Surg Oncol. 2016; 14: 267. Published online 2016 Oct 19. doi: 10.1186/s12957-016-

1018-yPMCID: PMC5069786 Federico Abascal, Michael L. Tress, Alfonso Valencia Bioinformatics. 2015 Jul 15; 31(14): 2257–2261.

Published online 2015 Mar 2. doi: 10.1093/bioinformatics/btv132PMCID: PMC4495291

TMPRSS2: Identi�cation of TMPRSS2 as a Susceptibility Gene for Severe 2009 Pandemic A(H1N1) In�uenza and A(H7N9) In�uenza.

Cheng Z1, Zhou J2, To KK3, Chu H2, Li C1, Wang D1, Yang D1, Zheng S4, Hao K5, Bossé Y6, Obeidat M7, Brandsma CA8, Song YQ9,

Chen Y4, Zheng BJ2, Li L4, Yuen KY3. Kim H, Datta A, Talwar S, Saleem SN, Mondal D, Abdel-Mageed AB. Estradiol-ER?2 signaling axis

confers growth and migration of CRPC cells through TMPRSS2-ETV5 gene fusion. Oncotarget. 2017;8(38):62820-62833.

doi:10.18632/oncotarget.11355.

TMPRSS6: Alicia R. Folgueras, Sandra Freitas-Rodríguez, Andrew J. Ramsay, Cecilia Garabaya, Francisco Rodríguez, Gloria Velasco,

Carlos López-OtínNat Commun. 2018; 9: 1350. Published online 2018 Apr 10. doi: 10.1038/s41467-018-03853-1PMCID: PMC5893555

Sébastien P. Dion, François Béliveau, Antoine Désilets, Mariana Gabriela Ghinet, Richard Leduc J Cell Mol Med. 2018 Apr; 22(4):

2498–2509. Published online 2018 Feb 14. doi: 10.1111/jcmm.13562PMCID: PMC5867103Jana Frýdlová, Petr P?ikryl, Jaroslav Truks

TNC: Human tenascin: primary structure, pre-mRNA splicing patterns and localization of the epitopes recognized by two

monoclonal antibodies. (PMID: 1707164) Siri A … Zardi L Nucleic acids research 1991 2 3 4 23 54 Exome sequencing and linkage

analysis identi�ed tenascin-C (TNC) as a novel causative gene in nonsyndromic hearing loss. (PMID: 23936043) Zhao Y … Wang Q

PloS one 2013 2 3 4 54 Human tenascin gene. Structure of the 5'-region, identi�cation, and characterization of the transcription

regulatory sequences. (PMID: 7531707) Gherzi R … Zardi L The Journal of biological chemistry 1995 3 4 23 54 The complete cDNA

sequence of human hexabrachion (Tenascin). A multidomain protein containing unique epidermal growth factor repeats. (PMID:

1704365) Nies DE … Stefansson K The Journal of biological chemistry 1991 2 3 4 54 A genome-wide search for loci interacting with

known prostate cancer risk-associated genetic variants. (PMID: 22219177) Tao S … Sun J Carcinogenesis 2012

TNF: Association of tumor necrosis factor polymorphisms with asthma and serum total IgE. (PMID: 14681301) Shin HD … Park CS

Human molecular genetics 2004 3 21 39 69 Cytokine gene polymorphisms: association with psoriatic arthritis susceptibility and

severity. (PMID: 12746914) Balding J … FitzGerald O Arthritis and rheumatism 2003 3 4 39 69 A polymorphism that a�ects OCT-1

binding to the TNF promoter region is associated with severe malaria. (PMID: 10369255) Knight JC … Kwiatkowski D Nature

genetics 1999 3 4 39 69 Interleukin (IL)-1beta, IL-1 receptor antagonist, IL-6, IL-8, IL-10, and tumor necrosis factor alpha gene

polymorphisms in patients with febrile seizures. (PMID: 20486195) Chou IC … Tsai FJ Journal of clinical laboratory analysis 2010 3 21

39 Genetic susceptibility to di�erent clinical forms of tuberculosis in the Peruvian population. (PMID: 20188863) Taype CA … Shaw

MA Infection, genetics and evolution : journal of molecular epidemiology and evolutionary genetics in infectious diseases 2010 3

21 39 Genetic variation in chromosomal translocation breakpoint and immune function genes and risk of non-Hodgkin

lymphoma. (PMID: 20087644) Fernberg P … Ekström Smedby K Cancer causes & control : CCC 2010 3 21 39 Association between

polymorphisms in human tumor necrosis factor-alpha (--308) and -beta (252) genes and development of gestational diabetes

mellitus. (PMID: 20189261) Montazeri S … Radhakrishnan AK Diabetes research and clinical practice 2010 3 21 39 Tumor necrosis

factor alpha (-308), interleukin-6 (-174) and interleukin-10 (-1082) gene polymorphisms in polycystic ovary syndrome. (PMID:

20189706) Vural P … Akgül C European journal of obstetrics, gynecology, and reproductive biology 2010 3 21 39 Genetic

association of Toll-like-receptor 4 and tumor necrosis factor-alpha polymorphisms with Plasmodium falciparum blood infection

levels. (PMID: 20307689) Basu M … Sengupta S Infection, genetics and evolution : journal of molecular epidemiology and

evolutionary genetics in infectious diseases 2010 3 21 39 The tumor necrosis factor polymorphism TNF (-308) is associated with

susceptibility to meningococcal sepsis, but not with lethality. (PMID: 19242354) Read RC … Wilson AG Critical care medicine 2009 3

21 39 The relation of adiponectin and tumor necrosis factor alpha levels between endothelial nitric oxide synthase, angiotensin-

converting enzyme, transforming growth factor beta, and tumor necrosis factor alpha gene polymorphism in adrenal

incidentalomas. (PMID: 19498318) Harman E … Yilmaz C Journal of endocrinological investigation 2009 3 21 39 Association of IL10

and other immune response- and obesity-related genes with prostate cancer in CLUE II. (PMID: 19267370) Wang MH … Platz EA

The Prostate 2009 3 21 39 Analysis of in�ammation- and atherosclerosis-related gene polymorphisms in branch retinal vein

occlusion. (PMID: 19347053) Steinbrugger I … Weger M Molecular vision 2009 3 21 39 Single nucleotide polymorphisms in TNF-

alpha, TNFR2 gene and TNF-alpha production in Asian Indians. (PMID: 19811435) Gupta R … Das SN Immunological investigations

2009 3 21 39 Genetic variants in immunoregulatory genes and risk for childhood lymphomas. (PMID: 19508433) Andrie E …

Petridou ET European journal of haematology 2009 3 21 39 Cytokine gene polymorphisms in Behçet's disease and their



Sample

M 15/05/2025

Sample

 

association with clinical and laboratory �ndings. (PMID: 19796538) Dilek K … Oral HB Clinical and experimental rheumatology 2009

3 21 39 E�ect of desensitization in solid organ transplant recipients depends on some cytokines genes polymorphism. (PMID:

19332120) Lobashevsky AL … Turrentine MW Transplant immunology 2009 3 21 39 Interleukin-1 receptor antagonist and tumour

necrosis factor-alpha gene polymorphisms in Turkish patients with allergic contact dermatitis. (PMID: 19706048) Ertam I …

Ozkinay F Contact dermatitis 2009 3 21 39 TNFA and IL10 gene polymorphisms are not associated with periodontitis in Brazilians.

(PMID: 19771178) Moreira PR … Dutra WO The open dentistry journal 2009 3 21 39 [E�ect of TNF-alpha gene polymorphism on

outcome of thalidomide-based regimens for multiple myeloma]. (PMID: 19954656) DU J … Hou J Zhonghua xue ye xue za zhi =

Zhonghua xueyexue zazhi 2009 3 21 39 Long-range linkage on chromosome 6p of VEGF, FKBP5, HLA and TNF alleles associated

with transplant rejection. (PMID: 19233472) Chen Y … Hutchinson IV Molecular immunology 2009 3 21 39 Association of

polymorphisms in Tumor Necrosis Factor Alpha and Beta genes with increased risk for oral cancer. (PMID: 19528505) Yapijakis C …

Vairaktaris E Anticancer research 2009 3 21 39 Association between in�ammatory gene polymorphisms and coronary artery

disease in an Indian population. (PMID: 18157711) Banerjee I … Ganesh S Journal of thrombosis and thrombolysis 2009 3 21 39

Association of gastric disease with polymorphisms in the in�ammatory-related genes IL-1B, IL-1RN, IL-10, TNF and TLR4. (PMID:

19295440) Murphy G … O'Sullivan M European journal of gastroenterology & hepatology 2009 3 21 39 The role of tumor necrosis

factor (TNF)-alpha and TNF receptor polymorphisms in susceptibility to ankylosing spondylitis. (PMID: 19772798) Chatzikyriakidou

A … Drosos AA Clinical and experimental rheumatology 2009 3 21 39 Variation in in�ammation-related genes and risk of incident

nonfatal myocardial infarction or ischemic stroke. (PMID: 17981284) Bis JC … Psaty BM Atherosclerosis 2008 3 21 39 Association of

cystic �brosis transmembrane conductance regulator (CFTR) mutation/variant/haplotype and tumor necrosis factor (TNF)

promoter polymorphism in hyperlipidemic pancreatitis. (PMID: 17981921) Chang YT … Wong JM Clinical chemistry 2008 3 21 39

Polymorphisms of the TNF, CD14, and HSPA1B genes in patients with acute alcohol-induced pancreatitis. (PMID: 18580445)

Tukiainen E … Repo H Pancreas 2008 3 21 39 TNF-alpha gene promoter polymorphism at nucleotide -308 and the in�ammatory

response and oxidative stress induced by cardiac surgery: role of heart failure and medical treatment. (PMID: 18450464) Galiñanes

M … Hadjinikolaou L European journal of cardio-thoracic surgery : o�cial journal of the European Association for Cardio-thoracic

Surgery 2008 3 21 39 New approach reveals CD28 and IFNG gene interaction in the susceptibility to cervical cancer. (PMID:

