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WARNING

The values of the results of genetic tests are not diagnostic, but show trends that
are influenced by physiological, pathological conditions, use of medications and
other personal conditions of the examinee.

Only your clinician is able to correctly interpret these results and to prescribe the
most appropriate treatment for you, and the company is not responsible for any
treatment based on the results.

If necessary, our science team is available to discuss the results with the
attending clinician upon request.

The genetic test

The genetic examination is the most current and advanced technological leap in the
health area, mainly for the clinical area because DNA is the true Instruction Manual for
the individual.

The exam shows conditions, determined by genetics, that may or may not develop at
some point in life, as in DNA, all individual needs, susceptibilities and psycho-
behavioral and structural characteristics are determined with high precision,
functional and reactive that an individual has and will have throughout his life.

Today science considers Epigenetics, a term that encompasses countless factors such
as the state and emotional relationships, nutrition, physical activity and environmental
factors, among others, as of fundamental value for development (expression), or not (
silencing), of these conditions.

Hence the importance of genetic examination. It allows each person to know what
their tendencies are and thus be able to work epigenetically to prevent them from
developing (genetic silencing), thus maintaining their Health, Vitality, Beauty and
Longevity.

The information found in the DNA, which determines the individual differences and
the conditions analyzed in the exams, are called Polymorphisms (SNPs). In each
condition our exam can find and analyze up to several dozen polymorphisms.

The current level of our technology, allows the high level of precision and reliability of
our exams in the fundamental aspects for a genetic exam.
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How to interpret the exam:

FIRST PART
The analyzed genetic CONDITIONS are grouped into CATEGORIES.

Each CONDITION is presented according to its MAGNITUDE. That is, what is the
genetic susceptibility (intensity or possibility) of the analyzed condition to express itself

(happen).

‘ If the susceptibility is TOO HIGH, a RED dot will appear
O If the susceptibility is HIGH, an ORANGE dot will appear
Q If the susceptibility is AVERAGE, a YELLOW dot will appear
‘ If the susceptibility is NORMAL a GREEN dot will appear
‘ If the susceptibility is LOW, a BLUE dot will appear

Q If the condition is not identified GRAY dot
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PART TWO

In the second part the CATEGORIES and CONDITIONS are shown again in more detail
and presenting the analyzed genes
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MOST RELEVANT CONDITIONS BY CATEGORY

IMMUNE SYSTEM RESPIRATORY SYSTEM
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VISION (OPHTHALMOLOGY) ™

/
Retinitis Pigmentosa
\ J
SKELETAL SYSTEM (BONES
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Scoliosis
O
O
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METABOLIC
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Protein Metabolization

CHRONIC SUBCLINICAL INFLAMMATION

Sciatica

\_ J
SPORTS
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Rugby
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DIGESTIVE SYSTEM
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Ulcerative Colitis
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MOST RELEVANT CONDITIONS BY CATEGORY
- N |
Fat burning through cycling
Xenobiotic Metabolism (Incl...
\_ AN /
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Skin Neop. (light sens.)
Glucocorticoid Therapy
)
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Leadership gene

Response to tanning
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MOST RELEVANT CONDITIONS BY CATEGORY

. Conones N o \

Pain Sensitivity

Testosterone
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HEMATOLOGIC SYSTEM

AUDITORY SYSTEM
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Joubert Syndrome Vitamin B2
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MOST RELEVANT CONDITIONS BY CATEGORY

ANTIOXIDANTS / SUPPLEMENTS ENDOCRINE SYSTEM
T \

Vegetarian Protein Shake
Thyroid Orbitopathy (OT)
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Achilles tendon injury
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Monohydrate Creatine
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Behavioral Changes

Gender: M
Fu"DNA Prescriber: Health Insurance: sample
Aging
Aging (quality) 150-0- 4/+- 1+ + .NORMAL
Facial Age and Appearance (greater aging) 6[-- 2 +- 0+ + ‘NORMAL
Allergies
Egg White Allergy 3= 1+ 1+ + ‘HIGH
Amino acids
Monohydrate Creatine of=l= 2+ o+ + @ HiGH
Beta-alanine 2 o+ 1+ + @ HIGH
L-glutamine 1EE s+E 1+ + @ HiGH
Serine Deficiency a0 0o +l- o+ + @ NORMAL
L-carnitine Deficiency 100 o/+1= o+ + @ NORMAL
Antioxidants / Supplements
Vegetarian Protein Shake 20-0= 1+ 2+ + .HIGH
Beta-Casein A2A2 2 o+ 1+ + @ HIGH
Shake Proteina da Carne a4l 2+ 1+ + @ HIGH
Beta-Casein AT 2 - - 2+ - 3 ++ OMEDIUM'
HIGH
, MEDIUM-
Whey Protein - - O en
Glicerol - - @ NORMAL
BCAA levels - - @ NORMAL
Retinoic Acid : E @ NORMAL
Auditory system
Non-syndromic deafness = E @ NORMAL
Usher Syndrome - - @ NORMAL
Hearing Loss (noise) - 'NORMAL
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Impulsivity

Social Anxiety Disorder (Social Phobia)

Behaviors

@ HiGH

(O MEDIUM

Motivation to Exercise

Cancer

@ HicH

Skin Neoplasm (light sensitivity)

Medulloblastoma
Metastasis

Lynch Syndrome
Erythrocytosis

Cardiovascular

13

o ©o o o

® MEDIUM-
HIGH

@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL

Aerobic Capacity
Paroxysmal Ventricular Fibrillation

Increased blood pressure during exercise

Brugada Syndrome

Jervell and Lange-Nielsen Syndrome
Hypercholesterolemia (Type B)

Long QT Syndrome

Romano-Ward Syndrome
Non-compacted Cardiomyopathy (Left Ventricle)
Ventricular Tachycardia
Wolff-Parkinson-White Syndrome
Familial Hypertrophic Cardiomyopathy
Short QT syndrome

Cardiac Capacity

Cardiovascular and Cerebrovascular

N NS

o Vv Ww

N O

o o o o

o ©o o o o o o o

® MEDIUM-
HIGH

O MEDIUM-
HIGH

O MEDIUM-
HIGH

(O MEDIUM
(O MEDIUM
@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL

@ Low

Hypertension

10 |- |-

6 + -

(O MEDIUM
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Chronic Subclinical Inflammation

Sciatica 100 0 +- 1+ + (O MEDIUM

Inflammations 150 9+ 3+ + (O)MEDIUM

Arthrosis of the Knee al-0- 0o +l- 1+ + (O MEDIUM
Clopidogrel

Response to Clopidogrel 50=0- 0 +[- 0+ + .NORMAL
Dentistry

Bruxism 1006 1+ 1+ + (O Mebum

Temporomandibular disorder 250 1+15 o+ + (O MEDIUM

Effectiveness in response to bisphosphonates 0f-- 1 +- 0+ + 'NORMAL

Digestive system

Ulcerative Colitis 1B3EE 12+ 3+ + (O MEDIUM
Irritable Bowel Syndrome 2[20- o+l= 1+ + (O MEDIUM
Hirschsprung's Disease (HD) 9= 1+ 0+ + 'NORMAL
Gastroesophageal Reflux Disease 4[-1- 0 +- 0 + + .NORMAL
Trichohepatoenteric Syndrome (THE) 3[-= 0 +- 0+ + 'NORMAL
Primary Biliary Cirrhosis (CBP) 2[-= 0 +- 0+ + .LOW
Endocrine system
Thyroid Orbitopathy (OT) 0[-- 0 +[- 1+ + OXIZD;UM'
Hashimoto's Thyroiditis 6 1+ o+ + (O MEbuM
Thyrotoxicosis 10:0= o/+l- 1+ + (O MEDIUM
Autoimmune Thyroid Disease a4l o +- 1+ + (O MEDIUM
Hyperparathyroidism 2[-1- 0 +[- 0+ + .NORMAL
Fatty acids
Arachidonic Acid Deficiency 2[-0- 0 +- 0+ + @ NORMAL

Genetic diseases
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Joubert Syndrome 1606 o +- o+ + @ NORMAL
Walker-Warburg Syndrome 3= 0+ 0+ + .NORMAL
Mucopolysaccharidosis Type VI 10 [-[- 0 [+[- 0 + + .NORMAL
Wilson's Disease 64 [0 0 +- 0+ + @ NORMAL
Hematologic system
Atypical Hemolytic Uremic Syndrome (aHUS) 40-1- 2 +- 1 + + OMEDIUM
High Ferritin al=l= 1+15 2+ + (Om™EDIUM
Neuroferritinopathy 0f-- 1 +- 0+ + .NORMAL
Beta Thalassemia 19-0- 1+- 0+ + @ NORMAL
Intermediate Beta Thalassemia 100 0/+0= o+ + @ NORMAL
Hemophilia - Factor VIII Deficiency 1T0=0= 0 +- 0 + + ‘NORMAL
Hemolytic Anemia 180 o0 +- 0o+ + @ NORMAL
Benefit of Physical Exercise for HDL 1002 0o/+1= o+ + @ NORMAL
Hereditary diseases
Pompe disease 2[50- o+I= o+ + @ NORMAL
Hormones
Testosterone 5= 1+ 2+ + (O MEDIUM
Increased Noradrenaline Level During Exercise o= 1+ o+ + (O MEDUM
DHEA/DHEAS 6/-- 2+ 0+ + @ NORMAL
Cortisol Level 4l 1+F o+ + @Low
Immune system
Crohn's disease 20 [=[= 11 +0= 1+ + () MEDIUM
Psoriatic arthritis 2[-1- o/ +[= o+ + (O MEDIUM
Lymphedema 1006 o +- o+ + @ NORMAL
Myasthenia Grave a0 0o +l- 0+ + @ NORMAL
Injuries
Achilles tendon injury 3PEE o +F 1+ + OMEDIUM'

HIGH
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Metabolic disorders

Xenobiotic Metabolism (Including Caffeine and P-450)

1

Fu"DNA Prescriber: Health Insurance: sample
: MEDIUM-
Exercise Induced Muscle Damage 2[-0- 1 1 O HIGHU
Fractures 10 4 0 (O MEDIUM
Hamstring Injuries 1 - 1 1 Q MEDIUM
Hip dislocation 2[-1- o 0 (O MEDIUM
Meniscus Injury 1 - 0 0 ' NORMAL
Increased Risk of Sports Injuries 2= o 0 @ Low
Instability
MEDIUM-
Explorative Behavior 0 --0 1
plorative Behavio OHIGH
Metabolic
Protein Metabolization of=f= 1 0 @ HiGH
Micronutrient Metabolism 3/--0 2 @ HicH
MEDIUM-
M lic syndrom 4-1- 2 3
etabolic syndrome OHIGH
: : MEDIUM-
Trend to regain weight 3[-0- 3 2 O v
HIGH
MEDIUM-
Lipid M lism 33 = 15 8
pid Metabolis O en
. MEDIUM-
Methylation 18 |- - 10 4
y O HIGH
Trend of Overeating (Gluttony) 34 [-1- 14 7 (O MEDIUM
Weight Gain Trend 38 [-1- 16 7 (O MEDIUM
Caffeine Metabolization 2@ R 2 0 (O MEDIUM
Resting Metabolism 1 2 0 (O MEDIUM
Leptin receptor polymorphism 0f-- 1 0 Q MEDIUM
Greater Insulin Sensitivity with Physical Exercise of=f= 1 0 @ NORMAL
Celiac disease 150-1- 0 0 @ NORMAL
Glucose-6-Phosphate Dehydrogenase (G6PD) Deficiency 52 == © 0 @ NORMAL
Mitochondrial Complex Deficiency 1 10-0-= 0 0 @ NORMAL
Resting Metabolic Rate 106 1 0 @ Low
Improving Insulin Sensitivity with Physical Exercise 1 - 2 0 ' LOW
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Galactosemia 24
Sanfilippo Syndrome 15

Muscular system

@ NORMAL
@ NORMAL

Athletes with Greater Physical Strength 0
Biceps Increase 0
Slow-twitch fibers 1
Muscle mass 0
Knee strength 1
Fast Twitch Muscle Fibers 0
Neuromuscular Power 3
Muscle Performance (]
Lactate Accumulation (High Intensity Circuit) 0
Muscle strength 4
Hard Person Syndrome 4
Sarcopenia 0
Muscle Performance (Angiotensin II) 0
Quadriceps Muscle Strength 1
Transversal Physiological Area of the Quadriceps 0
Rotator Cuff Tendinitis (Tennis Shoulder) 1
Increased Exercise Recovery Time 1
Contraction of Skeletal Muscle Fibers 0
Muscle stiffness 1
Muscle cramps 5
Vestibular Dysfunction 1
McArdle's disease 1
Refsum Disease 2
Gait Instability 1
Melas Syndrome 2
Achilles Tendinopathy Risk ]

© o ©o o o o

© © o o o o o o o o o o

MEDIUM-
HIGH

MEDIUM-
HIGH

MEDIUM-
HIGH

MEDIUM-
HIGH

MEDIUM-
HIGH

MEDIUM-
HIGH

O MEDIUM-
HIGH

O

© ©0 0 O O

() MEDIUM
(O MEDIUM
() MEDIUM
@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL
@ NORMAL

@ NORMAL
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Emery-Dreifuss Muscular Dystrophy 2(-- 0 +- 0 + + 'NORMAL
Muscle Weakness After Exercise 100 1+05 o+ + @ NORMAL
Muscle growth 2[5 1+05 0o+ + @ NORMAL
Increased Maximum Force Production T0=0- 0 +7- 0+ ¢ .NORMAL
Vastus Lateral Muscle 1006 1+ o+ + @ NORMAL
Hand Grip Strength 3[50- 1+05 0o+ + @ NORMAL
Ligament Strength 2(-- 0 +- 0 + + 'NORMAL
Energy Spending 1T0-0= 0 +0- 0+ + .NORMAL
Malignant Hyperthermia 2[-- 0 +- 0+ + 'NORMAL
Explosive Strength 1T0=0= 0 +1- 0+ + .NORMAL
Myostatin K153R 1T0-0= 0 +5- 0+ + 'NORMAL

Need for Nutrients

. MEDIUM-
Choline 2 7+ 1+ O
HIGH
. MEDIUM-
Zinc 48 - - 24 + - 23 + +
OHIGH
Turmeric (Curcumin) 1T0-0= 1 +0- 0+ + QMEDIUM
Selenium 121 o[- 25 (+[- 16 + + () MEDIUM

Resveratrol 3905 8 +- 2+ + (O)MEDIUM

Neurodegenerative diseases

Alzheimer's disease 33[-0- 10 +- 0+ + @ NORMAL
Neurological
Motor coordination o= 1+ o+ + (O MEbum
Sleep Quality 500 0 +- 0+ + @ NORMAL
Oxidation
Oxidative stress 17 8 +- 3+ + (O MEDIUM
Pains
, L MEDIUM-
0 - - 2+ - 1+ +
Pain Sensitivity O ICH

Sciatica Pain 2[50- 2+ 1+ + (O M™EDIUM
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Lumbar Disc Disease o= 1+ o+ + (O MEbUM
Back pains 100 o/+1= o+ + @ NORMAL

Leadership gene of== o += 1+ + @ HiGH
Resistance 30-0= 0 +1- 2+ + .HIGH
L MEDIUM-
iabilit 4 - - 1 + - 3 + +
Sociability OHIGH
Night chronotype 10=0- 1 +- 0+ + QMEDIUM
Obsessive-Compulsive Disorder (OCD) 0/ - - 1+ - 1+ + OMEDIUM
Mitochondrial Energy Production 19FEE 3+ 2+ + (O MEDIUM
Greater Stimulus with Caffeine 2[-0- 1+1- 0+ + @ NORMAL
Visuospatial Working Memory 2 E 1= 0 s 'NORMAL
Trend to Blond Hair 100 o/+1= o+ + @ NORMAL
Tendency to sleep late 10 o+ o+ + @ NORMAL
Memory (verbal) 100 o/+1= o+ + @ NORMAL
Higher Temperature During Exercise 10=0= 0 +1- 0+ + 'NORMAL
Morning Chronotype 0f-- 1+ 0+ # .NORMAL
Withdrawal Symptoms in Alcoholism of-l- 2+ o+ + @ Low
Manual dexterity 1EE o+lF o+ + @Low
Susceptibility to Bacteria 1EE o+k o+ + @ Low
Provocative
Challenging behavior 2(-- 0 +- 0 + + .NORMAL
Psychiatric
Cocaine addiction 2[5 o+ 1+ + @ HIGH
—— . . . MEDIUM-
Addiction tendency (eating, gambling, alcohol, smoking) 3[-- 2+ - 0 + + OHIGH
. MEDIUM-
Panic Syndrome 1 -- 4+ - 1 ++
y OHIGH
Personality Trait: Assertiveness of-f- 1+ o+ + (OMEDIUM
Personality Trait: Positive Emotions 0f-5- 1+ 0+ + QMEDIUM
Personality Trait: Extraversion 0f-1- 1+ 0+ + OMEDIUM
Bipolar Disorder (Response to Lithium Treatment) 250 o+I= o+ + @ NORMAL
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ADHD (Attention Deficit Hyperactivity Disorder) 70-0= 5 +- 0+ + 'NORMAL
Cataplexy and Narcolepsy (sleep) 10-0- 0 +[- 0+ + .NORMAL
Late dyskinesia o= 1+ o+ + @ NORMAL
Motion sickness s ol+l- 0+ + @Low

Reactions to Treatments

Glucocorticoid Therapy of== o += 1+ + @ HiGH

Loss of Muscle Mass and Energy in Muscles with the use of

e . . - 0+l o+ + @ NORMAL
Statins (Simvastatin, Rosuvastatin, etc.)

Fluorouracil Response 10-0-= 0 +[- 0+ + 'NORMAL

Reasons for Conflict

Difficulties in Dealing with Criticism s 2+l 4l+ % OMEDIUM-

Respiratory system

Respiratory Quotient (RQ) 10-0- 0 +/- 1+ + .HIGH
Oxygen Volume (02) Max (VO2 Max) of== 1+: 2/+ + @ HiGH
Aerobic Resistance 10FFE 2+ 3/++ QMEDIUM'
HIGH
Aspergillosis 100 o/+1= o+ + @ NORMAL

Skeletal system (bones)

— MEDIUM-
Scoliosis ol 1+l ol ¥
OHIGH
MEDIUM-
Bone Strength 0 -- 1+- 0+ +
J OHIGH
Osteoarthritis o= 3+l 1+ + (O MEDIUM
Dupuytren's Contracture 1EE 2 & 1 E QMEDIUM
Osteopenia of=l= 145 o'+ + (OMEDIUM
Musculoskeletal Pain 100 2/+0- o+ + @ NORMAL
Skin
, MEDIUM-
Response to tanning 3l 2+ 1+ O
HIGH
, . MEDIUM-
Skin elasticity ol o +lm 1+ + O

HIGH
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Keloids 3= 2+ o+ + (O MEDIUM
Collagen Degradation 206 == 7 +[= 9+ + @ NORMAL
Bulldog effect 206 [-I= 6 +[= 9+ + @ NORMAL
Simple Bullous Epidermolysis 10-0- 0 +[- 0+ + .NORMAL

Sleep
Fragmented sleep 10:0- 0 +- 0o+ + @ NORMAL
Sports

Rugby ofil= o+lF 1+ + @HiGH

Endurance ofFlE 2+ 2+ + @HiGH

Boxing 2 B 2 B 3 N .HIGH

Triple jump 0f-= 1+ 1+ + ‘HIGH

Elite athletes 1:05E 5+ 20+ + @HeH

Snowboard 250 o +lF 17+ + @ HIGH

Surf 1 1+ 1+ + @HcH

Marathon o= 2+ 1+ + @HGH

Tennis 1E5E 1+ 3+ + @HH

Ski 2-0- 1 +0- 2+ + @ HiGH

Swimming 25 1+ 1+ + @ HiGH

Combat 20 1+ 17+ + @ HIGH

Long Distance Swimmers 2(-0- 1 +0= 1+ + .HIGH

Power Athletes 2 20+ 2+ + @HiGH

Cycling 25 20+ 1+ + @ HIGH
: - MEDIUM-

Improved Heart Rate with Training of=lE o +F 1+ + OHIGH
. . . . MEDIUM-

Greater respiratory gains with exercise of-l- o +- 1+ + OHIGH
MEDIUM-

Football (Soccer) 20 [0 13 #0511+ + OHIGH
MEDIUM-

Wakeboard s0- 2+ 4+ + OHIGH
: : MEDIUM-

Windsurfing S G 4 S OHIGH
: MEDIUM-

Runner with more Speed than Endurance ol 1+ o+ + O

HIGH
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MEDIUM-

Race 5,000/10,000 0f-0- 1+ 0+ + OHIGH
Dance oIl 1+ o0+ + O'\HAIZD;UM-
. MEDIUM-

Risk Sports of-0- 1+ o+ + OHIGH
MEDIUM-

Basketball 13 0-1- 8 +[- 5 ++ OHIGHU
Volley 39 [-1- 14 +1= 9+ + (O)MEDIUM
Skydiving 10:0= 1+ 0o+ + (O MEDIUM
Paragliding 100 1+ o+ + (O MEbUM
Weightlifting 10:0= 2+ o+ + (O MEDIUM
Cross Country 10:0= 2/+0- 0o+ + (O MEDIUM
Baseball o= 1+ o+ + (O MEbuM
Football (American) Of-0- 1[+f- 0+ + OMEDIUM
Climbing 2[-0- 1+ o+ + (O MepUM
MMA 50 3/+05 o+ + (O MEDIUM
Greater Benefit of Aerobic Exercise for Vascular Function o= 1+ o+ + (O MEbuM
Triathlon 100 1+ o+ + (O MEDIUM
Runner with more endurance than speed o= 1+ o+ + @ NORMAL
100/200/400m race of=l= 1+15 o+ + @ NORMAL
Hockey 100 o+ o+ + @ NORMAL
Mountain Bike 100 o/+1= o+ + @ NORMAL
Judo 1006 1+ 0o+ + @ NORMAL

Trend to Exercise During Leisure 0f-0- 1+ 0+ + .LOW

Urinary system

. . . MEDIUM-

Progression to renal failure in IgA nephropathy 0/-- 1+ - 0+ + OHIGH
Renal dysplasia a4l 1+ o+ + (O MEDUM

Vision (Ophthalmology)

Retinitis Pigmentosa 35 o += 1+ + (O MEDIUM
Retinal detachment 2[-0- 0 +- 0+ + @ NORMAL

Stargardt's Disease 2[50- o += 0o+ + @ NORMAL
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Vitamins

Vitamin B2 I 2+l 1+ % OZIZD;UM-
S MEDIUM-

Vitamin B6 40 [- - 16 + - 16 + + OHIGH
Vitamin B9 (Folic Acid) 31 == 8 +l- 15 + + (O MEDIUM

Weight

Fat burning through cycling 1EE 0 FE 2 E .HIGH

Fat Oxidation 1EE 2+ 1+ + @HGH
: MEDIUM-

Slimness 0/ - - 0+ - 1+ + OHIGH
: N MEDIUM-

Fibers and slimming 1EE 2+ o+ + OHIGH
: MEDIUM-

Intake of saturated fat and increased body fat 25 [-[- 18 +[- 7+ + OHIGH
. . MEDIUM-

Trend of Monounsaturated Fat Intake and Weight Gain 3214+ 8+ + OHIGH
Weight Management 105 o+ 1+ + (O MEDIUM
Waist Measure 1M 13+ 3+ + (O MEDIUM
Benefit of Physical Exercise for Weight Loss 2[-- 2+ o+ + (O MEDIUM
Decrease in body mass after training 250 0o += 0o+ + @ NORMAL
Bodly fat 2[-0- 0o +- 0o+ + @ NORMAL




cao

FullDNA

Name: Sample

Age:

Gender: M

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Prescriber:

Health Insurance:

Sample

Aging

Aging (quality)

. NORMAL

Aging, in human beings, is the process of wearing out the body. Results in orange and/or red
indicate greater aging.

Gene RSID Genotype Minor Allele Alteration Result
APOB rs676210 GG+ AT =1 ()
APOB rs1367117 GG+ A o] @
B3GALT rs13020412 AA+ G 1] @
CDKN2A rs3731249 GG- AGT [-]-] @
CETP rs5882 AG+ A [+]-] @
CFH rs1061147 AC+ C [+]-] @
DEF8 rs4268748 TT+ C [-]-] @
ERI1 rs96621 CC+ C [-1-] @
HDAC4 rs3791406 CT+ C [+]-] (©)
INTERGENIC rs9287638 AC+ A [+]-] @
INTERGENIC rs12661968 CC+ C [+]+] @
IRF4 rs12203592 CC+ T [-]-] @
KL rs9536314 TT+ AG o] @
MC1R rs1805005 GG+ T 1] @
MC1R rs1805007 CC+ AGT [-1-] @
MC1R rs1805008 CC+ T o] (@)
MC1R rs1805009 GG+ AC [-1-] @
PPARG rs17036170 GG+ [-1-] @
SLC45A2 rs185146 CC+ 1] @
UCP2 rs660339 cC- T [-]-] @
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Facial Age and Appearance (greater aging) . NORMAL

Physical appearance. Tendency to look younger, taking into account age and other aging factors.
Result in red and orange indicates greater aging.