18337305) Guzman VB … Morgun A Human molecular genetics 2008 3 21 39 Impact of genetic polymorphisms of leptin and TNF-

alpha on rosiglitazone response in Chinese patients with type 2 diabetes. (PMID: 18438653) Liu HL … Liu ZQ European journal of

clinical pharmacology 2008 3 21 39 Association between the level of circulating bioactive tumor necrosis factor alpha and the

tumor necrosis factor alpha gene polymorphism at -308 in patients with rheumatoid arthritis treated with a tumor necrosis factor

alpha inhibitor. (PMID: 18438841) Marotte H … Miossec P Arthritis and rheumatism 2008 3 21 39 TNF, IFNG, IL6, IL10 and TGFB1

gene polymorphisms in South and Southeast Brazil. (PMID: 18680515) Visentainer JE … de Souza CA International journal of

immunogenetics 2008 3 21 39 Cytokine Genes TNF, IL1A, IL1B, IL6, IL1RN and IL10, and childhood-onset mood disorders. (PMID:

18832862) Misener VL … International Consortium for Childhood-Onset Mood Disorders Neuropsychobiology 2008 3 21 39

[Association of immune system gene polymorphisms with quantitative features which are pathogenetically important in chronic

viral hepatitis]. (PMID: 18610832) Goncharova IA … pyzurev VP Molekuliarnaia biologiia 2008 3 21 39 IL10 polymorphisms are

associated with air�ow obstruction in severe alpha1-antitrypsin de�ciency. (PMID: 17690329) Demeo DL … Silverman EK American

journal of respiratory cell and molecular biology 2008 3 21 39 Polymorphisms in cytokine genes and their association with acute

rejection and recurrence of hepatitis B in Chinese liver transplant recipients. (PMID: 18375254) Xie HY … Zheng SS Archives of

medical research 2008 3 21 39 Tumor necrosis factor-alpha and interleukin-10 gene promoter polymorphisms in Turkish

rheumatoid arthritis patients. (PMID: 18427872) Ates O … Topal-Sarikaya A Clinical rheumatology 2008 3 21 39 Interleukin-10 (IL10)

and tumor necrosis factor alpha (TNF) gene polymorphisms in Parkinson's disease patients. (PMID: 18362084) Bialecka M …

Droździk M Parkinsonism & related disorders 2008 3 21 39 Interleukin-10 and tumor necrosis factor-alpha gene polymorphisms in

tuberculosis. (PMID: 18071881) Ates O … Topal-Sarikaya A Journal of clinical immunology 2008 3 21 39 A single tumour necrosis

factor haplotype in�uences the response to adalimumab in rheumatoid arthritis. (PMID: 17673491) Miceli-Richard C … Mariette X

Annals of the rheumatic diseases 2008 3 21 39 Genetic polymorphisms of RANTES, IL1-A, MCP-1 and TNF-A genes in patients with

prostate cancer. (PMID: 19099590) Sáenz-López P … Ruiz-Cabello F BMC cancer 2008 3 21 39 [Association between susceptibility of

endometriosis and the gene polymorphism of tumor necrosis factor]. (PMID: 18754435) Lu DH … Deng L Zhonghua yi xue za zhi

2008 3 21 39 In�ammatory system gene polymorphism and the risk of stroke: a case-control study in an Indian population. (PMID:

18158110) Banerjee I … Ganesh S Brain research bulletin 2008 3 21 39 In�uence of functional interleukin 10/tumor necrosis factor-

alpha polymorphisms on interferon-alpha, IL-10, and regulatory T cell population in patients with systemic lupus erythematosus

receiving antimalarial treatment. (PMID: 18597405) López P … Suárez A The Journal of rheumatology 2008 3 21 39 Association

between LTA, TNF and AGER polymorphisms and late diabetic complications. (PMID: 18575614) Lindholm E … Agardh CD PloS one



Sample

M 15/05/2025

Sample

 

2008 3 21 39 Polymorphisms of tumor-necrosis factor-alpha - 308 and lymphotoxin-alpha + 250: possible modulation of

susceptibility to apoptosis in chronic lymphocytic leukemia and non-Hodgkin lymphoma mononuclear cells. (PMID: 19021060)

Jevtovic-Stoimenov T … Pavlović S Leukemia & lymphoma 2008 3 21 39 Genetic polymorphisms of adiponectin and tumor necrosis

factor-alpha and nonalcoholic fatty liver disease in Chinese people. (PMID: 18565022) Wong VW … Chan HL Journal of

gastroenterology and hepatology 2008 3 21 39 Cytokine gene polymorphisms in heavy drinkers with and without decompensated

liver disease: a case-control study. (PMID: 19086955) Gleeson D … Du� GW The American journal of gastroenterology 2008 3 21 39

Combined e�ect of tumour necrosis factor-alpha and interleukin-13 polymorphisms on bronchial hyperresponsiveness in Korean

children with asthma. (PMID: 18341619) Kim HB … Hong SJ Clinical and experimental allergy : journal of the British Society for

Allergy and Clinical Immunology 2008 3 21 39 In�uence of cytokine gene polymorphisms on IgA nephropathy. (PMID: 18300111)

Bantis C … Ivens K Renal failure 2008 3 21 39 Cytokine gene polymorphism in kidney transplantation--impact of TGF-beta 1, TNF-

alpha and IL-6 on graft outcome. (PMID: 18158121) Nikolova PN … Naumova EJ Transplant immunology 2008 3 21 39 Epistatic

interactions are critical to gene-association studies: PAI-1 and risk for mortality after burn injury. (PMID: 18182917) Barber RC …

Horton JW Journal of burn care & research : o�cial publication of the American Burn Association 2008 3 21 39 TNF and sTNFR1/2

plasma levels in ALS patients. (PMID: 18083240) Cereda C … Ceroni M Journal of neuroimmunology 2008 3 21 39 Associations

between tumor necrosis factor-alpha and lymphotoxin-alpha polymorphisms and idiopathic recurrent miscarriage. (PMID:

18299433) Zammiti W … Mahjoub T Reproduction (Cambridge, England) 2008 3 21 39 Polymorphisms of tumor necrosis factor-

alpha, interleukin-10, cytochrome P450 3A5 and ABCB1 in Chinese liver transplant patients treated with immunosuppressant

tacrolimus. (PMID: 17568575) Li D … Zhang GL Clinica chimica acta; international journal of clinical chemistry 2007 3 21 39

Frequency distribution of cytokine gene polymorphisms in the healthy North Indian population. (PMID: 17257312) Kaur G … Mehra

NK Tissue antigens 2007 3 21 39 E�ect of the 252A>G polymorphism of the lymphotoxin-alpha gene on in�ammatory markers of

response to cigarette smoking in Korean healthy men. (PMID: 17113059) Jang Y … Lee JH Clinica chimica acta; international journal

of clinical chemistry 2007 3 21 39 Genetic polymorphisms in immunoresponse genes TNFA, IL6, IL10, and TLR4 are associated with

recurrent acute otitis media. (PMID: 17908769) Emonts M … Sanders EA Pediatrics 2007 3 21 39 Association between human

African trypanosomiasis and the IL6 gene in a Congolese population. (PMID: 16720107) Courtin D … Garcia A Infection, genetics

and evolution : journal of molecular epidemiology and evolutionary genetics in infectious diseases 2007 3 21 39 TNF polymorphism

and bronchoalveolar lavage cell TNF-alpha levels in chronic beryllium disease and beryllium sensitization. (PMID: 17208287) Sato H

… Maier LA The Journal of allergy and clinical immunology 2007 3 21 39 IL-10 and IL-6 gene polymorphisms as potential host

susceptibility factors in Brucellosis. (PMID: 17544674) Budak F … Oral HB Cytokine 2007 3 21 39 Cytokine gene polymorphisms in

Colombian patients with systemic lupus erythematosus. (PMID: 17711410) Guarnizo-Zuccardi P … Vasquez G Tissue antigens 2007

3 21 39 Tumour necrosis factor alpha promoter polymorphisms and etanercept therapy in juvenile idiopathic arthritis. (PMID:

16951943) Schmeling H … Horne� G Rheumatology international 2007 Dual proteome-scale networks reveal cell-speci�c

remodeling of the human interactome. (PMID: 33961781) Huttlin EL … Gygi SP Cell 2021 3 MIND bomb 2 prevents RIPK1 kinase

activity-dependent and -independent apoptosis through ubiquitylation of cFLIPL. (PMID: 33469115) Nakabayashi O … Nakano H

Communications biology 2021 3 An NF-κB-responsive long noncoding RNA, PINT, regulates TNF-α gene transcription by sca�olding

p65 and EZH2. (PMID: 34405442) Ye M … Zhou R FASEB journal : o�cial publication of the Federation of American Societies for

Experimental Biology 2021 3 Polymorphisms of the TNF, LTA, and TNFRSF1B genes are associated with onsets of menarche and

menopause in US women of European ancestry. (PMID: 34595982) Dvornyk V … Deng HW Annals of human biology 2021 3 Meta-

analysis for association of TNFA-308(G > A) SNP with vitiligo susceptibility. (PMID: 34673212) Giri PS … Dwivedi M Gene 2022

TNFRSF1B: Li H, Anderson SK. Association of TNFRSF1B Promoter Polymorphisms with Human Disease: Further Studies Examining

T-Regulatory Cells Are Required. Frontiers in Immunology. 2018;9:443. doi:10.3389/�mmu.2018.00443.



Sample

M 15/05/2025

Sample

 

TNFSF14: LIGHT/LTβR signaling regulates self-renewal and di�erentiation of hematopoietic and leukemia stem cells. (PMID:

33594067) Höpner SS … Ochsenbein AF Nature communications 2021 3 Increased level of LIGHT/TNFSF14 is associated with

survival in aneurysmal subarachnoid hemorrhage. (PMID: 33492677) Schranz D … Csecsei P Acta neurologica Scandinavica 2021

Genomic characterization of LIGHT reveals linkage to an immune response locus on chromosome 19p13.3 and distinct isoforms

generated by alternate splicing or proteolysis. (PMID: 11673523) Granger SW … Ware CF Journal of immunology (Baltimore, Md. :

1950) 2001 3 4 21 LIGHT, a new member of the TNF superfamily, and lymphotoxin alpha are ligands for herpesvirus entry mediator.

(PMID: 9462508) Mauri DN … Ware CF Immunity 1998 2 3 4 Genetic risk and a primary role for cell-mediated immune mechanisms

in multiple sclerosis. (PMID: 21833088) International Multiple Sclerosis Genetics Consortium … Compston A Nature 2011 3 39

CXCR3 binding chemokine and TNFSF14 over expression in bladder urothelium of patients with ulcerative interstitial cystitis.

(PMID: 20096889) Ogawa T … Nishizawa O The Journal of urology 2010 3 21 An approach based on a genome-wide association

study reveals candidate loci for narcolepsy. (PMID: 20677014) Shimada M … Tokunaga K Human genetics 2010

TNFSF15: Hedl M, Abraham C. A TNFSF15 disease-risk polymorphism increases pattern-recognition receptor-induced signaling

through caspase-8–induced IL-1. Proceedings of the National Academy of Sciences of the United States of America.

2014;111(37):13451-13456. doi:

TNFSF4: Manku H, Langefeld CD, Guerra SG, et al. Trans-Ancestral Studies Fine Map the SLE-Susceptibility Locus TNFSF4 . McCarthy

MI, ed. PLoS Genetics. 2013;9(7):e1003554. doi:10.1371/journal.pgen.1003554.



Sample

M 15/05/2025

Sample

 

TNNT2: Mutation screening in dilated cardiomyopathy: prominent role of the beta myosin heavy chain gene. (PMID: 15769782)

Villard E … Komajda M European heart journal 2005 3 4 21 39 69 Mutations pro�le in Chinese patients with hypertrophic

cardiomyopathy. (PMID: 15563892) Song L … Hui R Clinica chimica acta; international journal of clinical chemistry 2005 3 4 21 39 69

Human cardiac troponin T: identi�cation of fetal isoforms and assignment of the TNNT2 locus to chromosome 1q. (PMID:

8088824) Townsend PJ … Barton PJ Genomics 1994 2 3 4 21 69 [Study of mutations causing hypertrophic cardiomyopathy in a

group of patients from Espirito Santo, Brazil]. (PMID: 20414521) Marsiglia JD … Araújo AQ Arquivos brasileiros de cardiologia 2010

3 21 39 69 [Mutations in sarcomeric genes MYH7, MYBPC3, TNNT2, TNNI3, and TPM1 in patients with hypertrophic

cardiomyopathy]. (PMID: 19150014) García-Castro M … Morís C Revista espanola de cardiologia 2009 3 21 39 69 Shared genetic

causes of cardiac hypertrophy in children and adults. (PMID: 18403758) Morita H … Seidman CE The New England journal of

medicine 2008 3 21 39 69 Coding sequence mutations identi�ed in MYH7, TNNT2, SCN5A, CSRP3, LBD3, and TCAP from 313 patients

with familial or idiopathic dilated cardiomyopathy. (PMID: 19412328) Hershberger RE … Litt M Clinical and translational science

2008 3 21 39 69 [Association of TNNT2 gene mutations with idiopathic dilated cardiomyopathy in a Chengdu population]. (PMID:

19253838) Chen B … Chen Y Sichuan da xue xue bao. Yi xue ban = Journal of Sichuan University. Medical science edition 2008 3 21

39 69 Compound and double mutations in patients with hypertrophic cardiomyopathy: implications for genetic testing and

counselling. (PMID: 16199542) Ingles J … Semsarian C Journal of medical genetics 2005 Association of variants in MYH7, MYBPC3

and TNNT2 with sudden cardiac death-related risk factors in Brazilian patients with hypertrophic cardiomyopathy. (PMID:

33588347) Mori AA … Hirata MH Forensic science international. Genetics 2021 3 High-sensitivity cardiac troponin T and N-terminal

pro-B-type natriuretic peptide in acute heart failure: Data from the ACE 2 study. (PMID: 33245872) Berge K … Røsjø H Clinical

biochemistry 2021 3 Di�erential associations of cardiac troponin T and cardiac troponin I with coronary artery pathology and

dynamics in response to short-duration exercise. (PMID: 33245871) Tveit SH … Flaa A Clinical biochemistry 2021 3 The role of

antibody-based troponin detection in cardiovascular disease: A critical assessment. (PMID: 34329690) Ma H … O'Kennedy R Journal

of immunological methods 2021 3 Prognostic value of non-acute high sensitive troponin-T for cardiovascular morbidity and

mortality in adults with congenital heart disease: A systematic review. (PMID: 33678488) Willinger L … Müller J Journal of cardiology

2021 3 Mechanical dysfunction of the sarcomere induced by a pathogenic mutation in troponin T drives cellular adaptation.

(PMID: 33856419) Clippinger SR … Greenberg MJ The Journal of general physiology 2021 3 Dynamic changes of high-sensitivity

troponin T concentration during infancy: Clinical implications. (PMID: 33453718) Jehlicka P … Sykora J Physiological research 2021 3

High-sensitivity cardiac troponin T and the risk of heart failure in postmenopausal women of the ARIC Study. (PMID: 33399316)

Ebong IA … Chang P Menopause (New York, N.Y.) 2021 3 Systemic in�ammation induced by exacerbation of COPD or pneumonia in

patients with COPD induces cardiac troponin elevation. (PMID: 34452935) Søyseth V … Einvik G BMJ open respiratory research

2021 3 A troponin T variant linked with pediatric dilated cardiomyopathy reduces the coupling of thin �lament activation to myosin

and calcium binding. (PMID: 34161147) Barrick SK … Greenberg MJ Molecular biology of the cell 2021 3 Diagnostic value of

circulating microRNAs compared to high-sensitivity troponin T for the detection of non-ST-segment elevation myocardial

infarction. (PMID: 33580779) Biener M … Mueller-Hennessen M European heart journal. Acute cardiovascular care 2021 3 Mutation

location of HCM-causing troponin T mutations de�nes the degree of myo�lament dysfunction in human cardiomyocytes. (PMID:

33148509) Schuldt M … van der Velden J Journal of molecular and cellular cardiology 2021 3 Troponin T Mutation as a Cause of Left

Ventricular Systolic Dysfunction in a Young Patient with Previous Surgical Correction of Aortic Coarctation. (PMID: 34066613)

Caiazza M … Limongelli G Biomolecules 2021 3 Coding sequence rare variants identi�ed in MYBPC3, MYH6, TPM1, TNNC1, and

TNNI3 from 312 patients with familial or idiopathic dilated cardiomyopathy. (PMID: 20215591) Hershberger RE … Gonzalez-

Quintana J Circulation. Cardiovascular genetics 2010

TOMM40: Hippocampal atrophy as a quantitative trait in a genome-wide association study identifying novel susceptibility genes

for Alzheimer's disease. (PMID: 19668339) Potkin SG . Alzheimer's Disease Neuroimaging Initiative PloS one 2009 3 23 45 58

Dissection of the mitochondrial import and assembly pathway for human Tom40. (PMID: 15644312) Humphries AD . Ryan MT The

Journal of biological chemistry 2005 2 3 4 58 Genetic identity and di�erential expression of p38.5 (Haymaker) in human malignant

and

TOR1A: DYT1 mutations in early onset primary torsion dystonia and Parkinson disease patients in Chinese populations. (PMID:

19038309) Yang JF . Chan P Neuroscience letters 2009 3 23 45 58 Genotype-phenotype interactions in primary dystonias revealed

by di�erential changes in brain structure. (PMID: 19344776) Draganski B . Frackowiak RS NeuroImage 2009 3 23 45 58 High-

throughput mutational analysis of TOR1A in primary dystonia. (PMID: 19284587) Xiao J . LeDoux MS BMC medical genetics 2009 3

23 45



Sample

M 15/05/2025

Sample

 

TP53: Pathway-based approaches to imaging genetics association studies: Wnt signaling, GSK3beta substrates and major

depression. (PMID: 20219685) Inkster B … Matthews PM NeuroImage 2010 3 39 E�ect of MDM2 SNP309 and p53 codon 72

polymorphisms on lung cancer risk and survival among non-smoking Chinese women in Singapore. (PMID: 20219101) Chua HW …

Seow A BMC cancer 2010 3 39 Critical role for Ser20 of human p53 in the negative regulation of p53 by Mdm2. (PMID: 10202144)

Unger T … Haupt Y The EMBO journal 1999 3 21 Multilevel proteomics reveals host perturbations by SARS-CoV-2 and SARS-CoV.

(PMID: 33845483) Stukalov A … Pichlmair A Nature 2021 3 Metformin induces apoptosis and inhibits migration by activating the

AMPK/p53 axis and suppressing PI3K/AKT signaling in human cervical cancer cells. (PMID: 33236135) Chen YH … Hsiao YH Mo The

RNF20/40 complex regulates p53-dependent gene transcription and mRNA splicing. (PMID: 31152661) Wu C … Yu X Journal of

molecular cell biology 2020 3 Human colorectal cancer derived-MSCs promote tumor cells escape from senescence via P53/P21

pathway. (PMID: 31218648) Li G … Feng Y Clinical & translational oncology : o�cial publication of the Federation of Spanish

Oncology Societies and of the National Cancer Institute of Mexico 2020 3 Tumor-derived CK1α mutations enhance MDMX

inhibition of p53. (PMID: 31462704) Liu X … Chen J Oncogene 2020 TP53 mutations predict disease control in metastatic colorectal

cancer treated with cetuximab-based chemotherapy. (PMID: 19367287) Oden-Ganglo� A … Frebourg T British journal of cancer

2009 3 21 39 70 Germline TP53 mutations in BRCA1 and BRCA2 mutation-negative French Canadian breast cancer families. (PMID:

17541742) Arcand SL … Tonin PN Breast cancer research and treatment 2008 3 21 39 70 BRCA1, BRCA2 and TP53 mutations in very

early-onset breast cancer with associated risks to relatives. (PMID: 16644204) Lalloo F … Evans DG European journal of cancer

(Oxford, England : 1990) 2006 3 21 39 70 TP53, BRCA1, and BRCA2 tumor suppressor genes are not commonly mutated in survivors

of Hodgkin's disease with second primary neoplasms. (PMID: 14673037) Nichols KE … Diller L Journal of clinical oncology : o�cial

journal of the American Society of Clinical Oncology 2003 3 21 39 70 Hereditary TP53 codon 292 and somatic P16INK4A codon 94

mutations in a Li-Fraumeni syndrome family. (PMID: 10484981) Güran S … Imirzalioğlu N Cancer genetics and cytogenetics 1999

TPH1: Wigner P, Czarny P, Synowiec E, et al. Association between single nucleotide polymorphisms of TPH1 and TPH2 genes, and

depressive disorders. Journal of Cellular and Molecular Medicine. 2018;22(3):1778-1791. doi:10.1111/jcmm.13459.