Gene RSID Genotype Minor Allele Alteration Result
CETP rs5882 AG+ A [+]-] ()
FANCA rs12931267 GG- G [-1-] @
KL rs9536314 TT+ A.G 1] @
MC1R rs1805005 GG+ T [-]-] @
MC1R rs1805007 CC+ AGT o] @
MC1R rs1805008 CC+ T 1] ()
MC1R rs1805009 GG+ AC [-1-] @
TERC rs12696304 CG+ [+]-] O

Allergies

Egg White Allergy @ e+

Egg allergy happens when the immune system identifies the egg white proteins as a foreign body,
triggering an allergic reaction.

Gene RSID Genotype Minor Allele Alteration Result
ABCB11 rs497692 AG- C [+]-] @
ABCB11 rs16823014 GG+ A [-1-] @

ERCC4 rs1800067 GG+ A [-]-] @

INTERGENIC rs6498482 TT+ C o] @
ITIH6 rs5961136 GG+ G [+]+] @
Dermographism QUNDEFINED

Dermographism is a type of skin allergy, characterized by the appearance of swelling after a
stimulus caused by a scratch or contact on the skin, which may be accompanied by itching and
redness in the surrounding region.

Amino acids
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Monohydrate Creatine @ cH

Creatine improves overall performance, increases muscle mass, strength, and endurance
performance. When it comes time to train, if your muscles have been saturated with creatine, they
will use the stored creatine to provide fuel for your body - giving you the ability to maximize your
output during training.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T [+]-] @

CNTF rs1800169 AG+ A [+]-] @
Beta-alanine ‘HIGH

Beta-alanine is a non-essential amino acid that is produced naturally in the body. Beta-alanine aids
in the production of carnosine. That's a compound that plays a role in muscle endurance in high-
intensity exercise.

Gene RSID Genotype Minor Allele Alteration Result
ADRB2 rs1800888 CC+ T [+]+] @
AMPD1 rs17602729 CC- A o] @
PPARD rs2267668 AA+ A,C 1] ()

L-glutamine @ e+

Glutamine is the most abundant amino acid in our bodies. It works to support many healthy
functions, including: Making proteins for muscle tissue. Fueling cells that protect our intestines.
Supporting immune system cells.

Gene RSID Genotype Minor Allele Alteration Result
COL1A1 rs72645357 GG- T [+]+] @
COL3A1 rs1800255 AG+ A [+]-] @

EPHX1 rs2234922 AA+ GT [-]-] @

MMP3 rs679620 AG- C [+]-] O
OPRM1 rs1799971 AG+ G [+]-] @

SOD3 rs1799895 CG+ G [+]-] @)
SPRYD4 rs7302925 AG+ A [+]-] @
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Serine Deficiency @ norwaL

Serine is a constituent amino acid of proteins (amino acid chains), which is not essential in the
human diet, as it can be synthesized from other compounds. Its deficiency includes a group of
inborn errors of metabolism in which there is a defect in this amino acid due to an alteration in its
synthesis, preferentially affecting the nervous system. Serine also aids in the production of
antibodies and immunoglobulin, molecules essential for maintaining a healthy immune system.
Although in small amounts, to synthesize tryptophan, serine is required along with vitamins such
as folic acid, vitamin B3 and vitamin B6. Tryptophan is, in turn, a precursor of serotonin, which
regulates the mood and mood. It performs other functions related to the maintenance of skin
hydration, synthesis of compounds such as porphyrin, creatine and purines. It is necessary for fat
metabolism, correct functioning of cell replication, muscle development and is essential for the
correct functioning of the immune system.

Gene RSID Genotype Minor Allele Alteration Result
PHGDH rs478093 GG+ G [-1-] @
PHGDH rs121907987 GG+ A o]l @
PHGDH rs121907988 GG+ A [-1-] @
PHGDH rs267606949 CC+ AGT o] @

L-carnitine Deficiency ’ NORMAL

L-carnitine deficiency can cause muscle necrosis, myoglobinuria, lipid storage myopathy,
hypoglycemia, liver fat and hyperammonemia with muscle pain, fatigue, confusion and
cardiomyopathy.

Gene RSID Genotype Minor Allele Alteration Result
SLC22A5 rs72552725 AA+ G ()

0

Antioxidants / Supplements

Vegetarian Protein Shake @ e+

Plant-based protein powders and shakes can fit into an overall healthy diet; however, the ideal goal
is to first consume a variety of plant-based proteins from whole foods to meet the primary needs
and then to supplement with plant-based protein powders when needed

Gene RSID Genotype Minor Allele Alteration Result
FTO rs9939609 AT+ A [+]-] @
MCM6 rs182549 TT+ T 1] @
MCM6 rs4988235 CC- C [+]+] @
PPARG rs1801282 GG+ C [+]+] @
TRIM63 rs2275950 AA- C,G [-]-] @
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Beta-Casein A2A2 @ cH

Compared with milk containing only A2 B-casein, the consumption of milk containing both B-casein
types was associated with significantly greater PD3 symptoms; higher concentrations of
inflammation-related biomarkers and (B-casomorphin-7; longer gastrointestinal transit times and
lower levels of short-chain fatty acids; and increased response time and error rate on the SCIT.
Consumption of milk containing both [B-casein types was associated with worsening of PD3
symptoms relative to baseline in lactose tolerant and lactose intolerant subjects. Consumption of
milk containing only A2 B-casein did not aggravate PD3 symptoms relative to baseline (i.e., after
washout of dairy products) in lactose tolerant and intolerant subjects. Consumption of milk
containing A1 B-casein was associated with increased gastrointestinal inflammation, worsening of
PD3 symptoms, delayed transit, and decreased cognitive processing speed and accuracy. Because
elimination of A1 B-casein attenuated these effects, some symptoms of lactose intolerance may
stem from inflammation it triggers, and can be avoided by consuming milk containing only the A2
type of beta casein.

Gene RSID Genotype Minor Allele Alteration Result
INTERGENIC rs17616434 TT+ C o] @
PPARD rs2267668 AA+ AC [-1-] @
STAT6 rs1059513 AA- T [+]+] @
Shake Proteina da Carne ‘HIGH

Os suplementos a base de proteina da carne sao extraidos da carne vermelha. Oferecem todos os
beneficios encontrados na proteina de origem animal, porém sem as gorduras que a acompanham.
Possuem rapida absorc¢ao, assim como o whey protein hidrolisado, e é uma excelente alternativa
para pessoas que apresentam intolerancia a lactose.

Gene RSID Genotype Minor Allele Alteration Result
FTO rs1558902 AT+ A [+]-] O
FTO rs9939609 AT+ A [+]-] @

MCM6 rs182549 TT+ T [-]-] @

MCM6 rs4988235 CC- C [+]+] @
NAT2 rs1801279 GG+ A [-1-] @

PPARD rs2016520 AA- T [-]-] @

SLC22A2 rs8177517 AA- C,G [-1-] @
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. MEDIUM-
Beta-Casein A1 HIGH

The B-casein from cow's milk has 209 amino acids, and the variations A1 and A2 differ only by one
amino acid at position 67 [as can be seen in the following figure]. All female mammals, including
humans, goats, buffaloes, mares and camels, produce only B-casein A2, but because of a genetic
mutation that occurred approximately 10,000 years ago, some cows started to produce B-casein
A1. For this reason, B-casein A2 is called “natural” casein. This small change may seem harmless,
but it is enough to alter the molecule's digestion and lead to other consequences. When digestive
enzymes interact with the B-casein A1 molecule, it is broken, precisely at position 67, releasing a
seven-amino acid peptide, BCM-7. The presence of proline instead of histidine in the A2 variant
prevents the hydrolysis of the peptide bond between residues 66a and 67a in B-casein A2 and
inhibits the production of BCM-7. Casein and its derivatives, particularly BCM-7, have been shown
to exert a variety of effects on gastrointestinal function, including reducing the frequency and
amplitude of intestinal contractions and increasing mucus secretion. Given the complexity of these
effects, it is reasonable to expect that the symptoms exhibited will vary greatly between
individuals. Not all cows produce both types of casein. In fact, there are three possible genotypes:
the AT1A1 genotype determines that the animal produces only B-casein A1; cows with the A2A2
genotype produce only the A2 type; and cows with the ATA2 genotype produce both types. The
type of B-casein produced is totally dependent on the genetics of each animal, and the same genes
may also be present in breeding bulls. Consumption of milk containing A1 B-casein was associated
with increased gastrointestinal inflammation, worsening of Post dairy digestion disconfort (PD3)
symptoms, delayed transit, and decreased cognitive processing speed and accuracy. Because
elimination of A1 B-casein attenuated these effects, some symptoms of lactose intolerance may
stem from inflammation it triggers, and can be avoided by consuming milk containing only the A2
type of beta casein.

Gene RSID Genotype Minor Allele Alteration Result

ERAP1 rs1363907 AG+ A [+]-] @
IL-6R rs2228145 AC+ CT [+]-] ()
INTERGENIC rs17616434 TT+ C [+]+] @
MCM6 rs182549 TT+ T [+]+] @
MCM6 rs4988235 cC- C [-]-] @
NFE2L2 rs6721961 GG+ C,G [+]+] O
NOD2 rs2066844 CC+ T 1] ()
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. MEDIUM-
Whey Protein HIGH

Milk is made of two proteins, casein and whey. Whey protein can be separated from the casein in
milk or formed as a by-product of cheese making. Whey protein is considered a complete protein as
it contains all 9 essential amino acids. It is low in lactose content.

Gene RSID Genotype Minor Allele Alteration Result
INTERGENIC rs17616434 TT+ C [-]-] @
MCM6 rs182549 TT+ T =1 ()
MCM6 rs4988235 CC- C [+]+] @
PPARD rs2016520 AA- T 1] ()
PPARD rs2267668 AA+ AC [-]-] @
TRIM63 rs2275950 AA- C,G o] @
Glicerol ’NORMAL

O (glicerol tem fortes propriedades osmoticas, o que significa que atrai e se liga a grandes
quantidades de fluidos, como a agua. Ao atrair mais fluido nos vasos sanguineos e nos musculos, o
glicerol aumenta o volume dos musculos. Para combater a desidratacao durante o exercicio, o
glicerol proporciona um ganho de hidratagdo muito benéfico: aumenta a retencdo de agua em
quase 50%. Ao ajudar os atletas a permanecerem melhor hidratados, o glicerol combate os
disturbios digestivos que reduzem o desempenho atlético e degradam a integridade da sua saude.

Gene RSID Genotype Minor Allele Alteration Result
PPARD rs2016520 AA- T o] @
PPARD rs2267668 AA+ A,C =1 ()
TRIM63 rs2275950 AA- C,G [-]-] (@)
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BCAA levels . NORMAL

A branched-chain amino acid (BCAA) is an amino acid having an aliphatic side-chain with a branch (a
central carbon atom bound to three or more carbon atoms). Among the proteinogenic amino acids,
there are three BCAAs: leucine, isoleucine, and valine. Non-proteinogenic BCAAs include 2-
aminoisobutyric acid, Leucine, Isoleucine, Valine. The three proteinogenic BCAAs are among the
nine essential amino acids for humans, accounting for 35% of the essential amino acids in muscle
proteins and 40% of the preformed amino acids required by mammals. Synthesis for BCAAs occurs
in all locations of plants, within the plastids of the cell, as determined by presence of mMRNAs which
encode for enzymes in the metabolic pathway. BCAAs fill several metabolic and physiologic roles.
Metabolically, BCAAs promote protein synthesis and turnover, signaling pathways, and metabolism
of glucose. Oxidation of BCAAs may increase fatty acid oxidation and play a role in obesity.
Physiologically, BCAAs take on roles in the immune system and in brain function. BCAAs are broken
down effectively by dehydrogenase and decarboxylase enzymes expressed by immune cells, and
are required for lymphocyte growth and proliferation and cytotoxic T lymphocyte activity. Lastly,
BCAAs share the same transport protein into the brain with aromatic amino acids (Trp, Tyr, and
Phe). Once in the brain BCAAs may have a role in protein synthesis, synthesis of
neurotransmitters, and production of energy.

Gene RSID Genotype Minor Allele Alteration Result
AMPD1 rs17602729 CC- A [-1-] @
BCKDHA rs45500792 TT+ G o] @

Retinoic Acid ‘ NORMAL

Variant G rs2241057 catabolizes retinoic acid with significantly greater efficiency, indicating that
rs2241057 is functional and suggesting reduced availability of retinol in tissues from individuals
with the minor variant. Retinoic acid has powerful biological effects that can treat and prevent
atherosclerosis. Red or orange result indicates reduced availability.

Gene RSID Genotype Minor Allele Alteration Result
ALDH1A2 rs3204689 CC- G [-1-] @
CYP26B1 rs2241057 TT- G [-1-] @

Leucine Absorption Q UNDEFINED

Leucine is one of the amino acids encoded by the genetic code and is therefore one of the
components of proteins in living beings. Leucine is one of the 20 amino acids that cells in the
human body use to synthesize proteins, but it does not produce it. It plays important roles in
increasing proteins and acts as an energy source during physical exercises, increasing endurance
and reducing fatigue. It is part of the branched chain, together with isoleucine and valine, is found
abundantly in meat and legumes (soy and beans), with an average concentration of 1g / 100g and
3g/ 100g, respectively.

Auditory system
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Non-syndromic deafness @ norwa
Syndromic deafness is associated with specific symptoms other than deafness.

Gene RSID Genotype Minor Allele Alteration Result
COCH rs28938175 CC+ T o] @
G)B2 rs28931595 GG- AGT o]l @
INTERGENIC rs726640 CC- AT [-1-] @
KCNE1 rs1805127 AG- AC,G [+]-] O
KCNQ4 rs28937588 GG+ AT o]l @
WFS1 rs28937893 GG+ AC o] @

Usher Syndrome ‘NORMAL

Set of genetic diseases (autosomal recessive) characterized by the presence of sensorineural
hearing loss, with or without vestibular dysfunction

Gene RSID Genotype Minor Allele Alteration Result
WHRN rs2274159 AA+ G o] @
Hearing Loss (noise) ’NORMAL
Hearing loss happens gradually when we are exposed to noise.
Gene RSID Genotype Minor Allele Alteration Result
HSP70-HOM rs2227956 TT- ACT [-1-] @

Behavioral Changes
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Impulsivity @ e+

In psychology, impulsiveness is an impulse or tendency to act, in which the behavior has little or no
prior thought or reflection. Impulsiveness, therefore, often leads to risky behavior.

Gene RSID Genotype Minor Allele Alteration Result
ANKK1 rs1800497 CT- A [+]-] @
BDNF rs6265 AG- T [+]-] @
COMT rs4680 AG+ A [+]-] O
HTR1A rs6295 CC- G [+]+] @
HTR1B rs13212041 TT+ T o] @
HTR2A rs6311 CT+ C [+]-] @
HTR2A rs6313 CT- A [+]-] @
NRXN3 rs11624704 CC+ C [+]+] @
OPRM1 rs1799971 AG+ G [+]-] @

Social Anxiety Disorder (Social Phobia) O MEDIUM

It is an anxiety disorder described in the DSM-1V, characterized by manifestations of alarm, nervous
tension, fear and discomfort triggered by exposure to social assessment.

Gene RSID Genotype Minor Allele Alteration Result
RGS2 rs4606 CC+ G 1] O
Behaviors
Motivation to Exercise @ i+

Encouragement to perform physical activities and exercise.

Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 AG- T [+]-] @
Sports Behavior O UNDEFINED

Sports Behavior

Benefits
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Greater Resistance to Stress () unDEFINED

It indicates having greater resistance to stress, that is, people who are less stressed. Results in red
means beneficial.

Cancer

Skin Neoplasm (light sensitivity) e

Exposure to light increasing the risk of Skin Cancer, taking into account the incidence of UV
(ultraviolet) rays

Gene RSID Genotype Minor Allele Alteration Result

ASIP rs1015362 AG- T [+]-] O

ASIP rs4911414 GT+ G [+]-] @,
Medulloblastoma ’NORMAL

It is a cancer of the cerebellum, which grows rapidly, is not very invasive and is more common in
children. It originates in the most primitive neurological cells of the medulla of the cerebellum.

Gene RSID Genotype Minor Allele Alteration Result
BRCA2 rs28897756 GG+ A o] @
BRCA2 rs80358785 CC+ AG [-1-] @
NRAS rs121434596 GG- AGT o] @
TP53 rs11540652 GG- T 1] ()
TP53 rs28934576 GG- AGT [-]-] @
TP53 rs121912651 CC- A o] @
TP53 rs121912657 GG- A 1] ()
WRN rs17847577 CC+ T [-1-] @
Metastasis ‘ NORMAL

Metastasis is the formation of a new tumor lesion from another. It can be considered the fact that a
tumor has spread to other cells and organs.

Gene RSID Genotype Minor Allele Alteration Result
AKT1 rs3803304 CG- G @

[+]-]
FGFR4 rs351855 CC- A [-1-] @
[-1-] @

PDK1 rs11686903 CC+ T
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Lynch Syndrome @ norwaL

Also called hereditary colorectal cancer (autosomal dominant transmission) non-polypoid, it is a
type of hereditary cancer of the digestive tract, which affects especially the colon and rectum,
representing 3% to 5% of cancer cases in these two locations. Endometrial cancer is the
extracolonic neoplasm most frequently associated with Lynch II syndrome, with a cumulative risk
of 42% at 80 years of age. In addition, the cumulative risk for the development of other extra-
colonial tumors, such as cancers of the stomach, ovaries, and biliary and urinary tracts (19%, 9%,
18% and 10%, respectively), is greater than the expected at random. It is estimated that in families
with Lynch I syndrome, 40% have mutations in MSH2 and 30% in MLH1 (2). More than 100
mutations have been described in MHS2, predominantly substitutions and small deletions

Gene RSID Genotype Minor Allele Alteration Result
MLH1 rs11541859 GG+ T o] @
MLH1 rs63750726 CC+ T 1] ()
MLH1 rs111052004 TT+ A [-]-] (O]
MLH1 rs193922370 GG+ T o] @
MLH1 rs267607702 I+ D [-1-] @
MLH1 rs267607706 CC+ G [-1-] @
MLH1 rs267607709 GG+ A [-1-] @
MLH1 rs267607710 GG+ C [-]-] @
MLH1 rs267607712 AA+ T o] @
MLH3 rs28756990 GG- AT 1] ()
MSH?2 rs4987188 GG+ AT [-1-] @
MSH2 rs63750875 GG+ C [-1-] @
MSH6 rs2020912 TT+ C,G 1] ()
Erythrocytosis . NORMAL

Erythrocytosis is when you have more red blood cells than normal. Red blood cells are also called
erythrocytes. Red blood cells carry oxygen throughout your body and remove carbon dioxide from
your body. Your bone marrow (the tissue inside your bones) makes red blood cells and releases
them into your bloodstream.

Gene RSID Genotype Minor Allele Alteration Result
VHL rs28940298 CC+ T [-1-] @
VHL rs104893830 GG+ CT o] @

Cardiovascular
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. . MEDIUM-
Aerobic Capacity HIGH

Potential that the individual has to produce body energy through oxygen. Orange or red result
indicates greater aerobic capacity. Results in red means beneficial.

Gene RSID Genotype Minor Allele Alteration Result
ADRB2 rs1042713 GG+ A [-1-] @
ADRB2 rs1800888 CC+ T [-1-] @
GABPB1 rs7181866 AA+ G [-T-] ()
PPARA rs4253778 GG+ CT [+]+] @
VEGFA rs3024994 CC+ T [-1-] @
VEGFA rs3025039 CC+ T [-T-] ()
Paroxysmal Ventricular Fibrillation IQ,AIEGDJUM'

Uniform and fast heart rate (from 160 to 220 beats per minute), which starts and ends suddenly
and originates in cardiac tissues outside the ventricles

Gene RSID Genotype Minor Allele Alteration Result
SCN5A rs1805124 AG- T [+]-] @,
SCN5A rs7626962 GG+ AT [-1-] (@)
: : MEDIUM-
Increased blood pressure during exercise HIGH
Increased blood pressure during exercise
Gene RSID Genotype Minor Allele Alteration Result
FTO rs9941349 CT+ T [+]-] O
Brugada Syndrome (O meptum

It is an inherited arrhythmia (autosomal dominant) that predisposes to ventricular arrhythmias
that can be fatal.

Gene RSID Genotype Minor Allele Alteration Result
KCNE3 rs2270676 CT- G [+]-] @,
SCN5A rs1805124 AG- T [+]-] O
SCN5A rs7626962 GG+ AT [-1-] (O]
SCN5A rs28937318 GG- AT [-1-] (@)
TRPM4 rs172149856 GG+ A [-T-] ()
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Jervell and Lange-Nielsen Syndrome () meDIUM

It is a type of long QT syndrome that causes the heart muscle to repolarize more slowly than usual.
The disorder also usually occurs with hearing loss. It is known that mutations in genes KCNE1 and
KCNQ1 are responsible for this disorder. These genes are responsible for the production of
proteins that act in the formation of cell channels found in the plasma membrane of cells, through
which potassium ions are transported out of the cell, an essential factor for the maintenance of
normal ear and cardiac muscle functions . Clinical manifestations include: Ventricular tachycardia;
Ventricular fibrillation; Iron deficiency anemia; Elevated gastrin levels; Hearing loss; Syncopal
episodes, especially during periods of stress, fear and exercise. Only symptomatic treatment is
done. Cochlear implant can be used to treat hearing loss, beta-blockers treat long QT interval,
implantable cardioverter defibrillator is recommended for patients with a history of cardiac arrest
and/or lack of response to other forms of treatment. Standard treatment for iron deficiency anemia
is also provided.

Gene RSID Genotype Minor Allele Alteration Result
KCNE1 rs1805127 AG- AC,G [+]-] O
Hypercholesterolemia (Type B) @ norvaL

Increased blood cholesterol concentration. It is a form of hyperlipidemia (high blood lipids) and
hyperlipoproteinemia (high blood lipoproteins).

Gene RSID Genotype Minor Allele Alteration Result
APOB rs5742904 GG- AT [-]-] @
APOB rs12713559 CC- A o] @
INSIG2 rs7566605 CC+ C [+]+] @,
LDLR rs28941776 GG+ AT [-1-] @
LDLR rs28942081 GG+ AT o] @
LDLR rs28942082 GG+ ACT 1] ()
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Long QT Syndrome @ normac
A heart rhythm disorder that can cause rapid, chaotic heartbeats.

Gene RSID Genotype Minor Allele Alteration Result
KCNE1 rs1805127 AG- AC,G [+]-] O
KCNE2 rs2234916 AA+ G 1] ()
KCNQ1 rs12720459 CC+ AGT o] @
KCNQ1 rs17215500 CC+ G,T o] @
KCNQ1 rs17221854 CC+ T 1] ()
KCNQ1 rs120074190 GG+ A o] @
NOS1AP rs10494366 GT+ G [+]-] O
SCN5A rs7626962 GG+ AT 1] ()
Romano-Ward Syndrome . NORMAL

Romano-Ward syndrome (RWS) is an autosomal dominant variant of long QT syndrome,
characterized by episodes of syncope and electrocardiographic anomalies (QT interval
prolongation, and T-wave anomalies and torsade de pointes (TdP) ventricular tachycardia). Most
patients develop symptoms during exercise or in response to stress or emotional disturbances;
symptoms rarely occur at rest or during sleep. Syncopal episodes are caused by TdP, a polymorphic
ventricular tachycardia. TdP often degenerates into ventricular fibrillation and can lead to cardiac
arrest or sudden death. Diagnosis is based on typical electrocardiographic findings, clinical
manifestations, and family history. Molecular diagnosis should always be performed in patients
with a clinically suspected diagnosis. It should also be performed on affected family members with
normal/limit QT intervals to identify people at risk of sudden death. Disease control and treatment:
The following pathologies should be considered: catecholaminergic polymorphic ventricular
tachycardia (PBVt), orthostatic hypotension, hypertrophic cardiomyopathy, Jervell and Lange-
Nielsen syndrome and other forms of LQTS, Brugada syndrome, as well as vasovagal syncope,
tachycardia ventricular, drug-induced LQTS and epilepsy. Beta-adrenergic blockers represent the
therapy of first choice in symptomatic patients. Whenever syncope episodes occur despite full-dose
beta-blocker therapy, left-sided cardiac sympathetic denervation (LCSD) should be considered and
implemented whenever possible.

Gene RSID Genotype Minor Allele Alteration Result
KCNE1 rs1805127 AG- AC,G [+]-] O
KCNH2 rs9333649 GG- ACT [-]-] @
KCNH2 rs28928904 TT- AC,G o] @
KCNH2 rs189014161 GG+ A,C 1] ()
SCN5A rs7626962 GG+ AT [-]-] @
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Non-compacted Cardiomyopathy (Left Ventricle) @ norwa

Isolated non-compacted cardiomyopathy is a rare disease that probably appears in the embryonic
period, with intrauterine arrest of myocardial compaction in early fetal development, and that
determines prominent myocardial trabeculations with deep intertrabecular recesses and
myocardial thickening in two distinct layers

Gene RSID Genotype Minor Allele Alteration Result
MYBPC3 rs11570112 CC- AC [-1-] @
TNNT2 rs4523540 TT+ AC [-1-] @
Ventricular Tachycardia ‘NORMAL

Ventricular tachycardia (VT) is a rapid heart rhythm that occurs in one of your heart's ventricles. It
looks like a small electrical circuit that runs in a circle. In a ventricular tachycardia, the heart beats
each turn in the circuit at frequencies of 150 to 250 bpm. A special type of ventricular tachycardia
is called right ventricular outflow tract tachycardia or RVOT tachycardia. This rhythm occurs in the
part of the heart where blood flows from the right ventricle to the lungs. As the heart beats faster,
it pumps less blood, and there is not enough time for it to fill with blood between beats. If this
rapid heartbeat continues, the brain and body may not receive enough blood and oxygen.

Gene RSID Genotype Minor Allele Alteration Result
CASQ2 rs146664754 GG+ C 1] ()
INTERGENIC rs11970286 CC+ T o] @
RYR2 rs34967813 AA+ G 1] ()
RYR2 rs121918597 CC+ T [-]-] @
RYR2 rs186906598 GG+ A o] (@)
RYR2 rs200236750 CC+ T 1] (©)
RYR2 rs397516510 GG+ A [-1-] @

Wolff-Parkinson-White Syndrome ‘NOR'V'AL

Wolff-Parkinson-White (WPW) syndrome is a relatively common heart condition that causes the
heart to beat abnormally fast for periods of time. The cause is an extra electrical connection in the
heart. This problem with the heart is present at birth (congenital), although symptoms may not
develop until later in life.

Gene RSID Genotype Minor Allele Alteration Result
NODAL rs121909283 GG- T @

[-1-]
PRKAG2 rs121908987 GG- T 1] ()
[-1-] @

PRKAG2 rs121908990 CC- G
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Familial Hypertrophic Cardiomyopathy @ norwaL

Hypertrophic cardiomyopathy (HCM) is the most common type of genetic heart disease. It is
characterized by thickening of the heart muscle (myocardium), making it more difficult for the
heart to pump blood.

Gene RSID Genotype Minor Allele Alteration Result
GLA rs28935197 AA- o] @
GLA rs104894845 GG- 1] ()

MYBPC3 rs375882485 GG+ A [-1-] @

MYH7 rs3218713 GG- [-1-] @

MYH7 rs3218714 CC- A,C 1] ()
PLN rs111033560 TT+ G [-]-] (O]

PRKAG2 rs28938173 CC- T 1] ()

PRKAG2 rs121908987 GG- T [-]-] @

TNNT2 rs4523540 TT+ AC o] @
Short QT syndrome @ normac

Hereditary cardiac channelopathy characterized by an abnormally short QT interval and an
increased risk of atrial and ventricular arrhythmias.

Gene RSID Genotype Minor Allele Alteration Result
NOS1AP rs10494366 GT+ G [+]-] @
Cardiac Capacity @ ow
Heart rate is the speed of the heart cycle as measured by the number of heart contractions per
minute.
Gene RSID Genotype Minor Allele Alteration Result
NOS3 rs2070744 TT+ T [-1-] @
Atrioventricular Septal Defect (DSAV) Q UNDEFINED

Atrioventricular Septal Defect (AVDS) In the normal heart, there are four cardiac chambers (2 atria
and 2 ventricles), and between the right atrium and right ventricle there is the tricuspid valve and
between the left atrium and the left ventricle there is the miter valve

Cardiovascular and Cerebrovascular
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Hypertension Q MEDIUM

Also called High Blood Pressure, it is a condition in which the force of the blood against the wall of
the arteries is too great.

Gene RSID Genotype Minor Allele Alteration Result
ACE rs4343 GG+ A [+]+] O
ADD1 rs4961 GT+ AT [+]-] O
AGT rs699 CT- G [+]-] @,
AGT rs5051 CT+ T [+]-] O
AGTR1 rs5186 AA+ C o] @
APOE4 rs429358 TT+ C 1] ()
CNNM2 rs11191548 TT+ [+]+] @)
CYP11B2 rs1799998 TT- G o] @
CYP17A1 rs1004467 TT- [+]+] O
EDN rs5370 GT+ T [+]-] O
GRK4 rs1024323 GG- T 1] ()
GRK4 rs2960306 GG+ T [-]-] @
NEDD4L rs3865418 CT+ C [+]-] @
NEDDAL rs4149601 GG+ A 1] ()
NOS3 rs1799983 GG+ T [-]-] (O]
NOS3 rs1800779 AA+ G o] ()
STK39 rs6749447 TT+ G 1] ()
TRPM6 rs11144134 TT+ C [-]-] @
UMOD rs13333226 AG+ A [+]-] @

Chronic Subclinical Inflammation

Sciatica O MEDIUM
Pain radiating along the sciatic nerve, which runs down one or both legs from the lower back.
Gene RSID Genotype Minor Allele Alteration Result
IL-6 rs1800795 GG+ G [+]+] @,

IL-6 rs1800796 CC+ C [-1-] O
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Inflammations

Q MEDIUM

It is the body's reaction to an infection or tissue injury.

Gene RSID Genotype Minor Allele Alteration Result
CAT rs1001179 GG- T o] @
GPX1 rs1050450 CC- A 1] @
IL-10 rs1800872 CC- G [-1-] @
IL-10 rs1800896 AG- C [+]-] O
IL-10 rs3024505 CC- A 1] @
IL-17A rs2275913 AG+ A [+]-] O
IL-18 rs187238 GG- G [+]+] @
IL-1B rs16944 AG+ G [+]-] O
IL-1B rs1143623 CG- G [+]-] @
IL-1B rs1143627 CT- A [+]-] @
IL-1B rs1143634 CC- A [-1-] @
IL-1RN rs4251961 CC+ C [+]+] @
IL-6 rs1800795 GG+ G [+]+] O
IL-6 rs1800796 CC+ C [-1-] @
IL-6 rs1800797 GG+ G 1] @
IL-6R rs2228145 AC+ CT [+]-] O
LPA rs3798220 TT+ C o] @
LPA rs10455872 AA+ G 1] @
NFE2L2 rs6721961 GG+ C,G [-1-] @
NOS3 rs1799983 GG+ T o] (@)
NQO1 rs1800566 CT- A [+]-] @
PACERR rs689466 AA- C o] @
PON1 rs662 AG- C [+]-] O
SELE rs5361 AA- G 1] ()
TLR4 rs4986790 AG+ GT [+]-] @
TNF rs361525 GG+ A 1] @
TNF rs1800629 GG+ A [-1-] @
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Arthrosis of the Knee () mep1um

Arthrosis is an inflammatory and degenerative disease of the body's joints (joints), marked by the
wear of the cartilage that line the bone ends, causing pain and possibly leading to deformities. The
joints most affected by arthrosis are those that support weight, such as the spine, hips and knees.
Knee pain is usually the first symptom of osteoarthritis. This pain is progressive in nature. It is
accentuated with physical activity (steps, going up and down stairs, contact sports and repetitive
movements) and is directly proportional to excess weight.

Gene RSID Genotype Minor Allele Alteration Result
COL6A4P1 rs7639618 CC+ T 1] ()
GDF5 rs143383 CC- A o] @
IL-1RN rs9005 GG+ A 1] @
IL-1RN rs419598 TT+ C 1] ()
MCF2L rs11842874 AA+ G [+]+] @,
Clopidogrel
Response to Clopidogrel ‘ NORMAL
Clopidogrel is a drug in the antiplatelet group that is used to treat and prevent arterial thrombosis.
Gene RSID Genotype Minor Allele Alteration Result
CYP2C19 rs4986893 GG+ A 1] ()
CYP2C19 rs6413438 CC+ T 1] ()
CYP2C19 rs12248560 CC+ AT o] @
CYP2C19 rs41291556 TT+ C 1] ()
CYP2C19 rs56337013 CC+ T [-1-] @
Dentistry
Bruxism QMEDIUM
Bruxism is the habit of pressing and grinding your teeth during sleep, whether or not you produce
sounds.
Gene RSID Genotype Minor Allele Alteration Result
DRD1 rs686 AA+ ACT [-1-] @
DRD3 rs6280 CC+ T [+]+] O

HTR2A rs6313 CT- A [+]-] @
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Temporomandibular disorder QMEDIUM
Pain and impaired mobility of the jaw joint and surrounding muscles.

Gene RSID Genotype Minor Allele Alteration Result

APOL3 rs80575 TT+ AT [-1-] @

ESR1 rs1643821 CT- A [+]-] @

ESRRB rs10132091 CC+ AC,G [-T-1 O
Effectiveness in response to bisphosphonates @ norua

Good response to bisphosphonate use. Among antiresorptive drugs, bisphosphonates occupy a
prominent position for being able to increase bone mass.

Gene RSID Genotype Minor Allele Alteration Result
FDPS rs2297480 AC- G [+]-] @
Inflammatory and infectious endocarditis () unpErNED

Acute and recurrent inflammatory disease that typically develops within one to five weeks after
infection with group A beta-hemolytic streptococci (usually pharyngitis)

Digestive system
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Ulcerative Colitis () mepum

Inflammatory bowel disease affecting the colon. Orange or red indicates a higher risk of
developing the disease. Ulcerative colitis affects the innermost lining of your large intestine (colon)
and rectum. Symptoms usually develop over time, rather than suddenly. Abnormal immune
response, genetics, microbiome, and environmental factors all contribute to ulcerative colitis.
Research suggests that ulcerative colitis could be triggered by an interaction between a virus or
bacterial infection in the colon and the body's immune response.

Gene RSID Genotype Minor Allele Alteration Result
ABCB1 rs3213619 CT- G [+]-] @
ABCB1 rs10248420 AA+ GT [+]+] @)
CD226 rs763361 CT+ AC [+]-] O
CFB rs4151667 TT+ A [-]-] @
IL-10 rs3024493 GG- A o] €
IL-10 rs3024505 CC- A 1] ()
IL-10RA rs3135932 AA+ G [-]-] (O]
IL-1B rs1143634 CC- A o] @
IL-23R rs1004819 CT- A [+]-] @
IL-23R rs2201841 CC- GT [+]+] O
IL-23R rs7530511 CC+ A,C 1] ()
IL-23R rs10889677 AA+ A [-]-] O
IL-23R rs11209026 GG+ A o] @
IL-23R rs11209032 AG+ A [+]-] O
IL-23R rs11465804 TT+ G [-]-] (O]
IL-23R rs11805303 CT+ T [+]-] O
IL-7R rs1494555 CT- A [+]-] @
IL-7R rs1494558 AG- C [+]-] @
IL-7R rs3194051 AG+ G [+]-] @
IL-7R rs6897932 CC+ T [+]+] @)
IRF5 rs10488631 TT+ C o] @
KIAA1109 rs13119723 AA+ G [-1-] @
MMEL1 rs6667605 CT+ T [+]-] O
NR5A2 rs3790844 CC- C,G [-1-] @
PTPN2 rs1893217 CT- G [+]-] O
TCF4 rs613872 TT+ o] @
TCF4 rs1452787 AG+ A [+]-] @
TCF4 rs9960767 AC+ C.G [+]-] O
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Irritable Bowel Syndrome () mepium

A group of symptoms including abdominal pain and changes in bowel movement pattern, without
any evidence of underlying injury.

Gene RSID Genotype Minor Allele Alteration Result
CNR1 rs806378 GG- T [-1-] @
TNF rs1800629 GG+ A o] @
TNFSF15 rs4263839 GG+ G [+]+] @)
Hirschsprung's Disease (HD) ’NORMAL

In Hirschsprung's disease, a part of the large intestine lacks the nerve network that controls the
organ's rhythmic contractions.

Gene RSID Genotype Minor Allele Alteration Result
DPYD rs1801266 CC- A 1] ()
DPYD rs1801267 GG- T [-1-] @
DPYD rs1801268 GG- A o] @
DPYD rs3918290 GG- G,T 1] ()
ECE1 rs3026906 CC- A o] @
EDN3 rs11570255 GG+ AT 1] ()
EDNRB rs5352 GG- T 1] ()
RET rs1800858 GG+ C,G [-1-] O
RET rs3026785 TT+ C 1] ()
RET rs17158558 CT+ T [+]-] O

Gastroesophageal Reflux Disease @ normac

Digestive disease in which acid from the stomach or bile flows back into the esophagus, causing
irritation in the lining of the food tube.

Gene RSID Genotype Minor Allele Alteration Result
CYP2C19 rs12248560 CC+ AT o] @
CYP2C19 rs55640102 AA+ CT [-1-] @
CYP2C19 rs72552267 GG+ A [-]-] @
CYP2C19 rs72558186 TT+ AC [-1-] @
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Trichohepatoenteric Syndrome (THE) .NORMAL

It consists of a severe congenital enteropathy that manifests as intractable diarrhea, manifesting
itself in childhood.

Gene RSID Genotype Minor Allele Alteration Result
SKIV2L rs2734331 TT- G =1 ()
TTC37 rs200067423 GG+ A o] @
TTC37 rs534237033 CC+ T 1] ()
Primary Biliary Cirrhosis (CBP) @ ow

Primary Biliary Cirrhosis (PBC) is an autoimmune, cholestatic and inflammatory liver disease. The
disease is characterized by autoimmune destruction of the intrahepatic bile ducts and cholestasis.
The process develops with portal inflammation and progressive fibrosis until cirrhosis results. A
hereditary component is seen in primary biliary cirrhosis. Antimitochondria antibodies are found in
up to 10% of first-degree relatives of patients with primary biliary cirrhosis and it is estimated that
4% to 6% of these patients have a first-degree relative affected by the disease. The disease mainly
affects females (95% of cases), mainly between 40 and 60 years old.

Gene RSID Genotype Minor Allele Alteration Result
RNF7 rs16851720 AA+ C o] @
TNFSF15 rs4979462 CC+ T [-1-] @

Endocrine system

. . MEDIUM-
Thyroid Orbitopathy (OT) HIGH
Orbital inflammatory disease of autoimmune origin, usually associated with altered thyroid
function
Gene RSID Genotype Minor Allele Alteration Result

CTLA4 rs231775 AA+ G [+]+] @,
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O MEDIUM

Hashimoto's thyroiditis, also known as chronic lymphocytic thyroiditis and Hashimoto's disease, is
an autoimmune disease in which the thyroid gland is gradually destroyed. Early on, symptoms may
not be noticed. Over time, the thyroid may enlarge, forming a painless goiter.

Hashimoto's Thyroiditis

Gene RSID Genotype Minor Allele Alteration Result
CTLA4 rs231775 AA+ G [-1-] @
CTLA4 rs231775 AA+ G [-1-] @
CTLA4 rs733618 AA- C [-1-] @
CTLA4 rs3087243 AA+ G [-1-] @
IL-1B rs16944 AG+ G [+]-] @
MTNR1B rs1387153 TT+ CT [-]-] @
PTPN22 rs2476601 GG+ G [-1-] @

Q MEDIUM

Thyrotoxicosis means an excess of thyroid hormone in the body. Having this condition also means
that you have a low level of thyroid-stimulating hormone, TSH, in your bloodstream, because the
pituitary feels that you have “enough” thyroid hormone. If you are thyrotoxic, you may feel
nervous or irritable because all your body functions are speeding up. Hyperthyroidism, also known
as an overactive thyroid, is the most common cause of thyrotoxicosis and occurs when the thyroid
gland overproduces thyroid hormone.

Thyrotoxicosis

Gene RSID Genotype Minor Allele Alteration Result
CTLA4 rs231775 AA+ G [+]+] @,
MTNR1B rs1387153 TT+ CT [-1-] @

O MEDIUM

Predisposition to autoimmune thyroid disease, whether Graves' or Hashimoto's disease.

Autoimmune Thyroid Disease

Gene RSID Genotype Minor Allele Alteration Result
ABO rs657152 GG- T 1] ()
CTLA4 rs231775 AA+ G [+]+] @)
DIO1 rs2235544 CC+ AT o] @
MTNR1B rs1387153 TT+ CT [-]-] @
NFIA rs334699 GG+ G [-1-] @
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Hyperparathyroidism . NORMAL
Tendency to excessive production of parathormone.

Gene RSID Genotype Minor Allele Alteration Result
CASR rs28936684 GG+ AT o] (@)
PTH rs6256 CC- AT [-1-] @
Fatty acids
Arachidonic Acid Deficiency ’ NORMAL

Arachidonic acid (AA) is an essential fatty acid of the omega-6 family. It plays an important role in

muscle building and helps manage body fat thermogenesis. It serves as a regulator of core protein
synthesis (muscle growth).

Gene RSID Genotype Minor Allele Alteration Result
FADS2 rs174570 CC+ T [-1-] @
MYRF rs174537 GG+ T o] @
General
Canoeing OUNDEFINED
Canoeing

Genetic diseases

Joubert Syndrome @ normat

Joubert syndrome has an autosomal recessive inheritance and its main clinical features are
hypotonia, ataxia, mental retardation, abnormal eye movements and changes in respiratory
rhythm starting in the first months of life (periods of tachypnea alternating with apnea). The most
characteristic radiological findings are elongation and narrowing of the pontomesencephalic
junction, deepening of the interpeduncular fossa, thickening and horizontalization of the superior

cerebellar peduncles, hypoplasia of the vermis, and incomplete fusion of the median vermis region
that arises with an upper sagittal cleft.

Gene RSID Genotype Minor Allele Alteration Result

TMEM216 rs201108965 GG+ 1] @)
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Walker-Warburg Syndrome @ norwaL

Walker-Warburg syndrome is a rare congenital autosomal recessive muscular dystrophy,
manifested by the central nervous system with ocular malformations and possible involvement of
several systems.

Gene RSID Genotype Minor Allele Alteration Result
FKRP rs28937900 CC+ [-1-] @
FKRP rs886044183 GG+ [-1-] @
FKTN rs746763506 CC+ [-T-1 @
Mucopolysaccharidosis Type VI @ norua

Mucopolysaccharidosis type VI, also known as mucopolysaccharidosis type VI, is related to Hurler's
syndrome and multiple sulfatase deficiency, and has symptoms such as joint stiffness.

Gene RSID Genotype Minor Allele Alteration Result
ARSB rs118203938 GG- A o] @
ARSB rs118203941 GG- A [-1-] @
ARSB rs118203942 GG- A [-]-] @
ARSB rs118203943 AA- G o] @
ARSB rs118203944 AA- C 1] ()
ARSB rs201101343 TT+ C [-]-] @
ARSB rs397514441 TT- A o] @
ARSB rs398123125 GG- T [-]-] @
ARSB rs431905495 GG- C [-1-] @
ARSB rs727503809 GG- A [-1-] @
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Wilson's Disease @ norwaL

Wilson's disease is an inherited disorder in which excessive amounts of copper build up in the
body, particularly in the liver, brain, and eyes. The signs and symptoms of Wilson's disease usually
appear between the ages of 6 and 45, but usually begin in adolescence. Features of this condition
include a combination of liver disease and neurological and psychiatric problems. Liver disease is
typically the initial feature of Wilson's disease in affected children and young adults; individuals
diagnosed at an older age usually have no symptoms of liver problems, although they may have
very mild liver disease. Signs and symptoms of liver disease include yellowing of the skin or whites
of the eyes (jaundice), fatigue, loss of appetite, and abdominal swelling. Nervous system or
psychiatric problems are often the initial features in individuals diagnosed in adulthood and usually
occur in young adults with Wilson's disease. Signs and symptoms of these problems can include
clumsiness, tremors, difficulty walking, speech problems, impaired thinking ability, depression,
anxiety, and mood swings.

Gene RSID Genotype Minor Allele Alteration Result
ATP7B rs28942074 GG- AT [-]-] @
ATP7B rs28942075 GG- A o] @
ATP7B rs28942076 GG- A 1] ()
ATP7B rs41292782 GG+ A [-]-] @
ATP7B rs60431989 AA+ G o] @
ATP7B rs60986317 GG+ A 1] ()
ATP7B rs72552255 CC- T [-1-] @
ATP7B rs72552285 GG- A o] @
ATP7B rs74085882 TT+ C [-]-] @
ATP7B rs121907990 AA- G [-]-] @
ATP7B rs121907992 GG- A 1] ()
ATP7B rs121907993 CC- G [-]-] @
ATP7B rs121907994 CC- T o] @
ATP7B rs121907996 GG- A 1] ()
ATP7B rs121907997 CC- G [-1-] @
ATP7B rs121907999 CC- T o] @
ATP7B rs121908000 TT- C [-]-] @
ATP7B rs121908001 GG- A o] @
ATP7B rs137853279 GG- A 1] @
ATP7B rs137853280 GG- A [-]-] @
ATP7B rs137853283 GG- A o] @
ATP7B rs137853284 CC- G 1] ()
ATP7B rs137853285 GG- A [-1-] @
ATP7B rs138427376 AA+ G o] @
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ATP7B rs184388696 CC+ T o] (@)
ATP7B rs184868522 AA+ G 1] @
ATP7B rs186924074 AA+ G [-]-] @
ATP7B rs191312027 CC+ A o] @
ATP7B rs193922102 TT- C [-]-] @
ATP7B rs193922103 AA- G [-]-] @
ATP7B rs193922104 TT- C 1] @
ATP7B rs193922107 CC- T [-1-] @
ATP7B rs193922108 GG- T o] @
ATP7B rs193922109 CC- T 1] @
ATP7B rs193922110 GG- A [-1-] @
ATP7B rs201038679 GG+ A o] @
ATP7B rs201497300 CC+ T [-]-] @
ATP7B rs201738967 TT+ C [-]-] (O]
ATP7B rs367956522 TT+ C 1] @
ATP7B rs369488210 TT+ A [-]-] @
ATP7B rs371840514 GG+ A o] @
ATP7B rs372436901 TT+ C 1] @
ATP7B rs374094065 TT+ G [-]-] (O]
ATP7B rs398123137 TT- A o] @
ATP7B rs572147914 GG+ A [-]-] @
ATP7B rs587783306 GG- A o] @
ATP7B rs587783307 AA- C 1] @
ATP7B rs587783317 GG- A [-1-] @
ATP7B rs587783318 GG- A o] @
ATP7B rs746485916 GG+ A 1] @
ATP7B rs749085322 TT+ C [-]-] (O]
ATP7B rs749472361 GG+ A o] @
ATP7B rs1057516305 GG- T [-]-] @
ATP7B rs1057516380 CC- A o] @
ATP7B rs1057516425 GG- A [-]-] @
ATP7B rs1057516479 CC- T [-1-] @
ATP7B rs1057516516 AA- T o] @
ATP7B rs1057516844 cC- T [-]-] @
ATP7B rs1057517024 AA- G [-]-] (O]
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ATP7B rs1057517233 AA- G o] @
ATP7B rs1057517310 GG- T 1] ()
ATP7B rs1057517351 GG- T o] @
ATP7B rs1057518867 GG- A o] @
ATP7B rs1057520235 TT- C =1 ()
Sudden Death Syndrome QUNDEFINED

Internationally known by the acronym SIDS (sudden infant death syndrom) is the unexpected
death of children under one year of age.

Hematologic system

Atypical Hemolytic Uremic Syndrome (aHUS) QMEDIUM

It is a rare, serious, systemic and fatal disease, with a negative evolution. aHUS affects children and
adults and is associated with thrombotic microangiopathy (THA).

Gene RSID Genotype Minor Allele Alteration Result
CD46 rs35366573 CC+ T [-1-] @
CFB rs4151667 TT+ A [-1-] @
CFH rs800292 cC- A [+]+] @)
CFH rs1061147 AC+ C [+]-] @
CFH rs1061170 CT+ T [+]-] @
THBD rs3176123 AA- G [-1-] @
THBD rs3176126 CC- A o] @
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High Ferritin (O meprom

Ferritin dosage is very common in the practice of medical nutrition and sports medicine. This is
because, in addition to being an inflammatory marker, it is a key protein in the metabolism of iron
in the body, being able to convert Fe?+ into Fe3+, sequestering large amounts of this metal in the
circulation. The sequestered iron is stored inside the protein contained in the tissues and prevents
the oxidative damage caused by free iron. Ferritin is an intracellular protein located mainly in the
cytoplasm. Small amounts of this protein can be found in plasma. Therefore, it is used in the clinic
as a classic marker of iron stores. Orange or red result indicates high ferritin.