TPH2: Donner NC, Kubala KH, Hassell Jr. JE, et al. Two models of inescapable stress increase tph2 mRNA expression in the anxiety-

related dorsomedial part of the dorsal raphe nucleus. Neurobiology of Stress. 2018;8:68-81. doi:10.1016/j.ynstr.2018.01.003.

TPK1: Lin C-J, Wu C-Y, Yu, S-J, Chen Y-L. Protein kinase A governs growth and virulence in Candida tropicalis. Virulence.

2018;9(1):331-347. doi:10.1080/21505594.2017.1414132.

TPM1: England J, Granados-Riveron J, Polo-Parada L, et al. Tropomyosin 1: Multiple roles in the developing heart and in the

formation of congenital heart defects. Journal of Molecular and Cellular Cardiology. 2017;106:1-13. doi:10.1016/j.yjmcc.2017.03.006.

TPO: Godlewska M, Krasuska W, Czarnocka B. Biochemical properties of thyroid peroxidase (TPO) expressed in human breast and

mammary-derived cell lines. Pizzo SV, ed. PLoS ONE. 2018;13(3):e0193624. doi:10.1371/journal.pone.0193624.

TPTE2P1: Xu S, Zhan M, Wang J. Epithelial-to-mesenchymal transition in gallbladder cancer: from clinical evidence to cellular

regulatory networks. Cell Death Discovery. 2017;3:17069-. doi:10.1038/cddiscovery.2017.69.

TRABD2B: Yamada Y, Sakuma J, Takeuchi I, et al. Identi�cation of eight genetic variants as novel determinants of dyslipidemia in

Japanese by exome-wide association studies. Oncotarget. 2017;8(24):38950-38961. doi:10.18632/oncotarget.17159.

TRAPPC9: Li C, Luo X, Zhao S, et al. COPI–TRAPPII activates Rab18 and regulates its lipid droplet association. The EMBO Journal.

2017;36(4):441-457. doi:10.15252/embj.201694866.

TREM2: Jay TR, von Saucken VE, Landreth GE. TREM2 in Neurodegenerative Diseases. Molecular Neurodegeneration. 2017;12:56.

doi:10.1186/s13024-017-0197-5.

TRHR: García M, González de Buitrago J, Jiménez-Rosés M, Pardo L, Hinkle PM, Moreno JC. Central Hypothyroidism Due to a TRHR

Mutation Causing Impaired Ligand A�nity and Transactivation of Gq. The Journal of Clinical Endocrinology and Metabolism.

2017;102(7):2



Sample

M 15/05/2025

Sample

 

TRIB3: Aimé P, Sun X, Zareen N, et al. Trib3 Is Elevated in Parkinson’s Disease and Mediates Death in Parkinson’s Disease

Models. The Journal of Neuroscience. 2015;35(30):10731-10749. doi:10.1523/JNEUROSCI.0614-15.2015.

TRIM4: Okamoto M, Kouwaki T, Fukushima Y, Oshiumi H. Regulation of RIG-I Activation by K63-Linked Polyubiquitination. Frontiers

in Immunology. 2017;8:1942. doi:10.3389/�mmu.2017.01942.

TRIM63: MuRF1-dependent regulation of systemic carbohydrate metabolism as revealed from transgenic mouse studies. (PMID:

18468620) Hirner S … Labeit D Journal of molecular biology 2008 3 4 23 54 Muscle-speci�c RING �nger-1 interacts with titin to

regulate sarcomeric M-line and thick �lament structure and may have nuclear functions via its interaction with glucocorticoid

modulatory element binding protein-1. (PMID: 11927605) McElhinny AS … Gregorio CC The Journal of cell biology 2002 3 4 23 54 A

novel human striated muscle RING zinc �nger protein, SMRZ, interacts with SMT3b via its RING domain. (PMID: 11283016) Dai KS …

Liew CC The Journal of biological chemistry 2001 2 3 4 54 Identi�cation of muscle speci�c ring �nger proteins as potential

regulators of the titin kinase domain. (PMID: 11243782) Centner T … Labeit S Journal of molecular biology 2001 2 3 4 54 Rare

variants in genes encoding MuRF1 and MuRF2 are modi�ers of hypertrophic cardiomyopathy. (PMID: 24865491) Su M … Song L

International journal of molecular sciences 2014

TRIM66: Chen Y, Guo Y, Yang H, et al. TRIM66 overexpresssion contributes to osteosarcoma carcinogenesis and indicates poor

survival outcome. Oncotarget. 2015;6(27):23708-23719.

TRPM4: Debarghya Dutta Banik, Laura E. Martin, Marc Freichel, Ann-Marie Torregrossa, Kathryn F. MedlerProc Natl Acad Sci U S A.

2018 Jan 23; 115(4): E772–E781. Published online 2018 Jan 8. doi: 10.1073/pnas.1718802115PMCID: PMC5789955Marie Demion,

Jérôme Thireau, Mélanie Gue�er, Amanda Finan, Ziad Khoueiry, Cécile Cassan, Nicolas Sera�ni, Franck Aimond, Mathieu Granier,

Jean-Luc Pasquié, Pierre Launay, Sylvain RichardPLoS One. 2014; 9(12): e115256. Published online 2014 Dec 22. doi: 10.1371/jou

TRPM6: Chubanov V, Ferioli S, Wisnowsky A, et al. Epithelial magnesium transport by TRPM6 is essential for prenatal development

and adult survival. Lewis RS, ed. eLife. 2016;5:e20914. doi:10.7554/eLife.20914.

TSHR: Morshed SA, Ma R, Latif R, Davies TF. Biased signaling by thyroid-stimulating hormone receptor–speci�c antibodies

determines thyrocyte survival in autoimmunity. Science signaling. 2018;11(514):eaah4120. doi:10.1126/scisignal.aah4120.

TSHZ1: Kuerbitz J, Arnett M, Ehrman S, et al. Loss of Intercalated Cells (ITCs) in the Mouse Amygdala of Tshz1 Mutants Correlates

with Fear, Depression, and Social Interaction Phenotypes. The Journal of Neuroscience. 2018;38(5):1160-1177.

doi:10.1523/JNEUROSCI.1

TSPAN9: Elizabeth J. Haining, Alexandra L. Matthews, Peter J. Noy, Hanna M. Romanska, Helen J. Harris, Jeremy Pike, Martina

Morowski, Rebecca L. Gavin, Jing Yang, Pierre-Emmanuel Milhiet, Fedor Berditchevski, Bernhard Nieswandt, Natalie S. Poulter,

Steve P. Watson, Michael G. TomlinsonPlatelets. 2017; 28(7): 629–642. Published online 2016 Dec 29. doi:

10.1080/09537104.2016.1254175PMCID: PMC5706974Katie M. Stiles, Margaret KielianJ Virol. 2016 May 1; 90(9): 4289–4297.

Prepublished online 2016 Feb 10

TTC37: Wen-I Lee, Jing-Long Huang, Chien-Chang Chen, Ju-Li Lin, Ren-Chin Wu, Tang-Her Jaing, Liang-Shiou OuMedicine (Baltimore)

2016 Mar; 95(9): e2918. Published online 2016 Mar 7. doi: 10.1097/MD.0000000000002918PMCID: PMC4782876Craig Kinnear,

Brigitte Glanzmann, Eric Banda, Nikola Schlechter, Glenda Durrheim, Annika Neethling, Etienne Nel, Mardelle Schoeman, Glynis

Johnson, Paul D. van Helden, Eileen G. Hoal, Monika Esser, Michael Urban, Marlo MöllerBMC Med Genet. 2017; 18: 26. Published

online

TTN: Yu-Huan Shih, Alexey V. Dvornikov, Ping Zhu, Xiao Ma, Maengjo Kim, Yonghe Ding, Xiaolei XuDevelopment. 2016 Dec 15;

143(24): 4713–4722. doi: 10.1242/dev.139246PMCID: PMC5201027Ali M. Tabish, Valerio Azzimato, Aris Alexiadis, Byambajav

Buyandelger, Ralph KnöllBiophys Rev. 2017 Jun; 9(3): 207–223. Published online 2017 May 5. doi: 10.1007/s12551-017-0265-7PMCID:

PMC5498329 Maria Franaszczyk, Przemyslaw Chmielewski, Grazyna Truszkowska, Piotr Stawinski, Ewa Michalak, Malgorzata

Rydzanicz.



Sample

M 15/05/2025

Sample

 

TTR: O�enburger S-L, Ho XY, Tachie-Menson T, Coakley S, Hilliard MA, Gartner A. 6-OHDA-induced dopaminergic

neurodegeneration in Caenorhabditis elegansis promoted by the engulfment pathway and inhibited by the transthyretin-related

protein TTR-33. Caldwell K,

TTRAP: Vilotti S, Biagioli M, Foti R, et al. The PML nuclear bodies-associated protein TTRAP regulates ribosome biogenesis in

nucleolar cavities upon Proteínasome inhibition. Cell Death and Di�erentiation. 2012;19(3):488-500. doi:10.1038/cdd.2011.118.