Gene RSID Genotype Minor Allele Alteration Result
BTBD9 rs3923809 GG+ G [+]+] O
HFE rs1799945 CC+ G 1] ()
HFE rs1800730 AA+ T [-1-] @
INTERGENIC rs6077060 CC+ T o] @
SLC17A1 rs17342717 CC+ T [-]-] @
TMPRSS6 rs4820268 AG+ A [+]-] @
USF2 rs10405246 AA+ G [+]+] O

Neuroferritinopathy . NORMAL

Also called Basal Ganglia Disease, it is caused by the abnormal accumulation of iron in the brain.
People with the disease have difficulty controlling their movements, but they do not have any
symptoms of dementia. Some of the symptoms of "neuroferritinopathy”, in fact, are similar to
Huntington's Disease or Parkinson's Disease, but the biggest difference is that its patients show no
changes in their reasoning ability.

Gene RSID Genotype Minor Allele Alteration Result

FTL rs2230267 CT+ C [+]-] @
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Beta Thalassemia @ norwaL

Beta Thalassemia is a blood disorder that reduces the production of hemoglobin. Hemoglobin is
the iron-containing protein in red blood cells that carries oxygen to cells throughout the body. In
people with beta thalassemia, low hemoglobin levels lead to a lack of oxygen in many parts of the
body. Affected individuals also lack red blood cells (anemia), which can cause pale skin, weakness,
fatigue, and more serious complications. People with beta thalassemia are at increased risk of
developing abnormal blood clots. Beta thalassemia is classified into two types depending on the
severity of symptoms: thalassemia major (also known as Cooley's anemia) and thalassemia
intermedia. Of the two types, thalassemia major is more severe. The signs and symptoms of
thalassemia major appear in the first 2 years of life. Children develop life-threatening anemia. They
do not gain weight and grow at the expected rate (inability to thrive) and may develop yellowing of
the skin and whites of the eyes (jaundice). Affected individuals may have an enlarged spleen, liver,
and heart, and their bones may be deformed. Some teenagers with extensive experience with
thalassemia have delayed puberty. Many people with thalassemia major have symptoms so severe
that they need frequent blood transfusions to replenish their red blood cell supply. Over time, an
influx of iron-containing hemoglobin from chronic blood transfusions can lead to the accumulation
of iron in the body, resulting in liver, heart, and hormone problems. Thalassemia intermedia is
milder than thalassemia major. The signs and symptoms of thalassemia intermedia appear in early
childhood or later in life.

Gene RSID Genotype Minor Allele Alteration Result
HBB rs334 AA- C =1 ()
HBB rs1135071 GG- C [-1-] @
HBB rs11549407 CC- A 1] ()
HBB rs33913413 CC- A [-]-] @
HBB rs33913712 GG- A o] @
HBB rs33914668 AA- C 1] ()
HBB rs33914944 GG- C [-1-] @
HBB rs33915217 GG- T o] @
HBB rs33919821 GG- A [-]-] @
HBB rs33921821 CC- A o] (@
HBB rs33929459 GG- A 1] ()
HBB rs33930165 GG- A [-]-] @
HBB rs33930385 GG- C o] ()
HBB rs33931746 AA- C,G 1] ()
HBB rs33945777 GG- T [-1-] @
HBB rs34598529 AA- C o] @
HBB rs34690599 CC- C [-]-] @
HBB rs35004220 GG- T o] @
HBB rs35724775 TT- G,T 1] ()

HBS1L-MYB rs9376092 AC+ AC [+]-] O
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Intermediate Beta Thalassemia @ normaL

Thalassemia, or Mediterranean anemia, is an inherited blood disorder that affects a person's ability
to produce hemoglobin, the pigment in red blood cells that carries oxygen to all tissues and organs

in the body.
Gene RSID Genotype Minor Allele Alteration Result
HBB rs34598529 AA- C o] @
Hemophilia - Factor VIII Deficiency @ ~ormaL

Hemophilia is a genetic-hereditary disease that is characterized by a disorder in the blood clotting
mechanism and manifests itself almost exclusively in males. There are two types of hemophilia: A
and B. Hemophilia A is due to a deficiency in blood clotting factor VIII, and hemophilia B is due to a
deficiency in factor IX.

Gene RSID Genotype Minor Allele Alteration Result

PTGS1 rs3842787 CC+ T o] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Hemolytic Anemia @ norwaL

Hemolytic anemia is a disorder in which red blood cells are destroyed faster than they can be
produced. The destruction of red blood cells is called hemolysis. Red blood cells carry oxygen to all
parts of the body. If you have a lower than normal amount of red blood cells, you have anemia.

Gene RSID Genotype Minor Allele Alteration Result
G6PD rs1050829 AA- C o] @
G6PD rs5030868 CC- o]l @
G6PD rs137852313 GG- [-1-] @
G6PD rs137852314 GG- [-1-] @
G6PD rs137852315 GG- [-]-] @
G6PD rs137852316 GG- [-1-] @
G6PD rs137852317 GG- o]l @
G6PD rs137852318 GG- [-]-] @
G6PD rs137852319 TT- o] @
G6PD rs137852320 AA- o]l @
G6PD rs137852321 GG- o] (@)
G6PD rs137852322 TT- o] @
G6PD rs137852323 GG- [-]-] (O]
G6PD rs137852324 GG- [-1-] @
G6PD rs137852326 GG- o]l @
G6PD rs137852331 AA- [-]-] @
G6PD rs267606835 CC- [-1-] @
SLC4A1 rs2072081 CC- T o]l @
Benefit of Physical Exercise for HDL @ normac

Exercise positively modifies the level of HDL, the good cholesterol, and the increase is proportional
to the amount spent during the practice. As an example, 12 weeks of moderate exercise can
increase HDL levels. Overall, the combination of exercise and diet has benefits for body
composition and greater effects on HDL. Physical training alone can increase HDL, but to a lesser
extent than when there is associated body fat loss. It is important to emphasize that the decrease
in the risk of developing heart disease is more related to the increase in HDL, either by increasing
the energy spent during exercise, by increasing the intensity or by the execution time, in addition
to the reduction in body fat.

Gene RSID Genotype Minor Allele Alteration Result

PPARD rs2016520 AA- T [-1-] @
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Blood Tipo (Kell) () unpEFINED

No description

Hereditary diseases

Pompe disease @ norwaL

What is Pompe disease? It is a rare inherited neuromuscular disorder that causes progressive
muscle weakness. It is caused by a deficiency of the enzyme GAA (acid alpha-glucosidase), the lack
of which causes an excessive accumulation of glycogen, the main energy reserve found in the liver
and muscles.

Gene RSID Genotype Minor Allele Alteration Result
GAA rs28940868 CC+ o] (@)
GAA rs386834236 TT+ 1] ()
Hormones
Testosterone () mepum

Testosterone is the main male sex hormone and an anabolic steroid. In humans and male animals,
testosterone plays a key role in the development of male reproductive tissues such as the testes
and prostate, as well as the promotion of secondary sexual characteristics such as increased
muscle mass, bone growth and maturation, and growth of body hair. In addition, testosterone is
involved in health, well-being and the prevention of osteoporosis. Insufficient testosterone levels
in men can lead to abnormalities, including frailty and bone loss. Its decrease can lead to fatigue,
memory loss, hair loss, muscular dystrophy, irritability, depression and obesity, in addition to
increasing the susceptibility to diabetes, osteoporosis and cardiovascular disease.

Gene RSID Genotype Minor Allele Alteration Result
CYP17A1 rs6162 GG+ A [+]+] @,
CYP19A1 rs700518 AA- C 1] ()

FAM9B rs5934505 CC+ G o] (@)

FSHR rs6166 AG- T [+]-] @
HSD17B3 rs9409407 GG+ T [-]-] @

SHBG rs6258 CC+ T o] @

SHBG rs727428 AA- T [+]+] @,

SHBG rs12150660 GG+ T [-1-] @
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Increased Noradrenaline Level During Exercise (O weptum

Carriers of the G allele of the rs1799971 polymorphism showed an increase in the level of
norepinephrine (norepinephrine) during physical exercise.

Gene RSID Genotype Minor Allele Alteration Result
OPRM1 rs1799971 AG+ G [+]-] O
DHEA/DHEAS @ vormaL

Popularly known as the "youth hormone", dehydroepiandrosterone (DHEA) and its sulfated form,
dehydroepiandrosterone sulfate (DHEA-S), are the most abundant steroids in our circulation.
However, its natural production declines from the age of 20 onwards, after reaching the maximum
level of concentration. This fact has been increasing the number of supporters of antiaging
hormone therapy, motivating studies on the importance of this hormone and the risks of its excess
in our body. Both DHEA-S and DHEA are produced mainly in the adrenal glands from cholesterol
and very important hormonal precursors, especially estrogens and testosterone. In addition to
acting as a substrate for other hormones, some scientific evidence indicates that DHEA also plays
more roles in our bodies. Recent studies show that higher physiological levels of DHEA have been
associated with greater well-being, better fitness, and greater muscle strength. There is also
evidence of the effects of DHEA on bone density, as well as its anti-inflammatory and immune
system effects. DHEA is the main precursor of human sex steroid synthesis and is inactivated by
sulfonation into DHEAS. A previous genome-wide association study linked the single nucleotide
polymorphism (SNP) rs2637125, located near the coding region of DHEA sulfotransferase,
SULT2A1, to serum DHEAS concentrations.

Gene RSID Genotype Minor Allele Alteration Result
ARPC1A rs740160 CC+ T o] @
BCL2L11 rs6738028 CG+ G [+]-] @

HHEX rs5015480 TT+ T [-]-] (O]

INTERGENIC rs2497306 GT- CT [+]-] O

SHBG rs1799941 GG+ A [-]-] @
SULT2AT rs182420 AA- C o] @
SULT2A1 rs2637125 GG+ A [-1-] @

TRIM4 rs17277546 GG+ A 1] (@)
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Cortisol Level . LOowW

Research shows a clear relationship between obesity, increased cortisol (stress hormone) and
depression. The incidence of depression is quite high, but it often manifests itself in an
unconventional way, making diagnosis difficult, especially in women. It can appear in the form of
binge eating or obesity and not through the common, which is loss of appetite and weight loss. Or
through insomnia and fibromyalgia (with pain throughout the body), or migraine, among other
examples. You still don't know which came first. Whether depression elevates cortisol or cortisol is
elevated in depression. The hypothalamus, the pituitary gland (the body's mother gland), both
located "in the brain", are responsible for the production of cortisol through the adrenal gland. In
the face of everyday stress situations, these glands constitute the hypothalamic-pituitary-adrenal
axis, responsible for a healthy response to stress or for the formation of the unhealthy "cascade" of
stress-depression-obesity. Although cortisol is a beneficial hormone, it can be produced beyond
conventional needs causing us to get sick. Thus, excess cortisol would routinely be able to produce
negative effects similar to the side effects of corticosteroid medications, those routinely used for
arthritis and asthma, causing what we call Cushing's Syndrome, in which full moon faces
predominate " (chubby and rounded, associated with abdominal fat). For the treatment of this
hormonal change, specific antidepressants (related to the neurotransmitter serotonin) seem to
positively increase the expression (action) of cortisol in the brain, which would then be beneficial,
as it would reduce the excitation of this axis and also the production of cortisol by the supra gland -
renal relieving cardiac risk.

Gene RSID Genotype Minor Allele Alteration Result
DGKH rs1170109 GG+ T o] @
FKBP5 rs1360780 CC+ AC [-1-] @
HSD11B1 rs846910 GG+ A [-1-] @
HTR2C rs6318 GG+ GT o] @
OXTR rs53576 AG+ A [+]-] @
Growth Hormone Response OUNDEFINED

This hormone can be responsible for great benefits, but it can also be a disaster for the body. The
difference depends on the indication and the dose. Administering the correct dose of GH is not
easy and requires constant monitoring.

Suppression of the secretion of luteinizing hormone (©) unoernep
due to anabolics

When bloodstream testosterone levels are low, the pituitary gland is stimulated to release LH. As
the levels of testosterone increase, it will act on the pituitary through a negative feedback loop and
inhibit the release of GhRH and LH consequently.

Immune system
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Crohn's disease

Q MEDIUM

Crohn's Disease is a serious inflammatory disease of the gastrointestinal tract. It predominantly
affects the lower part of the small intestine (ileum) and large intestine (colon), but it can affect any

part of the gastrointestinal tract.

Gene RSID Genotype Minor Allele Alteration Result
ABCB1 rs3213619 CT- G [+]-] @
ATG16L1 rs2241880 TT- G 1] ()
ATG16L1 rs10210302 CC+ AT [-1-] @
C210RF33 rs762421 AA+ G o] @
CDKAL1 rs6908425 CT+ C [+]-] O
FGFR10P rs2301436 GG- A o] @
FUT2 rs504963 CC- A 1] ()
FUT2 rs602662 GG+ G [-]-] @
IL-10 rs3024505 CC- A o] @
IL-23R rs1004819 CT- A [+]-] @
IL-23R rs11209026 GG+ A [-1-] @
IL-23R rs11805303 CT+ T [+]-] O
INTERGENIC rs1551398 CT- A [+]-] @
INTERGENIC rs9286879 GG+ G [+]+] @,
INTERGENIC rs9348876 CC+ GT [-1-] @
INTERGENIC rs10758669 AA+ C [-]-] @
INTERGENIC rs10761659 GG+ G [-1-] @
INTERGENIC rs17234657 TT+ G [-]-] @
IRGM rs7714584 AA+ G [-1-] @
JAZF1 rs864745 AG- G [+]-] O
KIAA1109 rs6822844 GG+ T 1] ()
LACC1 rs3764147 AG+ G [+]-] @
LINC00824 rs6651252 CT+ C [+]-] O
NOD2 rs2066844 CC+ T [-]-] @
NOD?2 rs2066845 GG+ CT o] @
PTPN2 rs1893217 CT- G [+]-] O
PTPN2 rs2542151 GT+ T [+]-] O
SBNO2 rs2024092 GG+ A o] @
SLC22A4 rs1050152 CC+ T 1] ()
TCF7L2 rs3814570 CT+ T [+]-] O
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TNF rs1800629 GG+ A o] @
ZNF365 rs7076156 GG+ C,G [-1-] @
Psoriatic arthritis QMEDIUM
A form of arthritis that affects some people who have psoriasis skin disease.
Gene RSID Genotype Minor Allele Alteration Result
CARD14 rs11652075 CC+ T o] @
IL-12B rs3212227 AA- G [-1-] O
Lymphedema @ norwa

Lymphedema is an accumulation of lymph in the body's tissues, which is nothing more than a fluid
originating from the blood, composed of water, proteins, fats and residues from cells that circulate
in lymphatic vessels and transport the white blood cells, which are responsible for the defense of
our organism.

Gene RSID Genotype Minor Allele Alteration Result
FLT4 rs121909657 GG- T [-1-] @
Myasthenia Grave . NORMAL
Weakness and rapid fatigue of muscles that are under voluntary control.
Gene RSID Genotype Minor Allele Alteration Result
CTLA4 rs733618 AA- C o] @
IL-1B rs1143634 CC- A [-1-] @
INTERGENIC rs3130544 CC+ A o] @
MUSK rs578430 GG+ T [-1-] @

Autoimmune Lymphoproliferative Syndrome (ALPS) (O unoerineD

Autoimmune lymphoproliferative syndrome (ALPS) is a rare genetic disorder caused by a defect in
lymphocyte apoptosis. Patients present in the first decade of life with persistent benign
adenomegaly, splenomegaly, autoimmune cytopenias, increased propensity for lymphomas, and
expansion of a specific lymphocyte subpopulation called DNT cells (CD3+CD4-CD8-). A
heterozygous germline mutation affecting the gene encoding the FAS membrane protein is
described in most patients with ALPS, although somatic mutations in the same gene and other
genetic alterations in FASLG, CASP8, CASP10, NRAS, KRAS and PRKCD may account for a minority of
cases where one group remains without a genetic diagnosis.

Injuries
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. . MEDIUM-
Achilles tendon injury HIGH

Achilles tendon (heel) rupture is an injury that affects the back of the leg and most commonly
occurs in people who play impact sports. The injury is usually followed by extreme pain and an
inability to use the lower half of the leg, even for walking.

Gene RSID Genotype Minor Allele Alteration Result
COL12A1 rs240736 AA+ G [+]+] @
COL5AT rs12722 CC+ T [-1-] @
GDF5 rs143383 CC- A o] @
TNC rs2104772 TT+ A [-1-] @
Exercise Induced Muscle Damage 'L./'IEGD:.UM'

Exercise-induced muscle damage (EIDM) in humans occurs when the individual performs unusual,
very intense, or long-lasting exercises. Orange or red result indicates slower DMIE recovery.

Gene RSID Genotype Minor Allele Alteration Result
COL5AT rs12722 CC+ T 1] ()
ESR1 rs2234693 CT+ AT [+]-] @
HIF1A rs11549465 CC+ [+]+] @
TNC rs2104772 TT+ A [-1-] @
Fractures OMEDIUM
Greater or lesser ease in having fractures.
Gene RSID Genotype Minor Allele Alteration Result
CALCR rs1801197 CT- G [+]-] @
ESR1 rs2234693 CT+ AT [+]-] @
ESR1 rs9340799 AG+ G [+]-] @,
ITGB3 rs5918 TT+ C 1] ()
P2RX7 rs3751143 AC+ C [+]-] O
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Hamstring Injuries () mep1um

Hamstrings are a group of muscles located in the posterior thigh area, at the back of the lower
limbs. This musculature is mainly responsible for the movements of hip extension and knee
flexion, and crosses both joints.

Gene RSID Genotype Minor Allele Alteration Result
MMP3 rs679620 AG- C [+]-] @
NOS3 rs2070744 TT+ T [+]+] @,
TNC rs2104772 TT+ A [-1-] @
Hip dislocation O MEDIUM
Hip dislocation is a displacement of the bones of the hip joint, where the acetabulum and femur
meet.
Gene RSID Genotype Minor Allele Alteration Result
GDF5 rs143383 CC- A o] @
GDF5 rs143384 CC- A [-1-] O
Meniscus Injury ’ NORMAL

The meniscus is a cartilage structure present in the knee that serves to protect the knees when
there is an impact or a blow directly to the knee or leg, for example. This cartilage is very prone to
injury in athletes, overweight people, people with arthritis, osteoarthritis, or any other condition
that affects the knee joint.

Gene RSID Genotype Minor Allele Alteration Result
GDF5 rs143383 CC- A 1] ()
Increased Risk of Sports Injuries @ ow

One study investigated the association between the MCT1 rs1049434 polymorphism and indirect
muscle injuries in elite soccer players. Elite Italian male soccer players (age = 19.2 £ 5.3 years) were
recruited from a first-league soccer club participating in the Italian National Soccer Championship.
Participants with the MCT1 AA genotype demonstrate significantly higher injury incidents
compared to participants with the TT genotype.

Gene RSID Genotype Minor Allele Alteration Result
COL5A1 rs12722 CC+ T o] @
[-1-]

SOX15 rs4227 1T+ T
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Best Recovery after Injury () uNDEFINED

The A allele of the rs5745678 polymorphism and the C allele of the rs5755697 polymorphism of the
HIF gene are related to better recovery after injury.

Sports-Related Musculoskeletal Injuries () unpEFINED

These are injuries that affect muscles, bones, ligaments, menisci, joint capsules and others, axial
skeleton, spine and upper and lower limbs.

Probability of Muscle Injuries () unDEFINED

Some people are more likely to be injured.

Shoulder Shift QUNDEFINED

Shoulder dislocations account for about half of major joint dislocations. The shoulder dislocation
can be anterior, posterior or inferior.

Ligament Rupture () unDEFINED

Ligaments have the function of joining two or more bones and protecting the body's joints. They
are formed by a very resistant fibrous tissue, but with little elasticity. These two characteristics
make it, in the first place, it resists your needs very well, but in cases of greater demand — like a
sprain — it breaks down. A very common injury in sports practice is the rupture of the cruciate
ligaments, precisely due to a sprain. It happens when our foot is firmly on the floor and the leg is
rotated sharply. The ligament, responsible precisely for containing this movement, cannot bear the
weight of the body and breaks.

Anterior Cruciate Ligament Injury (ACL) (O unpEFNED

An anterior cruciate ligament injury occurs when the anterior cruciate ligament (ACL) is either
stretched, partially torn, or completely torn. The most common injury is a complete tear. Symptoms
include pain, a popping sound during injury, instability of the knee, and joint swelling.

Instability
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. . MEDIUM-
Explorative Behavior HIGH
Behavior associated with people who are always looking for new experiences in the most diverse
areas of life.
Gene RSID Genotype Minor Allele Alteration Result
DRD4 rs1800955 CC+ C.G [+]+] @)
Metabolic
Protein Metabolization ’ HIGH

Proteins degraded in the digestive process result in amino acids, which are absorbed by the
epithelial cells of the small intestine, transported to the bloodstream and distributed to different
tissues. Amino acids are fundamental in protein synthesis and are precursors of all non-protein
nitrogenous compounds, such as the nitrogenous bases of nucleotides, and amines and their
derivatives, such as histamine and adrenaline. It is estimated that in a healthy adult human being
there is a turnover of approximately 4009 of protein per day. About 300g can be reused, while the
remaining 100g are discarded. Living beings are not able to store stores of amino acids or proteins
and, therefore, daily protein intake is necessary. The rise in the plasma level of amino acids, as well
as glucose, stimulates the (B cells of the endocrine pancreas to secrete insulin. This hormone
stimulates the uptake of amino acids by muscle and liver, in addition to activating the enzymatic
apparatus responsible for protein synthesis.

Gene RSID Genotype Minor Allele Alteration Result
FTO rs9939609 AT+ A [+]-] @
Micronutrient Metabolism @ e+

Speed that the body carries out the metabolism of multiple micronutrients. Note that results
indicate that the individual has a better micronutrient metabolism.

Gene RSID Genotype Minor Allele Alteration Result
DLAT rs2303436 AA- T [+]+] @)
ENO3 rs238238 AA+ G [-1-] @
MTNR1B rs10830963 GG+ G [+]+] @
PCK1 rs8192708 AA+ G o] @
SLC2A9 rs3733591 GG- T 1] ()
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. MEDIUM-
Metabolic syndrome HIGH

Metabolic syndrome is based on insulin resistance, which is a process that happens due to weight
gain, but it can also start with type 2 diabetes. The most common cause is weight gain, which leads
to increased blood pressure. , the development of type 2 diabetes and changes in triglycerides and
cholesterol. Result in orange or red indicates a greater tendency to metabolic syndrome.

Gene RSID Genotype Minor Allele Alteration Result
ADRB2 rs1042713 GG+ A [+]+] O
ADRB2 rs1042714 GG+ CT [+]+] @
APOB rs512535 AG- C [+]-] @
CD36 rs1761667 GG+ A [+]+] @
FTO rs8050136 AC+ A [+]-] O
GHRL rs34911341 CC+ T 1] ()
MC4R rs2229616 GG- C [-1-] @
NOS3 rs1799983 GG+ T 1] ()
NOS3 rs2070744 TT+ T [-]-] @

Trend to regain weight nonty
Indication in orange or red indicates it is easier to regain weight after losing weight.

Gene RSID Genotype Minor Allele Alteration Result
ADIPOQ rs17300539 AG+ A [+]-] @
ADRB2 rs1042713 GG+ A [+]+] @
BDNF rs6265 AG- T [+]-] @
FTO rs3751812 GT+ T [+]-] @
FTO rs16945088 AA+ G o] @
INTERGENIC rs2815752 TT- A [-]-] @
LEP rs2071045 TT+ C [-]-] @
LEP rs4731426 GG+ ACT [+]+] @,
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Lipid Metabolism MIEC-]DI—IIUM_

Speed that the body carries out the metabolism of fats. In orange or red indicates slower
metabolism, negative characteristic.

Gene RSID Genotype Minor Allele Alteration Result
ACE rs4343 GG+ A [+]+] @
ANKK1 rs1800497 CT- A [+]-] @
APOA5 rs662799 AA+ T 1] ()
APOA5 rs3135506 GG+ C [-1-] @
ARMC4 rs587777047 AA+ C o] @
ARMC4 rs587777049 GG+ T 1] ()
BICC1 rs11006263 AA+ G o] @
CCDC77 rs1048466 GG+ AC [+]+] @
CD46 rs35366573 CC+ T [-]-] @
CDCA3 rs5443 CC+ T o] @
CYP2E1 rs2031920 CC+ T 1] ()
CYP2E1 rs2070672 AA+ G [-]-] @
CYP2E1 rs72559710 GG+ ACT o] @
DOCKS8 rs192864327 GG+ CT 1] ()
FAM71F1 rs6971091 GG+ A o] @
FTO rs1121980 CT- AC [+]-] @
FTO rs1421085 CT+ [+]-] @
FTO rs9939609 AT+ A [+]-] @
FTO rs121918214 GG+ A 1] ()
GPC5 rs2352028 CC+ GT [-]-] (O]
IL-1B rs1143634 CC- A o] @
INSIG2 rs7566605 CC+ C [+]+] @,
KIF6 rs9380880 GG+ A o] (@)
LEPR rs1137101 AG+ G [+]-] O
LIPC rs261332 AG+ G [+]-] @
LIPC rs1800588 CT+ T [+]-] ()
LPP rs1152846 AG- C [+]-] @
MC4R rs10871777 AG+ G [+]-] @)
NAT?2 rs1208 AA+ G o] @
NAT2 rs1041983 TT+ T [+]+] @,
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NAT2
NAT2
NAT2
NAT2
PCDH9
PCSK1
PFKP
PLIN1
PON1
PPARG
PPARG
PPARGC1A
PTPRD
RYR2
SLC22A2
SLC22A2
SLC22A2
SLC22A2
SLC29A3
TCF4
TCF4
TMEM18
TRAPPC9
UGT2B7
UNC13A

WDR11-AST

Name: Sample
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Age: Gender: M
Prescriber: Health Insurance: Sample
rs1799929 CC+ T o] @
rs1801279 GG+ A 1] @
rs1801280 TT+ C [-1-] @
rs1805158 CC+ AT o] (@)
rs17081231 AA+ G 1] @
rs6232 AG- C [+]-] O
rs6602024 AG+ A [+]-] @,
rs894160 AG- T [+]-] O
rs662 AG- C [+]-] @
rs1801282 GG+ C [+]+] @
rs3856806 TT+ T [+]+] @
rs8192678 GG- T o] @
rs1975197 TT- A [+]+] @,
rs1057517873 AA+ G o] @
rs316019 GG- C 1] @
rs8177507 GG- G,T 1] ()
rs8177516 CC- AT o] @
rs8177517 AA- C,G 1] @
rs121912583 GG+ A [-1-] @
rs613872 TT+ T o] @
rs9960767 AC+ C,G [+]-] O
rs6548238 CC+ [-1-] @
rs267607137 CC- A [-]-] @
rs12233719 GG+ ACT [-]-] @
rs12608932 CC+ C [+]+] @,
rs4783244 GT+ T [+]-] @
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Methylation mIEC-]DI—IIUM_

Methylation reactions are involved in numerous vital processes, such as neurotransmitter
synthesis, detoxification reactions, epigenetic DNA marking, cell membrane phospholipid
biosynthesis and others. Therefore, its efficiency is vital.

Gene RSID Genotype Minor Allele Alteration Result
AHCY rs819147 CT+ C [+]-] @
AHCY-19 rs819171 CT+ T [+]-] @
BHMT-02 rs567754 CC+ T o] @
CBS rs234706 GG+ A 1] ()
CBS rs2298758 GG+ A,C [-]-] @
CBS rs2851391 CC+ C [-1-] @
COMT rs4633 CT+ T [+]-] O
COMT rs769224 GG+ A [-1-] @
DAO rs2070586 GG+ A o] @
FOLR2 rs651933 AG+ A [+]-] @
FOLR3 rs7925545 AA+ G o] @
G6PD rs1050829 AA- C 1] ()
GAD1 rs701492 CC+ T [-]-] @
GAD1 rs2241165 AG- T [+]-] @
HLA-DRB1 rs9267649 GG+ A [+]+] @,
IL-6 rs1800796 CC+ C [+]+] O
MTHFD1 rs1076991 AA- C,G o] @
MTHFD1 rs2236225 CT- A [+]-] @
MTHFD1L rs11754661 GG+ AT [-]-] (O]
MTHFD1L rs17349743 TT+ C [-]-] @
MTHFR rs1476413 AA- GT [+]+] @
MTHFR rs1801131 CC- G [+]+] @
MTR rs1805087 AA+ G 1] ()
MTRR rs10380 CC+ T [-1-] @
MTRR rs162036 AA+ G o] @
MTRR rs1532268 AG- A [+]-] O
MTRR rs1801394 AG+ G [+]-] O
MTRR rs2287780 CC+ T 1] @
NOS2 rs2297518 GG+ A [-]-] @
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rs4244593 AA- AG [-1-] O
rs2855262 CT+ C [+]-] @
rs731236 CT- G [+]-] @
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Trend of Overeating (Gluttony) (O mepium
Usually associated with anxiety or emotional events, orange or red indicates greater propensity.

Gene RSID Genotype Minor Allele Alteration Result
ANKK1 rs1800497 CT- A [+]-] @
ARMC4 rs587777047 AA+ C 1] ()
ARMCA4 rs587777049 GG+ T [-1-] @

BICC1 rs11006263 AA+ G o] @
CCDC77 rs1048466 GG+ AC [+]+] @

CD46 rs35366573 CC+ T [-]-] @
CDCA3 rs5443 CC+ T 1] @
CYP2E1 rs2031920 CC+ T [-]-] @
CYP2E1 rs2070672 AA+ G o] @
CYP2E1 rs72559710 GG+ ACT 1] ()
DOCKS8 rs192864327 GG+ CT [-]-] (O]

FAM71F1 rs6971091 GG+ A o] @
FTO rs1121980 CT- AC [+]-] @
FTO rs1421085 CT+ C [+]-] @
FTO rs9939609 AT+ A [+]-] @
FTO rs17817449 GT+ AG [+]-] O
FTO rs121918214 GG+ A [-1-] @

GPC5 rs2352028 CC+ G,T 1] ()

IL-1B rs1143634 CC- A [-1-] @
INSIG2 rs7566605 CC+ C [+]+] @,

KIF6 rs9380880 GG+ A 1] ()
LEPR rs1137101 AG+ G [+]-] O
LIPC rs261332 AG+ G [+]-] @
LIPC rs1800588 CT+ T [+]-] @
LPP rs1152846 AG- C [+]-] @

MAOA rs909525 GG- T [+]+] O

MC4R rs10871777 AG+ G [+]-] @)

NAT?2 rs1208 AA+ G o] @

NAT2 rs1041983 TT+ T [+]+] O

NAT2 rs1799929 CC+ T o] @

NAT2 rs1801279 GG+ A 1] ()
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NAT2
NAT2
NGF
NMB
PCDH9
PCSK1
PFKP
PPARG
PTPRD
RYR2
SLC22A2
SLC22A2
SLC22A2
SLC22A2
SLC29A3
TAS2R38
TCF4
TCF4
TMEM18
TPH2
TRAPPC9
UGT2B7
UNC13A
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Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Prescriber: Health Insurance: Sample
rs1801280 TT+ C o] @
rs1805158 CC+ AT [-]-] @
rs6330 CC- [-1-] @
rs1051168 GG+ CT o] @
rs17081231 AA+ G 1] @
rs6232 AG- C [+]-] @,
rs6602024 AG+ A [+]-] @,
rs3856806 TT+ T [+]+] @
rs1975197 TT- A [+]+] O
rs1057517873 AA+ G [-]-] @
rs316019 GG- C [-1-] @
rs8177507 GG- GT o] @
rs8177516 cC- AT [-]-] @
rs8177517 AA- C,G [-1-] @
rs121912583 GG+ A [-]-] @
rs1726866 TT- A [-1-] O
rs613872 TT+ T o] (@)
rs9960767 AC+ C,G [+]-] O
rs6548238 CC+ [-1-] @
rs4570625 GG+ [-1-] O
rs267607137 CC- A [-]-] @
rs12233719 GG+ ACT [-]-] @
rs12608932 CC+ C [+]+] @)
rs4783244 GT+ T [+]-] @




cao

FullDNA

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Name: Sample
Age: Gender: M
Prescriber: Health Insurance:

Sample

Weight Gain Trend

O MEDIUM

Usually be linked to genetics or improper diet.

Gene RSID Genotype Minor Allele Alteration Result
ADIPOQ rs266729 CC+ AGT o] @
ADIPOQ rs121917815 CC+ T 1] ()

ADRB2 rs1042714 GG+ CT [+]+] O

ANKK1 rs1800497 CT- A [+]-] @
ARMC4 rs587777047 AA+ C 1] ()
ARMC4 rs587777049 GG+ T o] @

BICC1 rs11006263 AA+ G [-1-] @
CCDC77 rs1048466 GG+ A,C [+]+] @

CD46 rs35366573 CC+ T o] @

CDCA3 rs5443 CC+ T 1] @
CYP2E1 rs2031920 CC+ T [-1-] @
CYP2E1 rs2070672 AA+ G o] @
CYP2E1 rs72559710 GG+ ACT 1] ()

DOCKS rs192864327 GG+ CT [-]-] @
FAM71F1 rs6971091 GG+ A 1] ()

FTO rs1121980 CT- A,C [+]-] @
FTO rs1421085 CT+ C [+]-] @
FTO rs9939609 AT+ A [+]-] @
FTO rs17817449 GT+ AG [+]-] O
FTO rs121918214 GG+ A [-1-] @
GPC5 rs2352028 CC+ G,T 1] ()
IL-1B rs1143634 CC- A o] @
INSIG2 rs7566605 CC+ C [+]+] @,
KIF6 rs9380880 GG+ A [-]-] @
LEP rs10244329 TT+ T o] @
LEPR rs1137101 AG+ G [+]-] O
LIPC rs261332 AG+ G [+]-] @
LIPC rs1800588 CT+ T [+]-] @
LPP rs1152846 AG- C [+]-] @
MC4R rs10871777 AG+ G [+]-] O
MC4R rs17782313 CT+ C [+]-] O




cao

FullDNA

MTCH2
NAT2
NAT2
NAT2
NAT2
NAT2
NAT2
NEGR1
PCDH9
PCSK1
PFKP
PPARG
PTPRD
RYR2
SEC16B
SH2B1
SLC22A2
SLC22A2
SLC22A2
SLC22A2
SLC29A3
TCF4
TCF4
TMEM18
TMEM18
TRAPPC9
uCP2
UGT2B7
UNC13A

WDR11-AST

Name: Sample

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Prescriber: Health Insurance: Sample
rs10838738 GG+ G o] (@)
rs1208 AA+ G 1] @
rs1041983 TT+ T [+]+] O
rs1799929 CC+ T o] @
rs1801279 GG+ A 1] @
rs1801280 TT+ C o] @
rs1805158 CC+ AT [-]-] @
rs12141391 CC+ A 1] ()
rs17081231 AA+ G o] @
rs6232 AG- C [+]-] @,
rs6602024 AG+ A [+]-] O
rs3856806 TT+ T [+]+] @
rs1975197 TT- A [+]+] @,
rs1057517873 AA+ G o] @
rs10913469 CT+ C [+]-] @
rs7498665 AA+ G,T 1] ()
rs316019 GG- C [-1-] @
rs8177507 GG- G,T 1] @
rs8177516 CC- AT 1] (@)
rs8177517 AA- C,G [-1-] @
rs121912583 GG+ A [-]-] @
rs613872 TT+ T [-1-] @
rs9960767 AC+ C,G [+]-] O
rs1320333 GG- T [-1-] @
rs6548238 CC+ [-1-] @
rs267607137 CC- A [-]-] @
rs660339 CC- [-1-] @
rs12233719 GG+ ACT o] @
rs12608932 CC+ C [+]+] @)
rs4783244 GT+ T [+]-] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Caffeine Metabolization () mepum

Analysis of a set of genes involved in caffeine metabolism. Indicates whether this metabolism is
more or less efficient. Indication in orange or red indicates faster metabolism, and thus, less effect,
with smaller doses of it. Results in red is beneficial.

Gene RSID Genotype Minor Allele Alteration Result
AHR rs6968865 AT+ T [+]-] @)
CYP1A1 rs2470893 GG- T (=] @
CYP1A1 rs2472297 CC+ T [-1-1 )
CYP1A2 rs762551 AC+ C [+]-] @,
Resting Metabolism (O mepium

Resting metabolism corresponds to burning up to 75% of what you consume daily. The remaining
25% is spent on food digestion and daily activities, including exercise. In other words, the organs
(liver, heart, kidney, brain, lung, etc) and muscles that burn most of the energy in the food we eat
are the ones who burn. So if the resting metabolism slows down for some reason, and the calorie
intake doesn't change, it's almost certain that we're going to get fat, that is, we're going to store
the unused energy in fat cells ("fat" cells).

Gene RSID Genotype Minor Allele Alteration Result
CRY2 rs11605924 CC+ C -1-] @
LEPR rs1805094 CG+ C [+]-] @,
LEPR rs2025804 AG+ A [+]-] @
Leptin receptor polymorphism QMEDIUM

Leptin can increase energy expenditure through sympathetic nerve stimulation. The tissue action
of leptin is through its binding with its receptor.

Gene RSID Genotype Minor Allele Alteration Result
LEPR rs1137101 AG+ G [+]-] O
Greater Insulin Sensitivity with Physical Exercise ’NORMAL

Result in orange or red indicates having greater insulin sensitivity when playing physical sports.

Gene RSID Genotype Minor Allele Alteration Result

LIPC rs1800588 CT+ T [+]-] @)




w Name: Sample
Age:

FullDNA

Gender: M

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Sample

Prescriber: Health Insurance:

‘ NORMAL

Celiac disease

Immune reaction to ingestion of gluten, a protein found in wheat, barley and rye. Celiac disease is
strongly influenced by genetics, depending on a part of the DNA sequence called the HLA locus
(human leukocyte antigen). There are many HLA sequence variants, but only two sequence
variants called DQ2.5 (T allele in rs2187668) and DQ8 (C allele in rs7454108) can form inflammatory
complexes with gliadin peptides. About 90% of celiac patients carry the DQ2.5 variant, and the
remaining 10% produce the DQ8 variant. If you don't carry either of these two variants, it is
virtually impossible to develop celiac disease.

Gene RSID Genotype Minor Allele Alteration Result
ABL2 rs2816216 TT- G o] @
ATXN2 rs653178 AA- CT 1] ()
CCR3 rs6441961 CC+ C [-1-] @
CTLA4 rs231775 AA+ G [-1-] @
HLA rs4713586 TT- G 1] ()
HLA-DPAT rs2301226 GG+ A o] @
HLA-DQA1 rs2187668 GG- AGT 1] @
HLA-DQB1 rs7454108 TT+ C [-]-] @
HLA-DQB1 rs7775228 TT+ C o] @
HLA-DRA rs2395182 TT+ T 1] O
IL-18RAP rs917997 AA- A,C [-]-] O
KIAA1109 rs6822844 GG+ T o] @
KIAA1109 rs13119723 AA+ 1] ()
MYO9B rs2305764 TT- A o] @
SH2B3 rs3184504 CC+ AC,G 1] ()




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: Sample
Glucose-6-Phosphate Dehydrogenase (G6PD) ‘NORMAL
Deficiency

A condition that causes red blood cells to break down in response to certain medications,
infections, or other stressors.

Gene RSID Genotype Minor Allele Alteration Result
G6PD rs762516 CC+ 1] ()
G6PD rs1050757 GG- G [-1-] @
G6PD rs1050828 GG- T 1] ()
G6PD rs1050829 AA- C [-1-] @
G6PD rs5030868 CC- [-1-] @
G6PD rs5030869 GG- A 1] ()
G6PD rs5030872 AA- T o] @
G6PD rs72554664 GG- A 1] ()
G6PD rs72554665 GG- A [-]-] @
G6PD rs76645461 TT- C o] @
G6PD rs76723693 TT- C 1] ()
G6PD rs78365220 TT- C [-1-] @
G6PD rs78478128 GG+ C [-1-] @
G6PD rs137852313 GG- 1] ()
G6PD rs137852314 GG- [-1-] @
G6PD rs137852315 GG- 1] ()
G6PD rs137852316 GG- [-]-] @
G6PD rs137852317 GG- [-1-] @
G6PD rs137852318 GG- 1] ()
G6PD rs137852319 TT- [-1-] @
G6PD rs137852320 AA- o] (@)
G6PD rs137852321 GG- 1] ()
G6PD rs137852322 TT- o] @
G6PD rs137852323 GG- 1] ()
G6PD rs137852324 GG- [-]-] @
G6PD rs137852325 GG- A o] @
G6PD rs137852326 GG- 1] ()
G6PD rs137852327 GG- [-1-] @
G6PD rs137852328 GG- [-1-] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: Sample
G6PD rs137852329 CC- A o] @
G6PD rs137852330 CC- o]l @
G6PD rs137852331 AA- [-1-] @
G6PD rs137852332 GG- A o] @
G6PD rs137852333 CC- T o]l @
G6PD rs137852334 CC- T o] @
G6PD rs137852335 GG- C [-1-] @
G6PD rs137852336 GG- A [-]-] @
G6PD rs137852337 GG- A o] @
G6PD rs137852339 GG- A [-1-] @
G6PD rs137852340 AA- G [-1-] @
G6PD rs137852342 CC- T o] @
G6PD rs137852343 TT- C o]l @
G6PD rs137852344 CC- G [-1-] @
G6PD rs137852345 CC- T o]l @
G6PD rs137852346 GG- A [-]-] @
G6PD rs137852347 TT- C o] @
G6PD rs137852348 CC- G o]l @
G6PD rs137852349 TT- C [-1-] @
G6PD rs267606835 CC- [-1-] @
G6PD rs267606836 CC- T o]l @
G6PD rs398123546 CC- T [-]-] @
G6PD rs398123552 AA+ G o]l @

Mitochondrial Complex Deficiency 1 ’NORMAL

Mitochondrial complex I deficiency is a deficiency (deficiency) of a protein complex called complex I
or a loss of its function. Complex I is found in cell structures called mitochondria, which convert
food energy into a form that cells can use. Complex I is the first of five mitochondrial complexes
that carry out a multistep process called oxidative phosphorylation, through which cells obtain
much of their energy. Deficiency of mitochondrial complex I can cause a wide variety of signs and
symptoms that affect many organs and systems in the body, particularly the nervous system,
heart, and muscles used for movement (skeletal muscles). These signs and symptoms can appear
at any time from birth to adulthood.

Gene RSID Genotype Minor Allele Alteration Result

MTFMT rs201431517 GG+ [-1-] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Resting Metabolic Rate @ ow

Resting metabolic rate (often referred to as basal metabolism) represents about 70% of total
energy expenditure and refers to the calories expended by the body to maintain basic resting
functions such as heart rate, breathing, body temperature control, etc. Orange or red result
indicates lower resting metabolism.

Gene RSID Genotype Minor Allele Alteration Result
CRY2 rs11605924 CC+ C [-1-] @
LEPR rs1805094 CG+ C [+]-] @
Improving Insulin Sensitivity with Physical Exercise @ ow
Result in orange or red indicates benefit of physical exercise to improve insulin resistance.
Gene RSID Genotype Minor Allele Alteration Result
LIPC rs261332 AG+ G [+]-] @
LIPC rs1800588 CT+ T [+]-] @
PPM1K rs1440581 AA- A,C 1] ()

Metabolic disorders

Xenobiotic Metabolism (Including Caffeine and P-450) (O meptum

The metabolism of xenobiotics is carried out by liver enzymes in several steps: the xenobiotic is
initially activated by oxidation, reduction, hydrolysis or hydration; it is then conjugated to
molecules such as sulfate, glucuronate or glutathione, and is subsequently excreted in bile or
urine.

Gene RSID Genotype Minor Allele Alteration Result

CYP1A2 rs762551 AC+ C [+]-] @,
CYP1A2 rs56107638 GG+ A,C 1]




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Galactosemia @ norwaL

Life-threatening metabolic disease beginning in the neonatal period. Babies often develop feeding
difficulties, lethargy, and severe liver disease. Epidemiology The global prevalence is unknown, but
the estimated annual incidence is 1/40,000 to 1/60,000 in Western countries. The disorder appears
to be more common in the Caucasian population than in other ethnic groups, but numbers in
other populations may be underestimated. Males and females are equally affected. Clinical
description When ingesting breast milk or lactose-containing formula, babies develop feeding
problems, failure to thrive and signs of liver damage (jaundice, tendency to bleed, hypoglycaemia).
In the absence of adequate treatment (galactose restriction), sepsis (E-coli) and neonatal death can
occur. Despite adequate treatment, long-term complications appear, including cognitive
impairment, motor deficits, ovarian dysfunction with reduced fertility in women and reduced bone
density. Male fertility has not been fully studied.

Gene RSID Genotype Minor Allele Alteration Result
GALT rs2070074 AA+ G o] @
GALT rs2070075 CC+ G,T 1] ()
GALT rs111033634 CC+ T [-1-] @
GALT rs111033645 CC+ T o] @
GALT rs111033652 CC+ T 1] ()
GALT rs111033656 CC+ A o] @
GALT rs111033658 CC+ T 1] ()
GALT rs111033661 AA+ G [-]-] @
GALT rs111033665 GG+ A o] @
GALT rs111033666 TT+ C 1] ()
GALT rs111033667 AA+ C [-]-] @
GALT rs111033669 AA+ G o] @
GALT rs111033670 GG+ A [-1-] @
GALT rs111033686 CC+ T o] @
GALT rs111033690 CC+ G [-1-] @
GALT rs111033693 CC+ G [-]-] @
GALT rs111033694 GG+ A o] @
GALT rs111033695 TT+ A 1] ()
GALT rs111033715 TT+ C [-]-] @
GALT rs111033722 CC+ A o] @
GALT rs111033725 CC+ T 1] ()
GALT rs111033728 TT+ C [-]-] @
GALT rs111033735 GG+ A [-1-] @
GALT rs111033737 CC+ T [-]-] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Sanfilippo Syndrome @ norwaL

Metabolic disorder, genetic, autosomal recessive, characterized by the absence of
mucopolysaccharides III, which are responsible for breaking the long chains of glycosaminoglycans

(GAGS).
Gene RSID Genotype Minor Allele Alteration Result
IDS rs113993946 GG- [-1-] @
IDS rs113993955 TT- C 1] ()
IDS rs193302910 GG- [-1-] @
IDS rs193302911 CC- [-1-] @
IDS rs199422227 CC- 1] ()
SGSH rs7503034 CC+ GT [-]-] @
SGSH rs104894635 GG- A 1] (©)
SGSH rs104894636 cC- [-]-] @
SGSH rs104894638 GG- A [-]-] @
SGSH rs104894639 GG- A 1] ()
SGSH rs104894640 GG- A [-]-] @
SGSH rs104894641 GG- A [-]-] @
SGSH rs104894642 CC- T 1] ()
SGSH rs138504221 AA+ G o] @
SGSH rs143947056 GG+ A 1] ()
Muscular system
Athletes with Greater Physical Strength @ e+

World-class endurance male athletes, with greater physical endurance, have the ADRB3 gene
mutation. Endurance activities are aerobic exercise such as cycling and running. This type of
practice can result in fatigue and its occurrence is delayed with carbohydrates that must be
ingested before, during and after the activity. Fatigue is the result of a decrease in the levels of
liver and muscle glycogen in the body, thanks to the significant intensity of work, its continuity and
prolongation. It seeks to increase muscle and liver glycogen and blood glucose by eating
carbohydrates before exercise.

Gene RSID Genotype Minor Allele Alteration Result
ADRB3 rs4994 CT- G [+]-] @
NR1H3 rs7120118 TT+ C [+]+] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Biceps Increase ‘ HIGH

The biceps is an important muscle that is present in two parts of the body: biceps brachii muscle
(located in the arm) and biceps femoris muscle (located in the leg, thigh). However, it is noteworthy
that the use of the term biceps is more common to refer to the important muscle of the arm. It is
usually the most worked muscle in gyms.

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] @)
TRIM63 rs2275950 AA- C,G [+]+] @
Slow-twitch fibers ‘ HIGH

Slow-twitch fibers are characterized by high fatigue resistance and a longer duration of
contraction, but lower maximum force and velocity of contraction. ... These fibers are called hybrid
fibers. The expression of each of the myosin isoforms is determined by fiber innervation.

Gene RSID Genotype Minor Allele Alteration Result

AGTR2 rs11091046 AA+ C [-1-] @

PPARA rs4253778 GG+ CT [+]+] @
Muscle mass ‘HIGH

Muscle mass is also known as lean mass. Our body is made up of water, lean mass and fat mass. It
is these components that give us weight when we step on the scale, but each one of them
indicates different aspects. A person, when stepping on the scale, may have gained weight. This
does not mean that you gained weight, that is, that you accumulated fat. On the contrary, you may
have burned fat and acquired muscle mass, which is also heavy, but is healthy for the body.

Gene RSID Genotype Minor Allele Alteration Result

BDNF rs6265 AG- T [+]-] @
IGFBP3 rs3110697 GG+ A [+]+] @
TRIM63 rs2275950 AA- C,G [+]+] @

Knee strength @ e+
Indicates the susceptibility to greater or lesser strength of the knee.

Gene RSID Genotype Minor Allele Alteration Result
ACVR1B rs2854464 AA+ C,G [+]+] ®
DNMT3L rs7354779 TT+ C 1] ()

MTRR rs7703033 GG+ A [+]+] O

VDR rs7975232 AC+ A [+]-] @,
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Fu"DNA Prescriber: Health Insurance: sample

Fast Twitch Muscle Fibers @ e+

Fast-twitch fibers have a low amount of myoglobin - and therefore also low oxygen content - and
for this reason they are not red or reddish, but rather clear. They are also described as white
muscle fibers.

Gene RSID Genotype Minor Allele Alteration Result
AGTR2 rs11091046 AA+ C [+]+] @
Neuromuscular Power @ e+

Neuromuscular Potency is the ability of the muscle to respond to a stimulus coming from the brain
(neuro-brain-muscle communication). The ability of the neuromuscular system to generate
maximum power is affected by a variety of interrelated factors. Maximal muscle strength is defined
and limited by the force-velocity relationship and affected by the length-tension relationship.