TUB: Von Loe�elholz O, Venables NA, Drummond DR, Katsuki M, Cross R, Moores CA. Nucleotide– and Mal3-dependent changes in

�ssion yeast microtubules suggest a structural plasticity view of dynamics. Nature Communications. 2017;8:2110.

doi:10.1038/s41467-017-0

TUSC1: Zhihong Shan, Abbas Shakoori, Sohrab Bodaghi, Paul Goldsmith, Jen Jin, Jonathan S. WiestPLoS One. 2013; 8(6): e66114.

Published online 2013 Jun 11. doi: 10.1371/journal.pone.0066114PMCID: PMC3679066Youichi Sato, Chise Hasegawa, Atsushi Tajima,

Shiari Nozawa, Miki Yoshiike, Eitetsue Koh, Jiro Kanaya, Mikio Namiki, Kiyomi Matsumiya, Akira Tsujimura, Kiyoshi Komatsu, Naoki

Itoh, Jiro Eguchi, Aiko Yamauchi, Teruaki IwamotoJ Assist Reprod Genet. 2018 Feb; 35(2): 257–263. Published online 2017 Oc

TXN: Auto- and cross-reactivity to thioredoxin allergens in allergic bronchopulmonary aspergillosis. (PMID: 19032234) Glaser AG …

Rhyner C Allergy 2008 3 4 22 Thioredoxin catalyzes the S-nitrosation of the caspase-3 active site cysteine. (PMID: 16408020) Mitchell

DA … Marletta MA Nature chemical biology 2005 3 4 22 S-nitrosation of thioredoxin in the nitrogen monoxide/superoxide system

activates apoptosis signal-regulating kinase 1. (PMID: 15246877) Yasinska IM … Sumbayev VV Archives of biochemistry and

biophysics 2004 3 4 22 AP-1 transcriptional activity is regulated by a direct association between thioredoxin and Ref-1. (PMID:

9108029) Hirota K … Yodoi J Proceedings of the National Academy of Sciences of the United States of America 1997 3 4 22 Crystal

structures of reduced, oxidized, and mutated human thioredoxins: evidence for a regulatory homodimer. (PMID: 8805557)

Weichsel A … Montfort WR Structure (London, England : 1993) 1996

TXNRD2: Kiermayer C, Northrup E, Schrewe A, et al. Heart-Speci�c Knockout of the Mitochondrial Thioredoxin Reductase (Txnrd2)

Induces Metabolic and Contractile Dysfunction in the Aging Myocardium. Journal of the American Heart Association:

Cardiovascular and Cer

TYR: Evaluation of the e�ect of narrow band-ultraviolet B on the expression of tyrosinase, TYRP-1, and TYRP-2 mRNA in vitiligo skin

and their correlations with clinical improvement: A retrospective study. (PMID: 33314655) Awad SS … Telep RAA Dermatologic

therapy 2021 3 Parental exome analysis identi�es shared carrier status for a second recessive disorder in couples with an a�ected

child. (PMID: 33223529) Mor-Shaked H … Harel T European journal of human genetics : EJHG 2021 Germline and somatic albinism

variants in amelanotic/hypomelanotic melanoma: Increased carriage of TYR and OCA2 variants. (PMID: 32966289) Rayner JE …

Sturm RA PloS one 2020 3 Association between brown eye colour in rs12913832:GG individuals and SNPs in TYR, TYRP1, and

SLC24A4. (PMID: 32915910) Meyer OS … Andersen JD PloS one 2020 3 UP256 Inhibits Hyperpigmentation by Tyrosinase

Expression/Dendrite Formation via Rho-Dependent Signaling and by Primary Cilium Formation in Melanocytes. (PMID: 32731326)

Kang MC … Kim SY International journal of molecular sciences 2020 3 Mapping the TYR gene reveals novel and previously reported

variants in Eastern Indian patients highlighting preponderance of the same changes in multiple unrelated ethnicities. (PMID:

32115698) Ganguly K … Sengupta M Annals of human genetics 2020 Comprehensive analysis reveals mutational spectra and

common alleles in Chinese patients with oculocutaneous albinism. (PMID: 19865097) Wei A … Li W The Journal of investigative

dermatology 2010 3 21 39 70 Birth prevalence and mutation spectrum in danish patients with autosomal recessive albinism.

(PMID: 19060277) Grønskov K … Rosenberg T Investigative ophthalmology & visual science 2009 3 21 39 70 Contribution of genetic

factors for melanoma susceptibility in sporadic US melanoma patients. (PMID: 19320745) Council ML … Bowcock AM Experimental

dermatology 2009 3 21 39 70 Comprehensive analysis of oculocutaneous albinism among non-Hispanic caucasians shows that

OCA1 is the most prevalent OCA type. (PMID: 18463683) Hutton SM … Spritz RA The Journal of investigative dermatology 2008 3 21

39 70 Genetic determinants of hair, eye and skin pigmentation in Europeans. (PMID: 17952075) Sulem P … Stefansson K Nature

genetics 2007



Sample

M 15/05/2025

Sample

 

UBE2E2: Nattachet Plengvidhya, Chutima Chanprasert, Nalinee Chongjaroen, Pa-thai Yenchitsomanus, Mayuree Homsanit, Watip

TangjittipokinBMC Med Genet. 2018; 19: 93. Published online 2018 Jun 5. doi: 10.1186/s12881-018-0614-9PMCID: PMC5989367

Kuanfeng Xu, Lin Jiang, Mei Zhang, Xuqin Zheng, Yong Gu, Zhixiao Wang, Yun Cai, Hao Dai, Yun Shi, Shuai Zheng, Yang Chen, Li Ji,

Xinyu Xu, Heng Chen, Min Sun, Tao YangMedicine (Baltimore) 2016 May; 95(19): e3604. Published online 2016 May 13.

UBL7: Cloning and identi�cation of a novel ubiquitin-like protein, BMSC-UbP, from human bone marrow stromal cells. (PMID:

12644319) Liu S … Cao X Immunology letters 2003 2 3 4 21 Global, in vivo, and site-speci�c phosphorylation dynamics in signaling

networks. (PMID: 17081983) Olsen JV … Mann M Cell 2006 3 4 Solution structure of the ubiquitin-associated domain of human

BMSC-UbP and its complex with ubiquitin. (PMID: 16731964) Chang YG … Hu HY Protein science : a publication of the Protein

Society 2006 3 4 The status, quality, and expansion of the NIH full-length cDNA project: the Mammalian Gene Collection (MGC).

(PMID: 15489334) Gerhard DS … MGC Project Team Genome research 2004 3 4 A reference map of the human binary protein

interactome. (PMID: 32296183) Luck K … Calderwood MA Nature 2020

UBQLN1P: Laurens G. Wilming, Elizabeth A. Hart, Penny C. Coggill, Roger Horton, James G. R. Gilbert, Chris Clee, Matt Jones,

Christine Lloyd, Sophie Palmer, Sarah Sims, Siobhan Whitehead, David Wiley, Stephan Beck, Jennifer L. HarrowDatabase (Oxford)

2013; 2013: bat011. Published online 2013 Apr 15. doi: 10.1093/database/bat011PMCID: PMC3626023

UCP2: Ježek P, Holendová B, Garlid KD, Jab?rek M. Mitochondrial Uncoupling Proteins: Subtle Regulators of Cellular Redox

Signaling . Antioxidants & Redox Signaling. 2018;29(7):667-714. doi:10.1089/ars.2017.7225.

UCP3: Chen W, Xu H, Chen X, Liu Z, Zhang W, Xia D. Functional and Activity Analysis of Cattle UCP3 Promoter with MRFs-Related

Factors. Stathopoulos C, ed. International Journal of Molecular Sciences. 2016;17(5):682. doi:10.3390/ijms17050682.

UGT2B7: Qiong Lu, Yuan-Tao Huang, Yi Shu, Ping Xu, Da-Xiong Xiang, Qiang Qu, Jian QuMedicine (Baltimore) 2018 Jul; 97(30):

e11662. Published online 2018 Jul 27. doi: 10.1097/MD.0000000000011662PMCID: PMC6078657Zi-zhao Yang, Li Li, Lu Wang, Ling-min

Yuan, Ming-cheng Xu, Jing-kai Gu, Hui-di Jiang, Lu-shan Yu, Su ZengActa Pharmacol Sin. 2017 Aug; 38(8): 1184–1194. Published

online 2017 May 29. doi: 10.1038/aps.2016.157 PMCID: PMC5547550Zi-Zhao Yang, Li Li, Ming-Cheng Xu, Hai-Xing Ju, Miao Hao, Jing-

Ka

UMAD1: Im C, Sapkota Y, Moon W, et al. Genome-wide haplotype association analysis of primary biliary cholangitis risk in

Japanese. Scienti�c Reports. 2018;8:7806. doi:10.1038/s41598-018-26112-1.

UMOD: Maydan O, McDade PG, Liu Y, Wu X, Matsell DG, Eddy AA. Uromodulin de�ciency alters tubular injury and interstitial

in�ammation but not �brosis in experimental obstructive nephropathy. Physiological Reports. 2018;6(6):e13654.

doi:10.14814/phy2.13654.

UNC13A: Benjamin Gaastra, Aleksey Shatunov, Sara Pulit, Ashley R. Jones, William Sproviero, Alexandra Gillett, Zhongbo Chen,

Janine Kirby, Isabella Fogh, John F. Powell, P. Nigel Leigh, Karen E. Morrison, Pamela J. Shaw, Christopher E. Shaw, Leonard H. van

den Berg, Jan H. Veldink, Cathryn M. Lewis, Ammar Al-ChalabiAmyotroph Lateral Scler Frontotemporal Degener. 2016 Nov 16; 17(7-

8): 593–599. Published online 2016 Sep 1. doi: 10.1080/21678421.2016.1213852PMCID: PMC5125285Noa Lipstein. UNC13A in

amyotrophic lateral sclerosis: from genetic association to therapeutic target Sean W Willemse ,1 Peter Harley,2 Ruben P A van Eijk

,1,3 Koen C Demaegd,1 Pavol Zelina,4 R Jeroen Pasterkamp,4 Philip van Damme ,5,6 Caroline Ingre,7 Wouter van Rheenen,1 Jan H

Veldink ,1 Matthew C Kiernan ,8,9 Ammar Al- Chalabi ,10 Leonard H van den Berg,1 Pietro Fratta,2 Michael A van Es

UNC5C: Qiangqiang Shao, Tao Yang, Huai Huang, Farrah Alarmanazi, Guofa LiuJ Neurosci. 2017 Jun 7; 37(23): 5620–5633. doi:

10.1523/JNEUROSCI.2617-16.2017PMCID: PMC5469302 Sebastian Poliak, Daniel Morales, Louis-Philippe Croteau, Dayana Krawchuk,

Elena Palmesino, Susan Morton, Jean-François Cloutier, Frederic Charron, Matthew B Dalva, Susan L Ackerman, Tzu-Jen Kao, Artur

KaniaeLife. 2015; 4: e10841. Published online 2015 Dec 3. doi: 10.7554/eLife.10841PMCID: PMC4764565Quan Li, Bai-Ling Wang, Fu-

Rong

UQCC: Sun Y, Wang C, Hao Z, et al. A Common Variant Of Ubiquinol-Cytochrome c Reductase Complex Is Associated with DDH.