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] O
AGT rs699 CT- G [+]-] @,
AMPD1 rs17602729 CC- A [+]+] @
FAAH rs324420 CC+ A 1] ()
HIF1A rs11549465 CC+ T [+]+] @
IL-6 rs1800795 GG+ G [+]+] @
NOS3 rs1799983 GG+ T 1] ()
NOS3 rs2070744 TT+ T [+]+] @)
PPARA rs4253778 GG+ CT o] @
Muscle Performance e
Better muscle performance. The graph in red and orange colors indicates better muscle
performance.
Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] @,
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Lactate Accumulation (High Intensity Circuit) ieont

Increased blood lactate accumulation during high-intensity circuitry. Lactate is produced by the
body after the burning of glucose (glycolysis) to provide energy without the presence of oxygen
(lactic anaerobic metabolism). In long-term physical activities, the oxygen supply is not always
sufficient. The body seeks this energy from alternative sources, producing lactate. The
accumulation of this substance in the muscles can generate hyperacidity, which causes pain and
discomfort right after exercise. Thus, the determination of the blood lactate concentration allows
the indirect assessment of the metabolic acidosis of exercise, being one of the diagnostic tools
used by exercise physiology. Orange or red result indicates greater lactate accumulation.

Gene RSID Genotype Minor Allele Alteration Result
OPRM1 rs1799971 AG+ G [+]-] @,
MEDIUM-
Muscle strength HIGH

It can be defined as the amount of tension that a muscle or muscle group can generate within a
specific movement pattern and with a given movement speed. Result in orange or red indicates
greater muscle strength.

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] O
ACVR1B rs2854464 AA+ C,G [+]+] @
AGT rs699 CT- G [+]-] O
HIF1A rs11549465 CC+ T 1] ()
IL-6 rs1800795 GG+ G [+]+] @,
MSTN rs1805086 AA- C 1] ()
NOS3 rs1799983 GG+ T [-]-] @
NOS3 rs2070744 TT+ T [+]+] @
PPARA rs4253778 GG+ CT 1] (©)
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MEDIUM-
Hard Person Syndrome HIGH

The rigid person syndrome, also called Moersch-Woltmann syndrome, or even the rigid man
syndrome, is defined as a condition characterized by persistent spasms, involving several different
muscles, especially those of the lower limbs and trunk. This condition usually appears between 40
and 60 years of age, initially presenting itself as intermittent spasms that evolve and become
continuous. It has been observed that emotional stress can lead to spasms. In addition to the latter,
environmental stimuli such as voluntary or passive movements and auditory stimulation can also
trigger spasms. Treatment is palliative, involving the use of muscle relaxants (such as
benzodiazepines) that enhance the action of GABA. As the disorder evolves, this treatment
becomes ineffective. Some professionals in the field recommend immunosuppressive treatments,
plasmapheresis, or intravenous administration of immunoglobulin. Use of the monoclonal antibody
rituximab showed lasting remission. In another case, improvement was observed with the use of
propofol. Another important form of treatment is physical therapy, which can considerably help to
minimize muscle spasms.

Gene RSID Genotype Minor Allele Alteration Result
GAD2 rs992990 CC+ AG o] @
GLRAT rs116474260 CC+ T 1] ()
SELENON rs121908185 GG+ A o] @
SLC6AS5 rs121908494 AA+ G 1] @
TOR1A rs1801968 GG- GT [+]+] @

: MEDIUM-

Sarcopenia HIGH

Sarcopenia € o processo natural e progressivo de perda de massa muscular (musculos),
caracteristico do envelhecimento. A forca muscular atinge o vigor maximo antes dos 30 anos.

Gene RSID Genotype Minor Allele Alteration Result
ESR1 rs4870044 CT+ T [+]-] O
FTO rs9939609 AT+ A [+]-] @,
NOS3 rs1799983 GG+ T [+]+] O
: : MEDIUM-
Muscle Performance (Angiotensin II) HIGH

Studies have shown that different genotypes for ACE (Angiotensin-Converting Enzyme) may be
related to diseases, physical abilities and athletic performance. Studies with athletes have shown
increased cardiorespiratory capacity or muscle strength to be associated with ACE polymorphism.

Gene RSID Genotype Minor Allele Alteration Result

AGT rs699 CT- G [+]-] @,
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Quadriceps Muscle Strength IIEI/IIEGDI—IIUM_

The quadriceps (quadriceps) femoral muscle is a four-headed thigh muscle that covers the femur
almost completely. It is one of the strongest muscles in the human body (physiological cross-
sectional area> 150 cm2). The quadriceps, the large muscles in front of the thighs, are responsible
for extending the leg (kicking and passing the ball). The quadriceps of an ordinary person are
already slightly stronger than the hamstrings, but in a soccer player, the difference in muscle
strength is greater because the quadriceps are more used. If there is a major imbalance, it can
result in injury and pain for the player. The best way to avoid this is to make sure that you are
training your entire leg. This means doing similar amounts of exercises that focus on each muscle
group. An example of this would be: Squats for the glutes and quadriceps, Hip Raises for the hind
legs and Calf Raises for the calves. By following your training plan with the Freeletics Training
Coach, you ensure that each muscle group in the leg is being worked on effectively and specifically
at the same time.

Gene RSID Genotype Minor Allele Alteration Result
AGT rs699 CT- G [+]-] O
COL5AT rs12722 CC+ T [+]+] @)
MSTN rs1805086 AA- C -1-] @
Transversal Physiological Area of the Quadriceps (O meprum
Theoretical sum of the areas of all muscle fibers.
Gene RSID Genotype Minor Allele Alteration Result
AGT rs699 CT- G [+]-] O
Rotator Cuff Tendinitis (Tennis Shoulder) Q MEDIUM

Rotator cuff tendonitis is an injury to the tendons that are part of a group of four muscles located
in the shoulder that help stabilize the shoulder. The rotator cuff is a muscle group that works, for
example, when you raise your arms over your head or pull an item toward you.

Gene RSID Genotype Minor Allele Alteration Result
ESRRB rs10132091 CC+ AC,G [-1-] O
Increased Exercise Recovery Time O MEDIUM

This damage can be transient, lasting minutes, hours or even several days after training or
competition (BARNETT, 2006), and is the result of post-exercise metabolic disorders, in which
recovery depends on the restoration of muscle glycogen stores, the which usually occurs within 24
hours of exercise.

Gene RSID Genotype Minor Allele Alteration Result
AMPD1 rs17602729 cC- A @

[-1-]
SOD2 rs4880 CT- G [+]-] O
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Contraction of Skeletal Muscle Fibers @ norvaL

Skeletal muscle fibers contain from several hundred to several thousand myofibrils. Each myofibril
in turn contains, arranged side by side, about 3000 myosin filaments and about 3000 actin
filaments, both responsible for muscle contraction. Results on the right correspond to slower
contractions and on the left, faster contractions.

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] )
CNTF rs1800169 AG+ A [+]-] O
Muscle stiffness @ normat

Muscle stiffness is a symptom that occurs when muscles cannot move quickly without being
accompanied by pain and/or spasm. If the person moves too quickly, they may experience sharp
pain and possibly spasm. It most often occurs in the muscles behind the neck, near the shoulder

and hips.
Gene RSID Genotype Minor Allele Alteration Result
DMD rs370644567 AA+ G o] @
ESR1 rs2234693 CT+ AT [+]-] @
Muscle cramps ’NORMAL

Cramps are involuntary and painful contractions of a muscle or muscle group. They affect only the
striated musculature and mainly affect the posterior muscles of the leg. A cramp can start during
physical activity, at rest and even during sleep.

Gene RSID Genotype Minor Allele Alteration Result
AMPD1 rs17602729 CC- A o] @
CYP24A1 rs114368325 GG+ A,C 1] (©)
MYF6 rs28928909 GG+ T [-1-] @
PGAM2 rs10250779 GG- AGT o] @
PYGM rs764313717 TT+ C 1] ()
Vestibular Dysfunction @ normac

It is a problem that affects the vestibular organ, located inside each ear, responsible for stabilizing
vision during head movement and balance. Just like adults, babies and children can also suffer from
the dysfunction.

Gene RSID Genotype Minor Allele Alteration Result
@

o

NOS3 rs1799983 GG+ T




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

McArdle's disease @ norvaL

The treatment for McArdle's disease, which is a genetic problem that causes the appearance of
intense muscle cramps when exercising, should be guided by an orthopedist and a physiotherapist
to adapt the type and intensity of physical activities to the symptoms presented.

Gene RSID Genotype Minor Allele Alteration Result
PYGM rs764313717 TT+ C [-1-] @
Refsum Disease @ norwaL

Refsum disease is a rare genetic disorder that belongs to the leukodystrophies group,
characterized by the presence of weakness or numbness in the hands and feet (peripheral

neuropathy).
Gene RSID Genotype Minor Allele Alteration Result
PHYH rs104894173 GG- T [-1-] ()
PHYH rs104894174 GG- T [-1-] @
Gait Instability ’ NORMAL

Also known as Gait Apraxia, it is a neurological disorder that is characterized by loss of the ability to
perform precise movements and gestures, despite the patient having the will and physical ability to
perform them. Apraxia leads to reduced conditions to perform some types of movements -
although the individual maintains the motor capacity, sensory function and understanding of the
required task intact. This disease leads to problems with the use of objects (for example, brushing
the hair) and in performing known motor acts (eg, waving goodbye).

Gene RSID Genotype Minor Allele Alteration Result
VPS13B rs386834070 CC+ T [-1-] (@)
Melas Syndrome @ norua

Melas Syndrome (Myopathy, Encephalopia, Lactic Acidosis and Stroke-like episodes) is a progressive
multisystem disease, of maternal inheritance, caused by mutations in mitochondrial DNA. It is
estimated that in Europe 1 in every 6,250 people have one of the possible mutations. Renal
involvement occurs in about 5% of patients, and this involvement may be tubular, glomerular or

interstitial.
Gene RSID Genotype Minor Allele Alteration Result
INTERGENIC rs118203885 GG+ A @

[-1-]
INTERGENIC rs199474657 AA+ G [-1-] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Achilles Tendinopathy Risk @ normaL

It is the condition in which there is inflammation or degeneration of the Achilles tendon, with
swelling and pain.

Gene RSID Genotype Minor Allele Alteration Result
MMP3 rs679620 AG- C [+]-] ()
Emery-Dreifuss Muscular Dystrophy @ norwaL

Emery-Dreifuss muscular dystrophy (EDMD) is characterized by muscle weakness and atrophy,
with early tendon contractures and cardiomyopathies.

Gene RSID Genotype Minor Allele Alteration Result

LMNA rs57520892 GG+ [-1-] @

LMNA rs149339264 CC+ [-1-] @
Muscle Weakness After Exercise ’ NORMAL

Muscle weakness, also known as adynamia or asthenia, is common after heavy physical exertion.
For example, after participating in a marathon or exercising excessively in the gym, or after
repeating the same task/action for a long time, among other causes.

Gene RSID Genotype Minor Allele Alteration Result
ADRB3 rs4994 CT- G [+]-] @
PPARGC1A rs8192678 GG- T o] @
Muscle growth @ norvaL

Muscle growth occurs when cells receive a new stimulus, generating microlesions. The response
to these injuries is the increase in healing substances, such as sarcoplasm. It is during this process
that there is an increase in protein synthesis, giving the muscle a greater volume. The body makes
a biological effort to repair the damage caused to the fibers. As soon as the muscle is injured, there
is a fusion of the satellite cells with the muscle fibers, which will result in hypertrophy.

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] @
ACVR1B rs2854464 AA+ C,G o] @

MSTN rs1805086 AA- C [-1-] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Increased Maximum Force Production @ norua

It is the greatest muscle strength a student/athlete can develop. Generally, to quantitatively assess
this type of strength, maximum repetition protocols such as 1RM are used. This assessment format
makes the maximum force represent the greatest available strength that the neuromuscular
system can mobilize through a maximum voluntary contraction.

Gene RSID Genotype Minor Allele Alteration Result
IGF1 rs7136446 TT+ C =1 ()
Vastus Lateral Muscle @ norvaL

The quadriceps muscle performs the knee extension movement and the rectus femoris muscle
performs the hip flexion movement. The vastus medial performs medial rotation and the vastus
ateralis, lateral rotation.

Gene RSID Genotype Minor Allele Alteration Result

AGT rs699 CT- G [+]-] @

PPARA rs4253778 GG+ CT [-1-] @
Hand Grip Strength . NORMAL

Strength of hands. Grip strength tests are commonly used to assess patients with upper extremity
disorders, before and after therapeutic procedures. These tests are simple to administer and,
when properly performed, can provide objective information that contributes to the analysis of

hand function.

Gene RSID Genotype Minor Allele Alteration Result
LRPPRC rs119466000 CC- A [-1-] @
MGMT rs12917 CC+ T o] @
MSTN rs1805086 AA- C [-1-] @
VDR rs7975232 AC+ A [+]-] @
Ligament Strength @ norua

Ligament strength, greater thrust and advantage in some movements.

Gene RSID Genotype Minor Allele Alteration Result
COL5AT rs61735045 GG+ A @

[-1-]
MSTN rs1805086 AA- C 1] ()




w Name: Sample
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Fu"DNA Prescriber: Health Insurance: sample
Energy Spending .NORMAL
Higher Energy Expenditure

Gene RSID Genotype Minor Allele Alteration Result
UCP2 rs659366 CC+ T [-]-] @
Malignant Hyperthermia @ norwa

Malignant hyperthermia is an inherited, latent, potentially serious muscle disease of autosomal
dominant inheritance, characterized by a hypermetabolic response after exposure to inhaled
anesthetics such as halothane, enflurane, isoflurane or exposure to a specific muscle relaxant
named succinylcholine.

Gene RSID Genotype Minor Allele Alteration Result

RYR1 rs111888148 GG+ A [-1-] @

RYR1 rs112563513 GG+ A [-1-] @
Explosive Strength @ norwa

Explosive strength is the ability to exert maximal force in minimal time. Explosive strength, on the
other hand, is generating maximum force in minimal time. Examples are the kettlebell ballistics
and Olympic weightlifting. This can be viewed as moving a heavy weight as fast as possible

Gene RSID Genotype Minor Allele Alteration Result

MSTN rs1805086 AA- C [-1-] @
Myostatin K153R @ norvaL
The K153R polymorphism, Rs1805086, is associated with peak power and longevity.

Gene RSID Genotype Minor Allele Alteration Result

MSTN rs1805086 AA- C [-1-] @
Waist Muscular Dystrophy (O unperneD

Waist-type Muscular Dystrophy (Erb) is a neuromuscular disease of genetic origin where 90% of
cases are due to an autosomal recessive inheritance and about 10% of cases due to an autosomal
dominant inheritance. It received this name in the 1950s to designate dystrophies characterized by
weakness predominantly in the pelvic and scapular girdle, and which differed from the already
known dystrophies linked to the X chromosome (Duchenne and Becker) and the fascio-
scapulohumeral dystrophy.




w Name: Sample
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Tendon Contractures () unDEFINED

A muscle contracture occurs when the muscle contracts incorrectly and does not return to its
normal state of relaxation, in response to an overload of continued effort exerted on a muscle or
tendon, which they are not used to.

Tendon reflex QUNDEFINED

It is due to the interruption of the pathway leading to muscle sensitivity.

Muscle Damage Protection () unpeFINED

Studies show that the C allele of the ESR1 rs2234693 polymorphism has a greater protective effect
against muscle damage than the T allele, since it reduces muscle stiffness.

Muscular Dystrophy - Congenital Dystroglycanopathy (O unperineD

Congenital muscular dystrophies form a heterogeneous group of muscle diseases clinically
characterized by the presence of neonatal hypotonia, delay in motor development, variable degree
of joint contractures and possible association with abnormalities in the central nervous system or
eyes.

Need for Nutrients




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

. MEDIUM-
Choline HIGH

Helps in the maintenance of the brain and liver. Choline is one of the B-complex vitamins. Choline's
two main functions involve the brain. It is important for the formation of the neurotransmitter
acetylcholine, which indirectly regulates memory.

Gene RSID Genotype Minor Allele Alteration Result
CHAT rs2177369 CT- G [+]-] @
CHAT rs3810950 AG+ A [+]-] O
CHKB rs10791957 AC+ C [+]-] @
FMO3 rs2266782 AG+ A [+]-] O
MTHFD1 rs2236225 CT- A [+]-] @
MTHFD1L rs6922269 AG+ A [+]-] O
MTHFD1L rs17349743 TT+ C [-]-] @
PEMT rs7946 CT+ T [+]-] @
PEMT rs4244593 AA- A.G [+]+] @,
PEMT rs4646406 AA- A =1 ()




cao

FullDNA

Zinc

Name: Sample

Age:

Gender: M

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Prescriber:

Health Insurance:

Sample

MEDIUM-
HIGH

Zinc enables several biochemical functions, as it is a component of numerous enzymes, including
alcohol dehydrogenase, superoxide dismutase, carbonic anhydrase, alkaline phosphatase and

central nervous system enzymes.

Gene RSID Genotype Minor Allele Alteration Result
ABCA1 rs1883025 GG- T o] @
ABCB1 rs2032583 TT- G [+]+] @)
ABCB1 rs2235015 GG- AT [+]+] @,
ABCB1 rs2235040 GG- AGT [+]+] O
ABCB1 rs2235067 GG- T [+]+] @)
ABCB1 rs3213619 CT- G [+]-] @
ABCB1 rs4148739 AA- C [+]+] O
ABCB1 rs10248420 AA+ GT [+]+] @)
ABCB1 rs11983225 TT+ C [+]+] @,
ACP7 rs472265 GG+ G [+]+] @
ADA rs73598374 GG- AGT o] @
ADCY5 rs11708067 AG+ G [+]-] @
ADIPOQ rs17366743 TT+ C [-]-] @
ADORA2A rs5751876 TT+ C [+]+] O
ALDH2 rs671 GG+ A [+]+] O
ATM rs664143 CC- GT [-1-] @
BCO1 rs12934922 TT+ GT o] @
BDNF rs6265 AG- T [+]-] @
CA1 rs1532423 CT- A [+]-] @)
CAPN10 rs3792267 GG+ A [-1-] @
CDKN1A rs1801270 CC+ AT [-]-] @
CDKN2A rs10811661 TT+ T [+]+] O
CFH rs1061170 CT+ T [+]-] @
CHRM2 rs324650 TT+ A [-]-] @
CHRM2 rs1824024 TT- A o] O
CLOCK rs1801260 TT- G =1 ()
CLPTM1L rs401681 CT+ T [+]-] O
CTLA4 rs231775 AA+ G [+]+] O
CYP1A1 rs1800031 TT- G [-]-] @




cao

FullDNA

CYPTA1
CYP1A1
CYP1B1
CYP2E1
CYP3A4
CYP3AS5
DIRC3
DPYD
DPYD
DPYD
E2F3
EPHX1
FASLG
FKBP5
FTO
G6PD
GAD1
GAD1
GCK
GPHN
GPX1
GSTP1
HLA-DRA
HLA-DRB1
HTR2A
HTR2A
HTR2C
HTRA1
IGF2BP2
IL-1B
INSIG2
INTERGENIC
INTERGENIC

INTERGENIC
IRS1

Name: Sample

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Prescriber: Health Insurance: Sample

rs41279188 cc- AT [-[-] @
rs72547509 TT- GT [-[-] @
rs1056836 CC- C [- -] @
rs2070673 TT+ T [-1-] ®
rs2740574 AA- T [-[-] @
rs776746 AG- C [+]-] O
rs966423 CC+ GT [+]+] @)
rs1801266 CC- A [-1-] @
rs1801267 GG- [-1-] @
rs1801268 GG- [-]-] @
rs1570155 AG+ AT [+]-] @
rs1051740 CC+ C [+]+] O
rs763110 CT+ T [+]-] @
rs1360780 CC+ AC o] @
rs1121980 CT- AC [+]-] @
rs1050828 GG- T [-1-] @
rs701492 CC+ T o] @
rs2241165 AG- T [+]-] @
rs4607517 GG+ AC o] @
rs104894470 CC+ T o] @
rs1050450 CC- A [-1-] @
rs1695 AA+ G o] @
rs3135391 cC- A [-]-] @
rs660895 AA+ G [-1-] @
rs6314 CC- A [+]+] O
rs1328674 GG- C,G [-]-] @
rs3813929 CC+ GT [-1-] @
rs11200638 GG+ A o] @
rs4402960 GG+ T [-[-] @
rs16944 AG+ G [+]-] O
rs7566605 CC+ C [+]+] @)
rs791595 GG+ G [-1-] @
rs1545843 AG+ A [+]-] @
rs7923837 AG+ AT [+]-] O
rs2943641 CC+ C o] O




cao

FullDNA

KCNJ11
KCNJ11
KCNQ1
KCNQ1
LEPR
MAOA
MTHFR
MTHFR
MTNR1B
MTRR
NAF1
NBDY
OXTR
OXTR
PAX4
PPARG
PPCDC
PTEN
PTEN
RNASEL
SLC30A8
SLC39A6
SOD3
SOD3
STAT4
TCF7L2
TCF7L2
TERT

TRIB3
XPC
XRCC1

Name: Sample

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Prescriber: Health Insurance: Sample

rs5215 CC+ T o] @
rs5219 TT+ T [+]+] @
rs2283228 AA+ C [-1-] @
rs104894252 GG+ AC o] @
rs1137101 AG+ G [+]-] O
rs909525 GG- T [+]+] O
rs1476413 AA- GT [+]+] @
rs1801131 CC- [+]+] @
rs10830963 GG+ G [+]+] @
rs1801394 AG+ G [+]-] @
rs7675998 GG+ GT [-1-] @
rs4826508 CC+ T o] @
rs237899 AG+ A,C [+]-] ()
rs2254298 GG+ A o] @
rs2233580 GG- 1] @
rs1801282 GG+ C [+]+] @
rs2120019 CT+ C [+]-] @,
rs121909229 GG+ ACT 1] ()
rs121909232 CC+ G [-1-] @
rs3738579 TT- G [+]+] @
rs13266634 CT+ AT [+]-] @
rs1050631 CC- A o] @
rs1799895 CG+ G [+]-] @)
rs2855262 CT+ C [+]-] ()
rs10181656 CC+ C [-1-] @
rs7903146 CT+ GT [+]-] @)
rs12255372 GT+ T [+]-] @)
rs2736098 AG- T [+]-] (@)
rs2295490 AA+ GT [-1-] @
rs2228000 CC- A o] @
rs1799782 cC- A [-]-] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Turmeric (Curcumin) () mep1um

Benefit from regular turmeric intake, by stimulating the endogenous antioxidant system, and
stimulating DNA repair.

Gene RSID Genotype Minor Allele Alteration Result
BIN1 rs744373 TT- G @

[-1-]
SOD3 rs1799895 CG+ G [+]-] O




cao

FullDNA

Selenium

Name: Sample

Age:

Gender: M

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Prescriber:

Health Insurance:

Sample

Q MEDIUM

Results in orange or red indicate the susceptibility to the need for selenium. It plays a critical role
in metabolism and thyroid function and helps protect your body from damage caused by oxidative
stress. What's more, selenium may help boost your immune system, slow age-related mental
decline, and even reduce your risk of heart disease.

Gene RSID Genotype Minor Allele Alteration Result
A2M rs669 AA- C =1 ()
ABCA1 rs1883025 GG- T o] @
ABCA7 rs3764650 GG+ G 1] ()
ABCA7 rs115550680 AA+ G [-]-] @
ABCB1 rs3213619 CT- G [+]-] @
ACE rs4343 GG+ A [+]+] O
ADD rs4961 GT+ AT [+]-] O
ADH1C rs283413 GG- AT o] @
ADRB2 rs1800888 CC+ T [-]-] @
ALDH2 rs671 GG+ A [+]+] @,
APOC1 rs4420638 AA+ G 1] ()
APOE rs7412 CC+ T 1] (@)
APOE4 rs429358 TT+ C o] @
ATM rs664143 CC- G,T 1] ()
ATP2B1 rs2681472 TT- G [-1-] @
BAG3 rs2234962 TT+ C o] @
BCO1 rs12934922 TT+ GT [-]-] @
BDNF rs6265 AG- T [+]-] @
BIN1 rs744373 TT- G 1] @
BRAP rs3782886 AA- C [-]-] @
BTD rs104893686 TT+ G o] @
BTD rs104893687 CC+ T 1] ()
C10ORF106 rs7522462 GG+ A [-1-] @
CCL2 rs1024611 CC- G [+]+] O
CD2AP rs9349407 GG+ C [-]-] @
CD2AP rs10948363 AA+ G [-1-] @
CD58 rs12044852 CC+ A 1] O
CD86 rs9282641 GG+ A [-]-] @
CDH13 rs8055236 GG+ ACT [+]+] @)




cao

FullDNA

CDKN1A
CDKN2B-AST
CDKN2B-AST
CDKN2B-AST

CETP
CETP
CLPTM1L
CLSTN2
CLU
CPS1
CR1
CR1
cTC1
CTLA4
CYP1A1
CYP1A1
CYPTA1
CYP1B1
CYP24A1
CYP24A1
CYP2E1
CYP3A4
CYP3A5
DBC1
DIO1
DIO1
DIRC3
DLEU1
DLG2
DMD
DMD
DMD

DMGDH
DNAJC5B
DPYD

Name: Sample

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Prescriber: Health Insurance: Sample
rs1801270 CC+ AT o] @
rs1063192 TT- AT [-]-] @
rs10757272 CC+ T 1] @
rs10757274 AA+ G [-1-] @
rs5882 AG+ A [+]-] @
rs2303790 AA+ G [-[-] @
rs401681 CT+ T -] O
rs17411949 CC+ T 1] ()
rs11136000 CC+ C [-1-] @
rs1047891 AC+ A [+]-] @
rs3818361 CC- G [-1-] @
rs6656401 GG+ G,T o] @
rs3027247 TT- C [-1-] @
rs231775 AA+ G [+]+] @,
rs1800031 TT- G [-]-] @
rs41279188 CC- AT 1] ()
rs72547509 TT- GT o] @
rs1056836 cC- C [-]-] @
rs2296241 GG+ A [-1-] @
rs6068816 CC+ T o] @
rs2070673 TT+ T [-[-] @
rs2740574 AA- T [-[-] @
rs776746 AG- C [+]-] O
rs10984447 AG+ G [+]-] O
rs2235544 cC+ AT [-[-] @
rs11206244 CC+ T [-]-] @
rs966423 CC+ GT [+]+] O
rs2762051 CC+ T o] @
rs17148090 AA+ C,G [-1-] @
rs1800278 AA- C o] @
rs1801187 GG- T [-]-] @
rs104894788 GG- T [-1-] @
rs921943 GG- T o] @
rs13279522 TT+ C [-]-] @
rs1801266 CC- A [-1-] @




cao

Name: Sample

Age: Gender: M Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H
Fu"DNA Prescriber: Health Insurance: sample

DPYD rs1801267 GG- [-1-] @
DPYD rs1801268 GG- A 1] @
DSG2 rs2230234 AA+ GT [-1-] @
E2F3 rs1570155 AG+ AT [+]-] @
EPHX1 rs1051740 CC+ C [+]+] @)
EPHX1 rs2234922 AA+ GT [-]-] (O]
F12 rs1801020 CT- G [+]-] O
FAMA7E rs6812193 CC+ T [-1-] @
FASLG rs763110 CT+ T [+]-] @
FGF7 rs4338740 TT+ C 1] @
FMN2 rs17672135 TT+ C [+]+] @)
G6PD rs1050828 GG- T o] @
GCKR rs1260326 CT+ C [+]-] O
GOLM1 rs7019241 CC+ GT o] @
GOLM1 rs10868366 GG+ T 1] @
GPX1 rs1050450 CC- A [-1-] @
GSTP1 rs1695 AA+ G o] @
HLA rs2517532 CT- G [+]-] @
HLA-DRA rs3135391 CC- A [-1-] @
HLA-DRB1 rs660895 AA+ G o] @
HLA-DRB1 rs3135388 cC- A [-]-] @
IL-6 rs1800795 GG+ G [+]+] O
IL-7R rs6897932 CC+ T [+]+] O
INTERGENIC rs501120 AG- C [+]-] O
INTERGENIC rs679582 GG+ G [-1-] @
INTERGENIC rs1333049 GG+ C [-]-] @
INTERGENIC rs2383207 AA+ G [-]-] @
INTERGENIC rs10162002 GG+ A o] @
INTERGENIC rs10757278 AA+ G [-]-] @
INTERGENIC rs13192841 AG+ A [+]-] @
ITGB3 rs5918 TT+ C 1] @
IYD rs121918139 TT+ C [-]-] (O]
KCNE1 rs1805127 AG- AC,G [+]-] O
KCNE2 rs2234916 AA+ G 1] @
KL rs9536314 TT+ AG [-1-] @




cao

FullDNA

LDLR
LRP6
LRP8
LRRK2
LRRK2
LRRK2
LTA
MAOA
MAOA
MAOB
MAPT
MCI1R
MCCC1
MS4A6A
MTHFD1
MTHFD1L
MTHFD1L
MTHFD1L
MTHFR
MTHFR
MTRR
MYBPC3
NAF1
NFE2L2
NPPA
PCK1
PDESB
PHTF1
PICALM
PICALM
PLD3
PLPP3
PPP1R3B

PPP1R3B
PRRC2C

Name: Sample

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Prescriber: Health Insurance: Sample

rs688 CC+ T o] @
rs2160525 GG+ G [-]-] (O]
rs5174 GG- T [-1-] @
rs11564148 TT+ A o] @
rs34637584 GG+ A [-1-] @
rs34778348 GG+ A [-[-] @
rs1799724 cT+ T [+]-] O
rs909525 GG- T [+]+] O
rs1137070 TT+ C [-1-] @
rs1799836 AA- AC [+]+] @)
rs393152 AA+ G [-1-] O
rs1805008 CC+ T o] @
rs10513789 TT+ G [-1-] O
rs610932 AC- G [+]-] @
rs1076991 AA- C,G [-]-] @
rs6922269 AG+ A [+]-] O
rs11754661 GG+ AT o] @
rs17349743 TT+ C [-]-] @
rs1476413 AA- GT [+]+] @
rs1801131 cC- G [+]+] ®
rs1801394 AG+ G [+]-] @
rs11570112 CC- AC [-1-] @
rs7675998 GG+ GT [-]-] @
rs35652124 CC+ C o] @)
rs5065 AA+ G o] @
rs8192708 AA+ G [-]-] @
rs4704397 AA+ A [+]+] O
rs6679677 cC+ A [-1-] ®
rs3851179 GG- C [-1-] @
rs10792832 GG+ G [-1-] O
rs145999145 GG+ A [-]-] @
rs17114036 AA+ G o] @
rs3748140 GG- T o] @
rs9987289 GG+ G [-]-] @
rs2421847 AA+ G o] @




cao

FullDNA

PSENT
PSEN2
PSRC1
PTEN
PTEN
RAB25
RNASEL
RPS6KB1
RYR2
SH2B3
SLC39A6
SMAD3
SNCA
STAT4
TERT
TG
TLR4
TLR4
TMPO
TNF
TNFSF14
TNFSF14
TNFSF4
TNFSF4
TREM2

VAV3
XPC
XRCC1

Name: Sample

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Prescriber: Health Insurance: Sample
rs63749824 CC+ GT o] @
rs63750197 CC+ T [-]-] @
rs599839 AG+ AC [+]-] O
rs121909229 GG+ ACT o] @
rs121909232 CC+ G [-1-] @
rs34372695 CC+ G,T o] (@)
rs3738579 TT- G [+]+] @
rs630923 CC+ A [-1-] @
rs34967813 AA+ G [-1-] @
rs3184504 CC+ A.C,G 1] ()
rs1050631 CC- A [-1-] @
rs17228212 TT+ C o] @
rs356219 AA+ G =1 ()
rs10181656 CC+ C [-1-] @
rs2736098 AG- T [+]-] @
rs35301433 AA+ G [-1-] @
rs4986790 AG+ GT [+]-] O
rs4986791 CC+ T 1] @
rs17028450 CC+ T [-1-] @
rs1800629 GG+ A o] @
rs344560 GG- C [-1-] @
rs2291667 CC- A o] @
rs1234313 AG+ G [+]-] @
rs3861950 CT+ C [+]-] O
rs75932628 CC+ AT o] @
rs4915077 TT+ [-]-] (O]
rs2228000 CC- [-1-] @
rs1799782 CC- [-1-] @




cao

FullDNA

Resveratrol

Name: Sample

Age:

Gender: M

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Prescriber:

Health Insurance:

Sample

Q MEDIUM

Resveratrol is a polyphenol found mainly in the skin and seeds of red or black grapes - that's why it
is present in wine and red grape juice. In addition, blueberries, cranberries, cocoa and peanuts also
contain the compound. Studies show several benefits of the compound, such as being anti-
inflammatory, cardioprotective, hepatoprotective, helping to prevent diabetes, helping with weight
loss, among other points. In terms of skin, what interests us a lot is the fact that the compound is
an antioxidant and has a protective action against ultraviolet radiation.

Gene RSID Genotype Minor Allele Alteration Result
ABCA1 rs1883025 GG- T [-]-] @
ABCGS8 rs6544713 CC+ C [-1-] @
APOC1 rs4420638 AA+ G 1] ()

APOE rs7412 CC+ T 1] ()

AR rs5031002 GG+ A o] @
B3GALT1 rs13020412 AA+ G 1] ()

BRCA2 rs4942486 CT+ C [+]-] (O]
CASC17 rs1859962 GT+ T [+]-] (@)
CASC21 rs16902104 CC+ GT [-]-] @
CASC8 rs1447295 CC+ CT [-]-] @
CASC8 rs6983267 GG+ T [+]+] @

CDH1 rs16260 CC+ A 1] ()
CHEK2 rs17879961 TT- C,G o] @

CPS1 rs1047891 AC+ A [+]-] @

CRIL rs4844614 GT+ T [+]-] O

CYP24A1 rs2296241 GG+ A o] @

CYP3A4 rs2740574 AA- T [-]-] @
CYP3A4 rs55785340 AA+ G o] @
DAB2IP rs1571801 CC- T 1] ()
DNAH11 rs12670798 TT+ C [-]-] @

ELAC2 rs4792311 GG+ AC [-1-] @

ERI1 rs96621 CC+ C [-1-] @

FABP2 rs1799883 GG- AC,G [-1-] @
FADS2 rs174570 CC+ T o] @
FGFR4 rs351855 cC- A [-]-] @

GPX1 rs1050450 CC- A o] @
HNF1A rs2650000 GT- A [+]-] @

IL-10 rs1800896 AG- C [+]-] @)
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INTERGENIC
INTERGENIC
INTERGENIC
INTERGENIC
IRF4
JAZF1
KLF6
LDLR
MC1R
MC1R
MC1R
MC1R
MGMT
NAF1
OR4A46P
PCIF1
SLC45A2
TCF2
TCF7L2
XRCC1
ZNF827
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rs7965399 TT+ AC [-1-] @
rs10505483 GG- T [-]-] @
rs10896449 AG+ G [+]-] @
rs12661968 CC+ C [+]+] @
rs12203592 CC+ T [-1-] @
rs10486567 GG+ A o] @
rs3750861 CC+ T 1] @
rs6511720 GG+ T 1] (©)
rs1805005 GG+ T o] @
rs1805007 CC+ AGT 1] ()
rs1805008 CC+ T [-1-] @
rs1805009 GG+ AC o] @
rs2308327 AA+ G =1 ()
rs7675998 GG+ G,T o] (@)
rs7395662 GG+ A 1] @
rs7679 TT+ C [-1-] @
rs185146 CC+ T o] @
rs4430796 GG+ G 1] @
rs12255372 GT+ T [+]-] @)
rs25489 GG- GT o] @
rs13149290 CC+ T [-1-] @,

Neurodegenerative diseases
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. NORMAL

Progressive disease that destroys memory and other important mental functions. As we age, our
brains change and we may occasionally have difficulty remembering details. However, Alzheimer's
disease and other dementias cause memory loss and other symptoms significant enough to
interfere with people's daily lives. These symptoms are not natural to aging. Not all memory loss is
caused by Alzheimer's. In addition to memory loss, Alzheimer's symptoms include: Problems
completing tasks that were once easy; Difficulties in solving problems; Changes in mood or
personality; distancing from friends and family; Problems with communication, both written and
spoken; Confusion about places, people and events; Visual changes such as problems
understanding images.

Alzheimer's disease

Gene RSID Genotype Minor Allele Alteration Result
A2M rs669 AA- C o] @
ABCA7 rs3764650 GG+ G o]l @
ABCA7 rs115550680 AA+ G [-1-] @
APOC1 rs4420638 AA+ G o] @
APOE rs7412 CC+ T o]l @
APOE rs405509 AC- G [+]-] O
APOE4 rs429358 TT+ C o]l @
APP rs63750066 GG- T [-]-] @
BDNF rs6265 AG- T [+]-] @
BIN1 rs744373 TT- G o]l @
CD2AP rs9349407 GG+ C [-1-] @
CD2AP rs10948363 AA+ G o] @
CETP rs5882 AG+ A [+]-] @
CHAT rs2177369 CT- G [+]-] @
CHAT rs3810950 AG+ A [+]-] O
CLU rs11136000 CC+ C [-]-] @
CPS1 rs1047891 AC+ A [+]-] @
CR1 rs3818361 CC- G [-1-] @
CR1 rs6656401 GG+ GT [-1-] @
CTSD rs17571 CC- A o] @
GCKR rs1260326 CT+ C [+]-] O
GOLM1 rs7019241 CC+ GT o] @
GOLM1 rs10868366 GG+ T o]l @
IL-1B rs1143634 cC- A [-]-] @
IL-6 rs1800795 GG+ G [-1-] @
LDLR rs688 CC+ T o]l @
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LRP6 rs2160525 GG+ G o] (@)
LTA rs1799724 CT+ T [+]-] O
MS4A6A rs610932 AC- G [+]-] @
PCK1 rs8192708 AA+ G o] @
PICALM rs3851179 GG- C [-]-] @
PICALM rs10792832 GG+ G [-1-] O
PLD3 rs145999145 GG+ A 1] @
PPP1R3B rs3748140 GG- T [-]-] @
PPP1R3B rs9987289 GG+ G [-1-] @
PRRC2C rs2421847 AA+ G 1] ()
PSEN1 rs661 GG+ AT [-1-] @
PSEN1 rs63749824 CC+ G,T o] @
PSEN2 rs63750197 CC+ T [-]-] @
TF rs1049296 CT+ T [+]-] (@)
TFAM rs1937 GG+ C 1] @
TOMM40 rs2075650 AA+ G [-]-] @
TREM2 rs75932628 CC+ AT o] @

Frontotemporal Lobar Degeneration

Q UNDEFINED

The term frontotemporal dementia refers to a clinical syndrome characterized by progressive
behavioral changes associated with atrophy of the frontal lobes and anterior portions of the
temporal lobes.

O UNDEFINED

DFT is the name given to the type of dementia in which degeneration of one or both of the frontal
and temporal lobes of the brain occurs. The frontal lobes (left and right) requlate mood, behavior,
judgment and self-control.

Frontotemporal dementia

Q UNDEFINED

Mental health is a term used to describe a level of cognitive or emotional quality of life or the
absence of mental illness.

Mental health

Neurological
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Motor coordination () mep1um

Motor coordination is the ability and ability to more efficiently use skeletal muscles (large muscles),
resulting in a more efficient overall action in agility, speed and energy.

Gene RSID Genotype Minor Allele Alteration Result
DRD2 rs1076560 AC+ A [+]-] O
Sleep Quality . NORMAL

Sleep quality can be related to the environment, clinical conditions and also the genetic tendency
of each individual.

Gene RSID Genotype Minor Allele Alteration Result
CACNA1C rs2302729 CC+ C [-1-] @
FGF12 rs9836672 CC+ T o] @
INTERGENIC rs17071124 AA+ G [-1-] @
MTNR1B rs10830964 CC+ T [-1-] @
TRPM6 rs11144134 TT+ C o] @
Apnea QUNDEFINED

Apnea is a disorder characterized by repetitive episodes of pauses in breathing or periods of
shallow breathing during sleep. Breaks can occur several times a night and often cause oxygen
desaturation, interfering with sleep quality. Presents risk of cardiac arrest.

Mental decline with age () unpEFINED

The brain begins to age much earlier than expected.

Oxidation
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Oxidative stress () mep1um

Evaluation of a set of genes associated with the functioning of the reduction and oxidation (redox)
system as a whole. Orange or red indicates poorer functioning, that is, greater risk of oxidative

stress.
Gene RSID Genotype Minor Allele Alteration Result
ADA rs73598374 GG- AGT o] @
ATF1 rs11169571 CT+ C [+]-] O
CAT rs1001179 GG- T [-1-] @
CBS rs234706 GG+ A o] @
CBS rs2851391 CC+ C [-]-] @
EPHX1 rs1051740 CC+ C [+]+] O
EPHX1 rs2234922 AA+ G,T 1] ()
G6PD rs1050829 AA- C [-]-] @
G6PD rs2230037 TT- G o] O
GPX1 rs3448 CT+ T [+]-] @)
GPX1 rs1050450 CC- A [-1-] @
GSR rs2978663 TT+ T [+]+] @,
GSTM1 rs366631 TT- G [+]+] @)
GSTP1 rs1695 AA+ G o] @
GSTP1 rs1138272 CC+ T 1] @
HFE rs1799945 CC+ G [-]-] @
HFE rs1800562 GG+ A o] @
IL-6 rs1800795 GG+ G 1] @
LCT rs2322659 TT+ C [-1-] @
LTA rs909253 CT- G,T [+]-] (@)
NQO1 rs1800566 CT- A [+]-] @)
SOD1 rs1041740 CC+ T o] @
SOD2 rs4880 CT- G [+]-] O
SOD3 rs1799895 CG+ G [+]-] @)
SOD3 rs2855262 CT+ C [+]-] @
TLR4 rs4986790 AG+ G,T [+]-] O
TNF rs1800629 GG+ A [-1-] @
ZNF648 rs10911021 TT+ C o] @
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. el MEDIUM-
Pain Sensitivity HIGH

Pain sensitivity

Gene RSID Genotype Minor Allele Alteration Result
COMT rs4680 AG+ A [+]-] O
COMT rs4818 CC+ GT [+]+] @
OPRM1 rs1799971 AG+ G [+]-] O
Sciatica Pain Q MEDIUM

The main causes of radiculopathy are herniated discs and spondyloarthrosis, which is occurring in
the joints between vertebrae; other causes are spinal instability (spondylolisthesis), trauma to the
spine and, more rarely, tumor, stroke, etc. Spondyloarthrosis is one of the main components of
spine aging, which can lead to root and / or spinal compression due to the proliferation of bone
and ligament tissue; the result of this process is a progressive narrowing (stenosis) of the space (s)
between the spine and / or of the root foramina (foraminopathy) in the spine.

Gene RSID Genotype Minor Allele Alteration Result
COMT rs4680 AG+ A [+]-] O
IL-1A rs1800587 CC- A,C 1] ()
IL-6 rs1800795 GG+ G [+]+] O
IL-6 rs1800796 CC+ C [-1-] O
OPRM1 rs1799971 AG+ G [+]-] O
Lumbar Disc Disease QMEDIUM

It occurs when part of an intervertebral disc leaves its normal position and compresses the nerve
roots that branch from the spinal cord and emerge from the spinal column.

Gene RSID Genotype Minor Allele Alteration Result
CHST3 rs4148941 AC+ A [+]-] O
Back pains ‘ NORMAL

There are several causes, risk factors and ways to prevent back pain. Back pain can originate in the
spine, muscles, nerves or from other structures.

Gene RSID Genotype Minor Allele Alteration Result
SERPINAG rs941601 GG- T 1] (@)

Personal characteristics
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Leadership gene .HIGH

A 2013 article titled "Born to Lead? A Study of Genetic Association and Leadership Role Design
Leadership," conducted a GWAS study and concluded that occupation of leadership roles is
associated with the rs4950 marker, a SNP in the gene of the neuronal acetylcholine receptor
(CHRNB3). Individuals with the rs4950 (T;T) genotype (as directed in the dbSNP) are statistically
more likely to occupy leading positions compared to rs4950 (C;T) or (C;C) individuals.

Gene RSID Genotype Minor Allele Alteration Result
CHRNB3 rs4950 TT- AC [+]+] @
Resistance ’ HIGH

It is the practice of exercises done over a longer period of time and with more rest. Less force is
used. In modalities that require carrying weight, such as weight training, you work with 50% to
80% of the person's capacity. However, the number of repetitions and sets is higher. They are ideal
for weight loss and fitness maintenance. For those who want to lose weight, exercises with longer
duration (bicycle, treadmill) are the most indicated. Cautions: Exposing the body to too long a
duration of exercise can cause fiber damage even more serious than excess in burst exercises. Pay
attention to limits. At the sign of excessive fatigue, discontinue practice.

Gene RSID Genotype Minor Allele Alteration Result
ADRB2 rs1042713 GG+ A [-]-] @
GABPBT1 rs7181866 AA+ G o] @
NR1H3 rs7120118 TT+ C [+]+] @
PPARA rs4253778 GG+ CT [+]+] @
PPARGC1A rs8192678 GG- T o] O
Sociability E.AIEGDJUM'

Sociability is the characteristic that a person presents, that is, one who naturally tends to live
better in society. Indicates how easy it is to make friends and keep them. Results in red indicate it
is the more difficult to socialize.

Gene RSID Genotype Minor Allele Alteration Result
CDH13 rs8056579 GG+ [+]+] @
CDH23 rs17635977 AA+ [+]+] @
CLOCK rs1801260 TT- G [+]+] @)
CLOCK rs6832769 AA+ G o] @
OXTR rs1042778 GG+ T 1] (©)
OXTR rs2254298 GG+ A [-1-] @
OXTR rs13316193 TT+ C o] @
PER3 rs228697 CG+ G [+]-] @)
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Night chronotype () mep1um

Nocturnal or afternoon chronotype: the peak occurs much later, at 6 am. They are those people
who do better at night, but need to prolong their rest until early morning. Sleep time is usually
between 3:00 and 11:00. It corresponds to 25% of individuals. Result in orange or red indicates a

tendency to have the night chronotype.

Gene RSID Genotype Minor Allele Alteration Result
NR1D1 rs12941497 GG+ A [-1-] @
PER3 rs228697 CG+ G [+]-] @,
Obsessive-Compulsive Disorder (OCD) QMEDIUM
Excessive thoughts (obsessions) that lead to repetitive behaviors (compulsions).
Gene RSID Genotype Minor Allele Alteration Result
ANKK1 rs1800497 CT- A [+]-] @

@)

TPH2 rs4570625 GG+ G [+]+]




cao

FullDNA

Name: Sample

Age:

Gender: M

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Prescriber:

Health Insurance:

Sample

Mitochondrial Energy Production

Q MEDIUM

It refers to the general efficiency of mitochondrial energy production processes, considering
multiple interacting genes.

Gene RSID Genotype Minor Allele Alteration Result
ADRB3 rs4994 CT- G [+]-] O
AMPD1 rs17602729 CC- A o] @
AMPD1 rs35859650 GG+ A [-1-] @
AMPD1 rs121912682 GG- GT [-]-] @
ATP5G3 rs36089250 TT+ C o] @
CLOCK rs1801260 TT- G 1] O

DMD rs104894787 CC- A [-1-] @

DMD rs104894788 GG- T o] @

GPC5 rs2352028 CC+ G,T 1] ()
MMP3 rs679620 AG- C [+]-] @

MSTN rs1805086 AA- C 1] ()
MTHFR rs1476413 AA- GT [+]+] @
MTHFR rs17367504 GG+ G [-1-] @
NDUFS8 rs999571 CC- A [+]+] O

NOS3 rs1799983 GG+ T [-]-] (O]

NOS3 rs2070744 TT+ T o] @

NRG1 rs6994992 CT+ AT [+]-] @

NRG1 rs10503887 GG+ AT o] @
PPARD rs2016520 AA- T 1] (©)
PPARG rs121909244 CC+ AT [-]-] @

PPARGC1A rs8192678 GG- T o] @
SUCLA2 rs121908538 CC- A [-1-] @

TPK1 rs371271054 TT+ C [-]-] @

uUCP2 rs660339 CC- T o] @
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Greater Stimulus with Caffeine @ normaL

Individuals with this polymorphism are more stimulated with caffeine.

Gene RSID Genotype Minor Allele Alteration Result
ADORA2A rs5751876 TT+ C [-1-] @
CYP1A2 rs762551 AC+ C [+]-] O
MTNR1B rs10830964 CC+ T -1-] @
Visuospatial Working Memory @ normac

The visuospatial storage area stores visual and spatial information. It can be used, for example, to
construct and manipulate visual images and to represent mind maps. It is also beneficial for
strategic organization and sports such as football and basketball.

Gene RSID Genotype Minor Allele Alteration Result
CACNA1C rs1006737 GG+ A [-1-] @
NRG1 rs6994992 CT+ AT [+]-] O
SLC6A3 rs2617605 AA- C [-]-] @
Trend to Blond Hair ’NORMAL
Lighter hair tones.
Gene RSID Genotype Minor Allele Alteration Result
TYR rs1393350 GG+ A -1-] @
Tendency to sleep late @ norua

Persistent problems sleeping and staying asleep. Indication in red and orange indicate greater
predisposition.

Gene RSID Genotype Minor Allele Alteration Result

CLOCK rs1801260 TT- G [-1-] @
Memory (verbal) ‘ NORMAL
Also known as short-term auditory memory, which we use, for example, when listening, speaking
and writing.