Huang Q, ed. PLoS ONE. 2015;10(4):e0120212. doi:10.1371/journal.pone.0120212.



Sample

M 15/05/2025

Sample

 

UQCRC2: Michaela Keuper, Stephan Sachs, Ellen Walheim, Lucia Berti, Bernhard Raedle, Daniel Tews, Pamela Fischer-Posovszky,

Martin Wabitsch, Martin Hrab? de Angelis, Gabi Kastenmüller, Matthias H. Tschöp, Martin Jastroch, Harald Staiger, Susanna M.

HofmannMol Metab. 2017 Oct; 6(10): 1226–1239. Published online 2017 Jul 19. doi: 10.1016/j.molmet.2017.07.008PMCID:

PMC5641636Kamla Kant Shukla, Woo-Sung Kwon, Md Saidur Rahman, Yoo-Jin Park, Young-Ah You, Myung-Geol PangPLoS One.

2013; 8(10): e76959. Pu

USF2: Structure, sequence, and chromosome 19 localization of human USF2 and its rearrangement in a patient with multicystic

renal dysplasia. (PMID: 8954795) Groenen PM … Van de Ven WJ Genomics 1996 2 3 4 23 Upstream stimulatory factor 2 is implicated

in the progression of biliary atresia by regulation of hepcidin expression. (PMID: 18970934) Huang YH … Chen CL Journal of

pediatric surgery 2008

USP24: Wang S-A, Wang Y-C, Chuang Y-P, et al. EGF-mediated inhibition of ubiquitin-speci�c peptidase 24 expression has a crucial

role in tumorigenesis. Oncogene. 2017;36(21):2930-2945. doi:10.1038/onc.2016.445.

USP40: Dooms M, Carvalho M. Compounded medication for patients with rare diseases. Orphanet Journal of Rare Diseases.

2018;13:1. doi:10.1186/s13023-017-0741-y.

VAV3: Adaptor protein APS binds the NH2-terminal autoinhibitory domain of guanine nucleotide exchange factor Vav3 and

augments its activity. (PMID: 12400014) Yabana N . Shibuya M Oncogene 2002 3 4 23 58 Biological and regulatory properties of Vav-

3, a new member of the Vav family of oncoproteins. (PMID: 10523675) Movilla N . Bustelo XR Molecular and cellular biology 1999 3

4 23 58 Novel associations for hypothyroidism include known autoimmune risk loci. (PMID: 22493691) Eriksson N . Do CB PloS on

VDR: Vitamin D receptor (VDR) gene polymorphisms and haplotypes, interactions with plasma 25-hydroxyvitamin D and 1,25-

dihydroxyvitamin D, and prostate cancer risk. (PMID: 17440943) Mikhak B … Giovannucci E The Prostate 2007 3 21 24 39 Hereditary

vitamin D resistant rickets caused by a novel mutation in the vitamin D receptor that results in decreased a�nity for hormone and

cellular hyporesponsiveness. (PMID: 9005998) Malloy PJ … Feldman D The Journal of clinical investigation 1997 3 4 21 69 A novel

mutation in the deoxyribonucleic acid-binding domain of the vitamin D receptor causes hereditary 1,25-dihydroxyvitamin D-

resistant rickets. (PMID: 8675579) Lin NU … Feldman D The Journal of clinical endocrinology and metabolism 1996 3 4 21 69 Two

mutations in the hormone binding domain of the vitamin D receptor cause tissue resistance to 1,25 dihydroxyvitamin D3. (PMID:

8392085) Kristjansson K … Hughes MR The Journal of clinical investigation 1993 3 4 21 69 A unique point mutation in the human

vitamin D receptor chromosomal gene confers hereditary resistance to 1,25-dihydroxyvitamin D3. (PMID: 2177843) Sone T … Pike

JW Molecular endocrinology (Baltimore, Md.) 1990 3 4 21 69 Detection of VDR gene ApaI and TaqI polymorphisms in patients with

type 2 diabetes mellitus using PCR-RFLP method in a Turkish population. (PMID: 19186074) Dilmec F … van Kuilenburg AB Journal of

diabetes and its complications 2010 3 21 39 Rubella vaccine-induced cellular immunity: evidence of associations with

polymorphisms in the Toll-like, vitamin A and D receptors, and innate immune response genes. (PMID: 19902255) Ovsyannikova IG

… Poland GA Human genetics 2010 3 21 39 Pharmacogenetic risk factors for altered bone mineral density and body composition

in pediatric acute lymphoblastic leukemia. (PMID: 20015871) te Winkel ML … van den Heuvel-Eibrink MM Haematologica 2010 3 21

39 Calcium, vitamin D, VDR genotypes, and epigenetic and genetic changes in rectal tumors. (PMID: 20432164) Slattery ML …

Samowitz W Nutrition and cancer 2010 3 21 39 Genetic variation in the vitamin D receptor (VDR) and the vitamin D-binding protein

(GC) and risk for colorectal cancer: results from the Colon Cancer Family Registry. (PMID: 20086113) Poynter JN … Haile RW Cancer

epidemiology, biomarkers & prevention : a publication of the American Association for Cancer Research, cosponsored by the

American Society of Preventive Oncology 2010 3 21 39 Vitamin d pathway genes, diet, and risk of renal cell carcinoma. (PMID:

20049159) Karami S … Moore LE International journal of endocrinology 2010 3 21 39 Maternal serum 25-hydroxyvitamin D

concentrations are associated with small-for-gestational age births in white women. (PMID: 20200114) Bodnar LM … Simhan HN

The Journal of nutrition 2010 3 21 39 Vitamin D receptor gene polymorphisms and distinct clinical phenotypes of hepatitis B

carriers in Taiwan. (PMID: 19693091) Huang YW … Kao JH Genes and immunity 2010 3 21 39 Vitamin D receptor genetic

polymorphisms and tuberculosis: updated systematic review and meta-analysis. (PMID: 20003690) Gao L … Jin Q The international

journal of tuberculosis and lung disease : the o�cial journal of the International Union against Tuberculosis and Lung Disease

2010 3 21 39 In�uence of vitamin D receptor haplotypes on blood lead concentrations in environmentally exposed children of

Uygur and Han populations. (PMID: 20100036) Chen Y … Tian W Biomarkers : biochemical indicators of exposure, response, and

susceptibility to chemicals 2010 3 21 39 A rare haplotype of the vitamin D receptor gene is protective against diabetic

nephropathy. (PMID: 19783860) Martin RJ … Warren 3/UK GoKinD Study Group Nephrology, dialysis, transplantation : o�cial



Sample

M 15/05/2025

Sample

 

publication of the European Dialysis and Transplant Association - European Renal Association 2010 3 21 39 Polymorphisms in

vitamin D metabolism related genes and risk of multiple sclerosis. (PMID: 20007432) Simon KC … Ascherio A Multiple sclerosis

(Houndmills, Basingstoke, England) 2010 3 21 39 Maternal 25-hydroxyvitamin D concentration and o�spring birth size: e�ect

modi�cation by infant VDR genotype. (PMID: 19018272) Morley R … Ponsonby AL European journal of clinical nutrition 2009 3 21 39

Staphylococcus aureus nasal carriage might be associated with vitamin D receptor polymorphisms in type 1 diabetes. (PMID:

19411183) Panierakis C … Galanakis E International journal of infectious diseases : IJID : o�cial publication of the International

Society for Infectious Diseases 2009 3 21 39 Genetic and environmental factors in human osteoporosis from Sub-Saharan to

Mediterranean areas. (PMID: 19255718) Musumeci M … Musumeci S Journal of bone and mineral metabolism 2009 3 21 39 Plasma

1,25 dihydroxy vitamin D3 level and expression of vitamin d receptor and cathelicidin in pulmonary tuberculosis. (PMID: 19219539)

Selvaraj P … Alagarasu K Journal of clinical immunology 2009 3 21 39 Vitamin D binding protein genotype and osteoporosis. (PMID:

19488670) Fang Y … Uitterlinden AG Calci�ed tissue international 2009 3 21 39 Analysis of SNPs and haplotypes in vitamin D

pathway genes and renal cancer risk. (PMID: 19753122) Karami S … Moore LE PloS one 2009 3 21 39 Association of a single

nucleotide polymorphism in the constitutive androstane receptor gene with bone mineral density. (PMID: 19702932) Urano T …

Inoue S Geriatrics & gerontology international 2009 3 21 39 Association of oestrogen receptor gene polymorphism with the long-

term results of rotational acetabular osteotomy. (PMID: 19219433) Yamanaka M … Kurosawa H International orthopaedics 2009 3

21 39 Associations of vitamin D receptor, calcium-sensing receptor and parathyroid hormone gene polymorphisms with calcium

homeostasis and peripheral bone density in adult Finns. (PMID: 19690432) Laaksonen MM … Lamberg-Allardt CJ Journal of

nutrigenetics and nutrigenomics 2009 3 21 39 Vitamin D pathway gene variants and prostate cancer risk. (PMID: 19454612) Holt SK

… Stanford JL Cancer epidemiology, biomarkers & prevention : a publication of the American Association for Cancer Research,

cosponsored by the American Society of Preventive Oncology 2009 3 21 39 Vitamin D receptor TaqI, BsmI and ApaI polymorphisms

and osteoarthritis susceptibility: a meta-analysis. (PMID: 19073371) Lee YH … Song GG Joint bone spine 2009 3 21 39 Association

between vitamin D receptor gene polymorphisms and severe chronic periodontitis in a Chinese population. (PMID: 19335080)

Wang C … Zhang J Journal of periodontology 2009 3 21 39 Vitamin D receptor polymorphisms and breast cancer risk: results from

the National Cancer Institute Breast and Prostate Cancer Cohort Consortium. (PMID: 19124512) McKay JD … Thun MJ Cancer

epidemiology, biomarkers & prevention : a publication of the American Association for Cancer Research, cosponsored by the

American Society of Preventive Oncology 2009 3 21 39 Polymorphisms of the vitamin D receptor gene and stress fractures. (PMID:

19391078) Chatzipapas C … Stratakis CA Hormone and metabolic research = Hormon- und Sto�wechselforschung = Hormones et

metabolisme 2009 3 21 39 Vitamin D receptor polymorphisms are associated with increased susceptibility to primary biliary

cirrhosis in Japanese and Italian populations. (PMID: 19376604) Tanaka A … Takikawa H Journal of hepatology 2009 3 21 39 5'

regulatory and 3' untranslated region polymorphisms of vitamin D receptor gene in south Indian HIV and HIV-TB patients. (PMID:

18712587) Alagarasu K … Narayanan PR Journal of clinical immunology 2009 3 21 39 The bone mass density in postmenopausal

women using hormonal replacement therapy in relation to polymorphism in vitamin D receptor and estrogen receptor genes.

(PMID: 19903038) Brodowska A … Nawrocka-Rutkowska J Gynecological endocrinology : the o�cial journal of the International

Society of Gynecological Endocrinology 2009 3 21 39 Vitamin D receptor and calcium sensing receptor polymorphisms and the risk

of colorectal cancer in European populations. (PMID: 19706842) Jenab M … Riboli E Cancer epidemiology, biomarkers & prevention

: a publication of the American Association for Cancer Research, cosponsored by the American Society of Preventive Oncology

2009 3 21 39 Genetic determinants of extracellular magnesium concentration: analysis of multiple candidate genes, and evidence

for association with the estrogen receptor alpha (ESR1) locus. (PMID: 19695239) Shuen AY … Cole DE Clinica chimica acta;

international journal of clinical chemistry 2009 3 21 39 Association between VDR and ESR1 gene polymorphisms with bone and

obesity phenotypes in Chinese male nuclear families. (PMID: 19960008) Gu JM … Zhang ZL Acta pharmacologica Sinica 2009

VEGFA: Chesnokov MS, Khesina PA, Shavochkina DA, et al. Shift in VEGFA isoform balance towards more angiogenic variants is

associated with tumor stage and di�erentiation of human hepatocellular carcinoma. Singh SR, ed. PeerJ. 2018;6:e4915.

doi:10.7717/peerj.491

VEGFR2: Zhou HJ, Xu Z, Wang Z, Zhang H, Simons M, Min W. SUMOylation of VEGFR2 regulates its intracellular tra�cking and

pathological angiogenesis. Nature Communications. 2018;9:3303. doi:10.1038/s41467-018-05812-2. Association of the VEGFR2

single nucleotide polymorphism rs2305948 with glioma risk Shushu Sun et al. Medicine (Baltimore). 2022.

VHL: Mangiavini L, Merceron C, Araldi E, et al. Loss of VHL in mesenchymal progenitors of the limb bud alters multiple steps of

endochondral bone development. Developmental biology. 2014;393(1):124-136. doi:10.1016/j.ydbio.2014.06.013.



Sample

M 15/05/2025

Sample

 

VPS13B: Muhammad Arshad Ra�q, Claire S Leblond, Muhammad Arif Nadeem Saqib, Akshita K. Vincent, Amirthagowri

Ambalavanan, Falak Sher Khan, Muhammad Ayaz, Naseema Shaheen, Dan Spiegelman, Ghazanfar Ali, Muhammad Amin-ud-din,

Sandra Laurent, Huda Mahmood, Mehtab Christian, Nadir Ali, Alanna Fennell, Zohair Nanjiani, Gerald Egger, Chantal Caron, Ahmed

Waqas, Muhammad Ayub, Saima Rasheed, Baudouin Forgeot d’Arc, Amelie Johnson, Joyce So, Muhammad Qasim Brohi, Laurent

Mottron, Muhammad Ansar, John B Vi

VPS26A: Kirsty J. McMillan, Matthew Gallon, Adam P. Jellett, Thomas Clairfeuille, Frances C. Tilley, Ian McGough, Chris M. Danson,

Kate J. Heesom, Kevin A. Wilkinson, Brett M. Collins, Peter J. CullenJ Cell Biol. 2016 Aug 15; 214(4): 389–399. doi:

10.1083/jcb.201604057PMCID: PMC4987296 Matthew Gallon, Thomas Clairfeuille, Florian Steinberg, Caroline Mas, Rajesh Ghai,

Richard B. Sessions, Rohan D. Teasdale, Brett M. Collins, Peter J. CullenProc Natl Acad Sci U S A. 2014 Sep 2; 111(35): E3604–E3613.

VPS33B: Binggang Xiang, Guoying Zhang, Shaojing Ye, Rui Zhang, Cai Huang, Jun Liu, Min Tao, Changgeng Ruan, Susan S. Smyth,

Sidney W. Whiteheart, Zhenyu Li Circulation. Author manuscript; available in PMC 2016 Dec 15. Published in �nal edited form as:

Circulation. 2015 Dec 15; 132(24): 2334–2344. Published online 2015 Sep 23. doi: 10.1161/CIRCULATIONAHA.115.018361PMCID:

PMC4679702 Hao Gu, Chiqi Chen, Xiaoxin Hao, Conghui Wang, Xiaocui Zhang, Zhen Li, Hongfang Shao, Hongxiang Zeng, Zhuo Yu,

Li Xie.

VPS9D1: Isolation and mapping of a putative b subunit of human ATP synthase (ATP-BL) from human leukocytes. (PMID: 10231027)

Sugimoto J . Isobe M DNA research : an international journal for rapid publication of reports on genes and genomes 1999 2 3 4 56

A human interactome in three quantitative dimensions organized by stoichiometries and abundances. (PMID: 26496610) Hein MY .

Mann M Cell 2015 3 56 Toward a confocal subcellular atlas of the human proteome. (PMID: 18029348) Barbe L . Andersson-Svahn

VRK2: Noriyuki Hirata, Futoshi Suizu, Mami Matsuda-Lennikov, Tsutomu Tanaka, Tatsuma Edamura, Satoko Ishigaki, Thoria Donia,

Pathrapol Lithanatudom, Chikashi Obuse, Toshihiko Iwanaga, Masayuki NoguchiOncogene. 2018; 37(40): 5367–5386. Published

online 2018 Jun 5. doi: 10.1038/s41388-018-0330-0 PMCID: PMC6172193 Sangjune Kim, Do-Young Park, Dohyun Lee, Wanil Kim,

Young-Hun Jeong, Juhyun Lee, Sung-Kee Chung, Hyunjung Ha, Bo-Hwa Choi, Kyong-Tai KimMol Cell Biol. 2014 Feb.

VSIG10: Andrew C. Nelson, Arne W. Mould, Elizabeth K. Biko�, Elizabeth J. RobertsonSci Rep. 2017; 7: 6793. Published online 2017 Jul

28. doi: 10.1038/s41598-017-06859-9PMCID: PMC5533796 Aileen Marshall, Margus Lukk, Claudia Kutter, Susan Davies, Graeme

Alexander, Duncan T. OdomPLoS One. 2013; 8(3): e59459. Published online 2013 Mar 18. doi: 10.1371/journal.pone.0059459 PMCID:

PMC3601070Scott D. Cook-Sather, Jin Li, Theodora K. Goebel, Emily M. Sussman, Mohamed A. Rehman, Hakon Hakonarson Pain.

WDPCP: Cheng Cui, Bishwanath Chatterjee, Thomas P. Lozito, Zhen Zhang, Richard J. Francis, Hisato Yagi, Lisa M. Swanhart,

Subramaniam Sanker, Deanne Francis, Qing Yu, Jovenal T. San Agustin, Chandrakala Puligilla, Tania Chatterjee, Terry Tansey,

Xiaoqin Liu, Matthew W. Kelley, Elias T. Spiliotis, Adam V. Kwiatkowski, Rocky Tuan, Gregory J. Pazour, Neil A. Hukriede, Cecilia W.

LoPLoS Biol. 2013 Nov; 11(11): e1001720. Published online 2013 Nov 26.

WDR11-AS1: Timothy J. Hohman, Mary Ellen I. Koran, Tricia A. Thornton-Wells, for the Alzheimer's Neuroimaging Initiative Front

Aging Neurosci. 2014; 6: 183. Published online 2014 Aug 4. doi: 10.3389/fnagi.2014.00183PMCID: PMC4121544 Ho-Young Son, Yul

Hwangbo, Seong-Keun Yoo, Sun-Wha Im, San Duk Yang, Soo-Jung Kwak, Min Seon Park, Soo Heon Kwak, Sun Wook Cho, Jun Sun

Ryu, Jeongseon Kim, Yuh-Seog Jung, Tae Hyun Kim, Su-jin Kim, Kyu Eun Lee, Do Joon Park, Nam Han Cho, Joohon Sung, Jeong-Sun

Seo, Eun Kyun

WFS1: Yasufumi Sakakibara, Michiko Sekiya, Naoki Fujisaki, Xiuming Quan, Koichi M. IijimaPLoS Genet. 2018 Jan; 14(1): e1007196.

Published online 2018 Jan 22. doi: 10.1371/journal.pgen.1007196PMCID: PMC5794194 Triin Tekko, Triin Lakspere, Anni Allikalt,

Jaanus End, Karl Rene Kõlvart, Toomas Jagomäe, Anton Terasmaa, Mari-Anne Philips, Tanel Visnapuu, Fred Väärtnõu, Scott F.

Gilbert, Ago Rinken, Eero Vasar, Kersti LilleväliPLoS One. 2017; 12(3): e0172825. Published online 2017 Mar 7.

WHRN: Ebrahim S, Ingham NJ, Lewis MA, et al. Alternative Splice Forms In�uence Functions of Whirlin in Mechanosensory Hair Cell

Stereocilia. Cell Reports. 2016;15(5):935-943. doi:10.1016/j.celrep.2016.03.081.



Sample

M 15/05/2025

Sample

 

WNT2: Dian-Hui Xiu, Gui-Feng Liu, Shao-Nan Yu, Long-Yun Li, Guo-Qing Zhao, Lin Liu, Xue-Feng LiJ Exp Clin Cancer Res. 2019; 38: 94.

Published online 2019 Feb 21. doi: 10.1186/s13046-019-1100-8PMCID: PMC6385430Youn-Sang Jung, Sohee Jun, Sun Hye Lee, Amrish

Sharma, Jae-Il ParkOncotarget. 2015 Nov 10; 6(35): 37257–37268. Published online 2015 Oct 15. doi:

10.18632/oncotarget.6133PMCID: PMC4741928W-J Zhou, N Xu, L Kong, S-C Sun, X-F Xu, M-Z Jia, Y Wang, Z-Y ChenTransl Psychiatry.

2016 Sep; 6(9): e892

WRN: Large-scale evaluation of candidate genes identi�es associations between DNA repair and genomic maintenance and

development of benzene hematotoxicity. (PMID: 18978339) Lan Q . Rothman N Carcinogenesis 2009 3 23 45 58 WRN

polymorphisms a�ect expression levels of plasminogen activator inhibitor type 1 in cultured �broblasts. (PMID: 18312663) Castro

E . Angel-Chávez LI BMC cardiovascular disorders 2008 3 23 45 58 The Werner syndrome protein binds replication fork and holliday

junction DNAs

XBP1: McLaughlin T, Falkowski M, Park JW, et al. Loss of XBP1 accelerates age-related decline in retinal function and

neurodegeneration. Molecular Neurodegeneration. 2018;13:16. doi:10.1186/s13024-018-0250-z.

XKR6: Young Bin Joo, Jiwoo Lim, Betty P. Tsao, Swapan K. Nath, Kwangwoo Kim, Sang-Cheol BaeSci Rep. 2018; 8: 9962. Published

online 2018 Jul 2. doi: 10.1038/s41598-018-28128-zCorrection in: Sci Rep. 2018; 8: 11713.PMCID: PMC6028392Prithvi Raj, Ekta Rai,

Ran Song, Shaheen Khan, Benjamin E Wakeland, Kasthuribai Viswanathan, Carlos Arana, Chaoying Liang, Bo Zhang, Igor

Dozmorov, Ferdicia Carr-Johnson, Mitja Mitrovic, Graham B Wiley, Jennifer A Kelly, Bernard R Lauwerys, Nancy J Olsen, Chris

Cotsapas

XPC: Mihaela Robu, Rashmi G. Shah, Nupur K. Purohit, Pengbo Zhou, Hanspeter Naegeli, Girish M. ShahProc Natl Acad Sci U S A.

2017 Aug 15; 114(33): E6847–E6856. Published online 2017 Jul 31. doi: 10.1073/pnas.1706981114PMCID: PMC5565455B. Bidon, I. Iltis,

M. Semer, Z. Nagy, A. Larnicol, A. Cribier, M. Benkirane, F. Coin, J-M. Egly, N. Le MayNat Commun. 2018; 9: 2610. Published online 2018

Jul 4. doi: 10.1038/s41467-018-05010-0PMCID: PMC6031651 Jing Yan Krzeszinski, Vitnary Choe, Jia Shao, Xin Bao

XRCC1: Cannan WJ, Rashid I, Tomkinson AE, Wallace SS, Pederson DS. The Human Ligase III?-XRCC1 Protein Complex Performs

DNA Nick Repair after Transient Unwrapping of Nucleosomal DNA. The Journal of Biological Chemistry. 2017;292(13):5227-5238.

doi:10.1074/jbc.M1

ZBTB40: Ying Wang, Tao Zhou, Jinyuan Wan, Ye Yang, Xiaojiao Chen, Jiayi Wang, Cheng Zhou, Mingxi Liu, Xiufeng Ling, Junqiang

ZhangOncotarget. 2016 Aug 16; 7(33): 53772–53782. Published online 2016 Jul 20. doi: 10.18632/oncotarget.10741PMCID:

PMC5288220María Correa-Rodríguez, Jacqueline Schmidt Rio-Valle, Blanca Rueda-MedinaInt J Med Sci. 2018; 15(10): 999–1004.

Published online 2018 Jun 14. doi: 10.7150/ijms.25369PMCID: PMC6036159Carrie M Nielson, Ching-Ti Liu, Albert V Smith, Cheryl L

Ackert-Bickn

ZBTB46: Yu Wang, He-Ying Sun, Sandeep Kumar, Maria del Mar Puerta, Hanjoong Jo, Amir RezvanLab Invest. 2019 Mar; 99(3): 305–

318. Published online 2018 Jun 8. doi: 10.1038/s41374-018-0060-5PMCID: PMC6286701Miche Rombouts, Nathalie Cools, Mandy O. J.

Grootaert, Flore de Bakker, Ilse Van Brussel, An Wouters, Guido R. Y. De Meyer, Benedicte Y. De Winter, Dorien M. SchrijversPLoS

One. 2017; 12(1): e0169608. Published online 2017 Jan 6. doi: 10.1371/journal.pone.0169608PMCID: PMC5218565Ansuman T.

Satpath

ZNF276: The protein composition of mitotic chromosomes determined using multiclassi�er combinatorial proteomics. (PMID:

20813266) Ohta S . Rappsilber J Cell 2010 2 3 4 56 Complete sequencing and characterization of 21,243 full-length human cDNAs.

(PMID: 14702039) Ota T . Sugano S Nature genetics 2004 3 4 56 The status, quality, and expansion of the NIH full-length cDNA

project: the Mammalian Gene Collection (MGC). (PMID: 15489334) Gerhard DS . MGC Project Team Genome research 2004 3 4 56

Cloning a

ZNF285B:

ZNF365: Zhang Y, Shin SJ, Liu D, et al. ZNF365 promotes stability of fragile sites and telomeres. Cancer discovery. 2013;3(7):798-811.

doi:10.1158/2159-8290.CD-12-0536.



Sample

M 15/05/2025

Sample

 

ZNF423: Bond HM, Scicchitano S, Chiarella E, et al. ZNF423: A New Player in Estrogen Receptor-Positive Breast Cancer. Frontiers in

Endocrinology. 2018;9:255. doi:10.3389/fendo.2018.00255.

ZNF536: Zhen Qin, Fangli Ren, Xialian Xu, Yongming Ren, Hongge Li, Yinyin Wang, Yonggong Zhai, Zhijie ChangMol Cell Biol. 2009

Jul; 29(13): 3633–3643. Published online 2009 Apr 27. doi: 10.1128/MCB.00362-09 PMCID: PMC2698762Eugene Lin, Po-Hsiu Kuo, Yu-Li

Liu, Younger W.-Y. Yu, Albert C. Yang, Shih-Jen TsaiFront Psychiatry. 2018; 9: 290. Published online 2018 Jul 6. doi:

10.3389/fpsyt.2018.00290 PMCID: PMC6043864 Stacey J. Winham, Alfredo B. Cuellar-Barboza, Susan L. McElroy, Alfredo Oliveros.

ZNF648: Biological, clinical and population relevance of 95 loci for blood lipids. (PMID: 20686565) Teslovich TM … Kathiresan S

Nature 2010 3 39 The DNA sequence and biological annotation of human chromosome 1. (PMID: 16710414) Gregory SG …

Prigmore E Nature 2006 3 4 Characterization and evolutionary origin of novel C2H2 zinc �nger protein (ZNF648) required for both

erythroid and megakaryocyte di�erentiation in humans. (PMID: 33054117) Ferguson DCJ … Frayne J Haematologica 2021 3 A

reference map of the human binary protein interactome. (PMID: 32296183) Luck K … Calderwood MA Nature 2020 3 UFMylation

maintains tumour suppressor p53 stability by antagonizing its ubiquitination. (PMID: 32807901) Liu J … Cong YS Nature cell biology

2020 Characterization and evolutionary origin of novel C2H2 zinc �nger protein (ZNF648) required for both erythroid and

megakaryocyte di�erentiation in humans. (PMID: 33054117) Ferguson DCJ … Frayne J Haematologica 2021 The SNP rs10911021 is

associated with oxidative stress in coronary heart disease patients from Pakistan Saleem Ullah Shahid, Shabana & Steve

Humphries Lipids in Health and Disease volume 17, Article number: 6 (2018)

ZNF767P: Binghai Chen, Chengyue Wang, Jin Zhang, Yang Zhou, Wei Hu, Tao GuoCancer Cell Int. 2018; 18: 157. Published online

2018 Oct 11. doi: 10.1186/s12935-018-0652-6 PMCID: PMC6180637Pierre-Benoit Ancey, Barbara Testoni, Marion Gru�az, Marie-

Pierre Cros, Geo�roy Durand, Florence Le Calvez-Kelm, David Durantel, Zdenko Herceg, Hector Hernandez-VargasOncotarget.

2015 Dec 29; 6(42): 44877–44891. Published online 2015 Nov 2. doi: 10.18632/oncotarget.6270PMCID: PMC4792598Yue Teng,

Yuzhuo Wang.

ZNF827: Liu Z, Li F, Zhang B, Li S, Wu J, Shi Y. Structural Basis of Plant Homeodomain Finger 6 (PHF6) Recognition by the

Retinoblastoma Binding Protein 4 (RBBP4) Component of the Nucleosome Remodeling and Deacetylase (NuRD) Complex. The

Journal of Biological Che



Sample

M 15/05/2025

Sample