Gene RSID Genotype Minor Allele Alteration Result

TNF rs361525 GG+ A [-1-] @
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Higher Temperature During Exercise ‘NORMAL

Individuals with the AG and AA alleles of the 2253206 polymorphism have a higher temperature
during physical exercise.

Gene RSID Genotype Minor Allele Alteration Result
CREB1 rs2253206 GG+ G [-1-] @
Morning Chronotype .NORMAL

Morning Chronotype: Peak melatonin production occurs before midnight. These are individuals
who need to go to bed early and are most active in the early hours of the day. In general, they
sleep between 10 pm and 6 am. According to the International Melatonin Institute 25% of the
population is morning. Result in orange or red indicates a greater tendency to the morning
chronotype. Results in red could be beneficial

Gene RSID Genotype Minor Allele Alteration Result
PER3 rs228697 CG+ G [+]-] @
Withdrawal Symptoms in Alcoholism ’ Low
Symptoms that occur when someone stops using alcohol after a long period of binge drinking.
Gene RSID Genotype Minor Allele Alteration Result
SLC6A3 rs27048 CT+ AG,T [+]-] @
SLC6A3 rs27072 CT+ AT [+]-] @
Manual dexterity @ o

Manual dexterity is the ability of the hands and fingers to make coordinated movements. It
indicates people with better motor skills and aptitude for manual work, such as sewing, painting,
crafts, technical assembly and surgeries. It also relates to sports that require the use of hands.

Gene RSID Genotype Minor Allele Alteration Result
PCSK6 rs7182874 TT+ C -1-] @
Susceptibility to Bacteria @ ow

The susceptibility to bacteria is associated with genetic problems

Gene RSID Genotype Minor Allele Alteration Result

TIRAP rs8177374 TT+ T -1-] @
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Personality () unpEFINED

Personality is the set of psychological characteristics that determine the patterns of thinking,
feeling and acting, that is, the personal and social individuality of someone

Odor Sensitivity () unDEFINED

Sensitivity to smells

Cocaine-generated paranoia () unDEFINED

Effect caused by cocaine use. The graph opposite indicates the genetic predisposition to be more
susceptible to this condition.

Attention deficit Q UNDEFINED

This designation refers to the presentation of the disorder where symptoms of hyperactivity
and/or impulsivity are not present.

Devotion to work () unperineD

It is characteristic of people who are extremely dedicated to work, as well as self-disciplined and
punctual. This profile also indicates dedicated students.

Marijuana addiction (Cannabis) QUNDEFINED

Addiction to marijuana caused by its overuse.

Insensitivity to Pain () UNDEFINED

Reduced or absent response to painful stimuli.

Increased Probability of Fatigue () unDEFINED

Fatigue is the name given to a symptom that is characterized by a feeling of weariness, tiredness
and lack of energy.

Provocative
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Challenging behavior @ norwaL

Defiant Behavior (unrelated to Oppositional Defiant Disorder) is characterized by antisocial
behaviors such as disobedience, defiant posture, and hostility. The individual has difficulties to
follow rules and recognize his mistakes, resenting more than usual when he is contradicted.

Gene RSID Genotype Minor Allele Alteration Result
CLOCK rs1801260 TT- G o] @
CLOCK rs6832769 AA+ G [-1-] @
Psychiatric
Cocaine addiction ‘ HIGH

Cocaine is a fast addictive drug. The graph on the side indicates the genetic predisposition to have
a greater chance of dependence.

Gene RSID Genotype Minor Allele Alteration Result
CHRNA5 rs16969968 GG+ A [-1-] @
FAAH rs324420 CC+ A 1] ()
OPRD1 rs12749204 GG+ G [+]+] @
Addiction tendency (eating, gambling, alcohol, MEDIUM-
smoking) HIGH
Genetics might influence the tendency to addictions.
Gene RSID Genotype Minor Allele Alteration Result
ANKK1 rs1800497 CT- A [+]-] @
DRD2 rs1799978 AA- C [-1-] @
DRD2 rs4648317 CC- A [-1-] @
DRD2 rs12364283 AA+ G [-1-] @
OPRM1 rs1799971 AG+ G [+]-] @
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. MEDIUM-
Panic Syndrome HIGH

Panic syndrome is a type of anxiety disorder in which unexpected bouts of despair and intense fear
that something bad will happen occur, even if there is no reason for it or signs of impending

danger.
Gene RSID Genotype Minor Allele Alteration Result
ADORA2A rs5751876 TT+ C [+]+] @,
BDNF rs6265 AG- T [+]-] @
GHRL rs4684677 TT+ T [-1-] @
HTR2A rs6311 CT+ C [+]-] @
HTR2A rs6313 CT- A [+]-] @,
HTR2A rs3742278 AG+ G [+]-] @
Personality Trait: Assertiveness Q MEDIUM

Assertiveness is a behavioral posture towards people and everyday situations. It is not tied to what
is right or wrong; it is linked to the way we expose and defend our positions.

Gene RSID Genotype Minor Allele Alteration Result
ZNF285B rs644148 GT+ T [+]-] O
Personality Trait: Positive Emotions Q MEDIUM

The main positive emotions are love and joy, which motivate the individual and generate a large
amount of dopamine and serotonin, neurotransmitters responsible for feelings of happiness and
well-being. They directly impact people's motivation, willingness and productivity, acting as fuel for

individuals.
Gene RSID Genotype Minor Allele Alteration Result
ZNF285B rs644148 GT+ T [+]-] O
Personality Trait: Extraversion Q MEDIUM

Extroverts are people who are often leaders, work well in groups, and prefer to be with others than
to be alone. Other personality traits often associated with extraversion include optimism. People
who are extroverts prefer to have company and tend to have lots of friends.

Gene RSID Genotype Minor Allele Alteration Result

ZNF285B rs644148 GT+ T [+]-] O
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Bipolar Disorder (Response to Lithium Treatment) @ norwa
Efficient or not effective response to the disorder associated with mood changes when treated
with lithium.

Gene RSID Genotype Minor Allele Alteration Result
GADL1 rs17026688 CC+ T o]l @
NTRK2 rs1387923 GG+ G [-1-] @
ADHD (Attention Deficit Hyperactivity Disorder) ‘ NORMAL
Chronic disease that includes attention deficit, hyperactivity and impulsivity.
Gene RSID Genotype Minor Allele Alteration Result
ANKK1 rs1800497 CT- A [+]-] @
BDNF rs6265 AG- T [+]-] @
BDNF rs11030104 AG+ G [+]-] @
CLOCK rs1801260 TT- G o] @
DBH rs1611115 TT+ C o] @
DRD4 rs1800955 CC+ C,G o]l @
HTR2A rs6314 cC- A [-1-] @
HTR2A rs7984966 TT+ AC o] @
MTHFR rs1801131 CC- G o]l @
SLC6A2 rs3785143 CC+ T o] @
SLC6A3 rs27048 CT+ AG,T [+]-] @
SLC6A3 rs27072 CT+ AT [+]-] @,
Cataplexy and Narcolepsy (sleep) .NORMAL
A chronic sleep disorder that causes excessive daytime sleepiness.
Gene RSID Genotype Minor Allele Alteration Result
EIF3G rs2305795 GG+ AC o]l @
Late dyskinesia @ norwa

A condition that affects the nervous system and manifests itself through involuntary movements,
also known as tics. It is often caused by long-term use of some psychiatric medications.

Gene RSID Genotype Minor Allele Alteration Result

ANKK1 rs1800497 CT- A [+]-] @
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Motion sickness @ ow

Iliness caused by movement while traveling.

Gene RSID Genotype Minor Allele Alteration Result
AGA rs121964904 GG- G [-1-] @
AGA rs121964908 CC- A 1] ()
KCNQT rs2237892 CC+ T [-1-] @
MAP2K5 rs1026732 AA+ A o] @
PVRL3 rs79006549 AA+ C,G 1] ()
Personality Trait: Conscientiousness Q UNDEFINED

Conscientiousness is a dimension that can be described as the tendency to control impulses and
act in a socially acceptable way. These are features that facilitate the achievement of personal goals
and objectives. People in this group stand out in their ability to follow rules, plan and organize
effectively, being persistent, ambitious, disciplined, reliable, predictable and energetic. They are
prone to excel in leadership positions and to pursue their goals with determination. However,
people with low conscientiousness are more likely to be impetuous or impulsive.

Disinhibition OUNDEFINED

People with this characteristic tend to be more communicative, have greater confidence in
expressing themselves, more resourcefulness, resourcefulness, fearlessness, are more expansive
and sociable.

Reactions to Treatments
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Glucocorticoid Therapy @ cH

Glucocorticoids are the primary anti-inflammatory therapy for asthma, but their effects are
characterized by some interindividual variability that might have a genetic basis. Studies aimed to
determine the relationship between pulmonary function change and the variant of the
glucocorticoid-induced transcript 1 (GLCCI1) gene in patients with asthma receiving long-term ICS
treatment, the association of GLCCI1 genotypes and the level of GLCCI1 expression and cytokines
production. Individuals homozygous of SNP rs37973 for the wild-type allele who had a percent
FEV1 change greater than 5% were more common than individuals homozygous for the rare allele.
Patients with the A allele, the GLCCI1 expression was enhanced upon administration of low-dose
dexamethasone; however, GG homozygotes required high-dose dexamethasone to achieve
enhanced GLCCI1 expression. Furthermore, the levels of some cytokines were significantly
reduced after glucocorticoid treatment in individuals with the AA and AG genotypes.The genetic
variant rs37973 GG in GLCCI1 is associated with poorer clinical therapeutic response to inhaled
glucocorticoids in asthma tested population. Results in red or orange indicate poorer clinical
therapeutic response.

Gene RSID Genotype Minor Allele Alteration Result
GLCCI1 rs37973 GG+ AC [+]+] @

Loss of Muscle Mass and Energy in Muscles with the use @ rorval
of Statins (Simvastatin, Rosuvastatin, etc.)

Statins are very effective at lowering cholesterol, but their action can affect that of other important
substances. One of the side effects is the loss of muscle mass, an effect that, in addition to being
undesirable, can also generate muscle pain and weakness. Statins are the name of a group of
drugs that have the function of stopping the production of cholesterol in the liver. Statins have a
steroid structure and act on the enzyme HGM-CoA reductase, the enzyme that produces
cholesterol. Its continued use, despite the benefits in relation to high LDL, can decrease lean mass.
About 5% to 10% of patients develop myopathy (injury / loss of muscle mass), clinically
characterized by muscle pain, weakness and/or cramps.

Gene RSID Genotype Minor Allele Alteration Result
SLCO1B1 rs4149056 TT+ C [-1-] @
Fluorouracil Response ‘ NORMAL

It is an antitumor agent widely used in the treatment of several types of cancers.

Gene RSID Genotype Minor Allele Alteration Result
DPYD rs3918290 GG- GT [-1-] @

Reasons for Conflict
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Difficulties in Dealing with Criticism 'L,/'IEGD:,UM'

Being sensitive to criticism is a common trait for many people and requires skills. Some people use
criticism in a positive way to improve or in a negative way that can lower their self-esteem and
cause stress, anger or even aggression.

Gene RSID Genotype Minor Allele Alteration Result
CHADL rs9611519 CC+ T o] @
CLOCK rs1801260 TT- G 1] ()
CLOCK rs6832769 AA+ G o] @

DBH rs1611115 TT+ C [+]+] @
FAM86B3P rs2945232 CC+ C [+]+] @)
INTERGENIC rs6047641 GG+ AG [+]+] O
INTERGENIC rs10456089 GG+ A [-1-] @

PTPRF rs2039528 AG+ G [+]-] O
SNAP25 rs362584 AG+ A [+]-] O

TMEM16D rs1849710 CC+ C [+]+] @
XKR6 rs6981523 CC+ T o] @

Respiratory system

Respiratory Quotient (RQ) @ cH

Respiratory quotient, also known as the respiratory ratio (RQ), is defined as the volume of carbon
dioxide released over the volume of oxygen absorbed during respiration. It is a dimensionless
number used in a calculation for basal metabolic rate when estimated from carbon dioxide
production to oxygen absorption. Results in orange or red indicate higher Respiratory Quotient.

Gene RSID Genotype Minor Allele Alteration Result

CRY2 rs11605924 CC+ C 1] ()
MTNR1B rs10830963 GG+ G [+]+] @
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Oxygen Volume (02) Max (VO2 Max) @ e+

VO2 Max is the expression defined as the maximum volume of oxygen that our body captures,
transports and uses for energy production. Through its measurement it is possible to predict the
level of cardiorespiratory fitness of each person, the oxidative metabolic capacity during exercise,
capacity to work in occupational activities and also to prescribe physical exercise. It is a complete
physiological measure, as it allows the analysis of the cardiovascular, respiratory and muscular
systems, thus, the more each system is trained together, the better the body will respond to
situations of effort.

Gene RSID Genotype Minor Allele Alteration Result
ACSL1 rs6552828 AA+ G [+]+] O
CREB1 rs2253206 GG+ G [+]+] @
CRP rs1205 CT+ T [+]-] @
: : MEDIUM-
Aerobic Resistance HIGH

It is the ability of a person to develop an effort of low or medium intensity for a long time. A person
with good aerobic endurance can tolerate the fatigue that exercise causes, therefore maintaining
the pace and intensity for a considerable amount of time.

Gene RSID Genotype Minor Allele Alteration Result
ADRB2 rs1042713 GG+ A 1] ()
ADRB2 rs1800888 CC+ T o] @
ADRB3 rs4994 CT- G [+]-] @,
AMPD1 rs17602729 CC- A [+]+] @
CDCA3 rs5443 CC+ T o] @
GABPB1 rs7181866 AA+ G 1] ()

HFE rs1799945 CC+ G [-1-] @
KCNJ11 rs5219 TT+ T o] @

NOS3 rs1799983 GG+ T 1] ()
PPARA rs4253778 GG+ CT [+]+] @
PPARD rs2016520 AA- T 1] ()
PPARD rs2267668 AA+ AC [+]+] @
VEGFA rs2010963 CG+ [+]-] O
VEGFA rs3024994 CC+ T 1] ()
VEGFA rs3025039 CC+ T [-1-] @
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Aspergillosis @ norwaL

Aspergillosis is an infectious disease caused by the fungus Aspergillus sp., which mainly affects the
lungs. Usually, this condition is benign, but it plays an important role in systemic malignant
infections, as is the case of patients with AIDS.

Gene RSID Genotype Minor Allele Alteration Result
CLEC7A rs16910526 TT- C,G o] @

Skeletal system (bones)

. . MEDIUM-
Scoliosis HIGH
Lateral curvature of the spine.

Gene RSID Genotype Minor Allele Alteration Result

LBX1 rs11190870 CT+ AC [+]-] O

MEDIUM-
Bone Strength HIGH

The variant C allele of SNP rs3751143 was associated with less bone strength (SSI), periosteal
circumference, total and cortical area. The known cellular function of rs3751143 makes the present
findings unsurprising. Homozygosity for the C allele has been shown to cause a complete loss of
receptor function, whereas heterozygotes have half of the receptor functionality. Our data are in
line with studies conducted in vitro, showing the C allele of rs3751143 to be associated with
osteoclast apoptosis, reduced pore formation and a reduction in pro-inflammatory cytokine
secretion. In vivo, the C allele has been associated with lower hip BMD and a greater risk of
fracture in elderly participants, and stress fracture prevalence in military personal and elite
athletes.

Gene RSID Genotype Minor Allele Alteration Result

P2RX7 rs3751143 AC+ C [+]-] O
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A type of arthritis that occurs when the flexible tissue at the ends of the Skeletal System (bones)

Osteoarthritis

wears down.
Gene RSID Genotype Minor Allele Alteration Result
COG5 rs3815148 AA+ C 1] ()
COL6A4P1 rs7639618 CC+ T o] @
DIO2 rs225014 CT+ C [+]-] O
FTO rs1121980 CT- AC [+]-] @
FTO rs121918214 GG+ A [-1-] @
GDF5 rs143383 CC- A 1] ()
HLA-DQB1 rs7775228 TT+ C [-1-] O
IL-1B rs16944 AG+ G [+]-] O
IL-1RN rs9005 GG+ A 1] ()
IL-1RN rs419598 TT+ C [-1-] @
IL-6 rs1800796 CC+ C 1] O
IL-6 rs1800797 GG+ G [+]+] O
MCF2L rs11842874 AA+ G o] O

Dupuytren's Contracture

Q MEDIUM

Dupuytren's disease, also called Dupuytren's syndrome, is defined as a fibroproliferative disease
that affects the palmar fascia, characterized by degeneration of elastic fibers, thickening and
hyalinization of the collagen fiber bundle, with formation of nodules in the region. palmar, close to
the ring or little finger.

Gene RSID Genotype Minor Allele Alteration Result
EPDR1 rs16879765 CC+ T o] @
LINC01592 rs2912522 AG+ A [+]-] @
WNT2 rs4730775 CT+ T [+]-] @
ZBTB40 rs7524102 GG+ G [+]+] @,

Osteopenia QMEDIUM

Osteopenia is a decrease in bone mass. This is a warning sign that your bones are getting weaker.
If left untreated, osteopenia can progress to osteoporosis, which is characterized by severe loss of

bone mass, with a risk of fractures.

Gene

RSID

Genotype

Minor Allele

Alteration

Result

CD40

rs1883832

CT+

o
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Musculoskeletal Pain @ norvaL

Musculoskeletal pain arises from repetitive strain, overuse, and work-related disorders, which lead
to pain in adjacent bones, joints, muscles, or structures. Pain can be focal or diffuse, acute or
chronic, with low back pain being the most common example of the latter. Diagnoses include
peripheral neuropathies, medial or lateral epicondylitis/tendinitis, rotator cuff tendinitis, biceps or
wrist tendinitis, myositis, myalgia, osteoarthritis, cervical distension, and low back pain.

Gene RSID Genotype Minor Allele Alteration Result
ADRB2 rs1042717 AG+ AC [+]-] O
ADRB2 rs2400707 AG+ GT [+]-] @
SERPINA6 rs941601 GG- T [-1-] (@)
Contracture of lower limb joints (O unperNeD

Contracture is the limitation of movement in a joint, which is well defined during a clinical
examination. Depending on the pathology that has spread to a certain type of tissue, contractures
can be arthrogenic, myogenic, dermatogenic, neurogenic, mixed, etc. A joint contracture is
basically a justifiable restriction on the joint. It can be due to several reasons: violation of the
configuration of the joint, changes in the scar, pain, muscle disorders, genetics, disturbances in
nerve regulation and for any possible damage to the joint. The relevance of the pathology will
depend on the location and degree of limit movement of the contracture. In general, the most
clinically relevant are contractures of the large and medium joints of the limbs: knee, ankle, hip,
elbow and shoulder. Of which we can say that the most common are: ankle, knee and elbow.

Femoral Head Avascular Necrosis () UNDEFINED

Avascular necrosis of the femoral head, familial form (ANFH), is a severe, disabling disease
characterized by progressive groin pain, staggering gait, leg length discrepancy, subchondral bone
collapse, limitation of hip function and eventual degeneration of the hip joint requiring total hip
arthroplasty.

Carpal tunnel syndrome () UNDEFINED

Peripheral neuropathy resulting from compression of the median nerve when it passes through a
channel located in the wrist called the carpal tunnel. More common in women aged 30 to 60 years
and can be bilateral in 50-60% of cases.

Degenerative Lumbar Disc Disease () unpeFINED

As discs lose their water content due to disease or age, they lose height, bringing the vertebrae
closer together. As a result, the nerve openings in the spine become narrower. When this happens,
the discs also don't absorb impacts, especially when you walk, run or jump. Wear, poor posture, and
incorrect body movement can also weaken the disc, causing disc degeneration.
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Intervertebral Disc Disease () unpeFINED

When subjected to stress or trauma, the discs can swell, compressing the surrounding structures
and causing various symptoms. This condition corresponds to a herniated disc. Disc diseases are a
common cause of pain in the adult population but are relatively rare in the younger sporting
population. This type of illness may or may not be associated with sciatica (pain that radiates along
the leg). The most common disc diseases are degenerative diseases, ruptured discs and sciatica.

Osteophytosis () unDEFINED

Osteophytosis is a pathology characterized by the abnormal growth of bone tissue around an
articulation of the vertebrae whose intervertebral disc, which should act as a buffer between the
bones, is compromised.

Elbow Flexion Contracture () unpeFINED

The normal elbow has a range of 150° with normal extension (stretching) of 0° and flexion
(bending) of 150° with variations between individuals. In addition to the extension/flexion
movement, the elbow may also lose forearm rotational movements.

Hip Osteoarthritis (O unpermeD

Sometimes called "wear and tear" arthritis, osteoarthritis is a common condition that many people
develop during middle age or later. It can occur in any joint in the body, but most often develops in
weight-bearing joints such as the hip and knee. Hip osteoarthritis causes pain and stiffness. It can
make it difficult to perform daily activities such as bending over to tie a shoe, getting up from a
chair, or taking a short walk.

Skin

. MEDIUM-
Response to tanning HIGH

It refers to how each skin reacts to tanning. The graph on the side indicates greater response to
tanning with orange and red colors.

Gene RSID Genotype Minor Allele Alteration Result
ASIP rs1015362 AG- T [+]-] O
ASIP rs4911414 GT+ G [+]-] @,

GRMS5 rs10831496 GG+ A [-T-] O

INTERGENIC rs966321 AA- T [-]-] O

PIGU rs910873 GG+ A,C [-T-] ()

SLC24A5 rs1426654 AA+ GT [+]+] @
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. . MEDIUM-
Skin elasticity HIGH

The property of skin that, when exposed to pressure, has the ability to return to its original state in
a relatively acceptable period of time. This is made possible by two substances: elastin and
collagen. That's why our skin is a viscoelastic medium. Elasticity parameters vary according to the
area of the body and the person's age, because over the years the dermis produces less elastin and

collagen.
Gene RSID Genotype Minor Allele Alteration Result
IL-6 rs1800795 GG+ G [+]+] O
Keloids (O meprum

It occurs when there is an overgrowth of scar tissue at the site of a healed wound or surgery.
Keloids are formed by raised lesions, usually red and can occur in any area of the skin.

Gene RSID Genotype Minor Allele Alteration Result
BPESC rs940187 GG- C 1] (©)
HYALT rs11130248 AA+ G [-1-] @
INTERGENIC rs873549 AG- T [+]-] @
INTERGENIC rs1511412 GG+ GT o]l ()
NEDD4 rs8032158 CT+ AC [+]-] @)
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‘ NORMAL

In orange or red indicates the presence of polymorphisms associated with increased collagen

Collagen Degradation

degradation.

Gene RSID Genotype Minor Allele Alteration Result

BAGALT? rs28937869 CC+ T 1] ()

CBS rs234706 GG+ A o] @

CBS rs2298758 GG+ A,C 1] ()
COL11A1 rs2622848 CC+ C [+]+] @
COL11A1 rs3753841 GG+ A o] @
COL11A1 rs398122828 CC+ T 1] ()
COL11A1 rs727503881 CC+ T [-1-] @
COL11A2 rs2076311 AC+ A [+]-] O
COL11A2 rs2855429 CC+ C [+]+] @
COL11A2 rs121912945 CC+ GT o] @
COL11A2 rs121912949 GG+ AT 1] (©)
COL11A2 rs121912952 GG+ T [-]-] (O]
COL11A2 rs770888294 CC+ AT o] @
COL11A2 rs786205578 AA+ G,T 1] ()
COL11A2 rs797044915 CC+ A [-1-] @
COL17A1 rs805698 TT+ GT [+]+] @
COL17A1 rs1320448 GG+ G [+]+] @
COL1A1 rs2269336 CC- AC [+]+] @
COL1A1 rs2586488 GG+ G [+]+] @
COL1AT rs67507747 CC+ AG,T [-]-] (O]
COL1A1 rs72645328 CC+ GT o] @
COL1AT rs72645347 GG+ A 1] ()
COL1AT rs72645353 CC+ AT [-1-] @
COL1A1 rs72648320 CC+ T o] @
COL1AT rs139955975 CC+ T 1] ()
COL1A1 rs144751329 CC+ AT o] @
COL1AT rs193922140 CC+ 1] ()
COL1AT rs193922144 GG+ [-]-] @
COL1A1 rs193922145 GG+ [-1-] @
COL1AT rs193922147 CC+ AG [-1-] @
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COL1A1 rs193922150 CC+ T o] @
COL1A1 rs193922152 TT+ C [-]-] @
COL1AT rs193922153 GG+ A [-1-] @
COL1A1 rs193922155 TT+ C o] @
COL1A1 rs193922157 CC+ AT [-]-] @
COL1A1 rs193922158 TT+ C [-]-] @
COL1A1 rs370865189 GG+ ACT [-]-] @
COL1A2 rs42524 CC+ G [-]-] @
COL1A2 rs441051 TT+ C [-1-] @
COL1A2 rs1801182 TT+ C [-]-] @
COL1A2 rs1801182 TT+ C [-]-] (O]
COL1A2 rs3736638 CC+ A [-1-] @
COL1A2 rs72656355 AA+ G [-]-] @
COL1A2 rs72658151 GG+ A [-1-] @
COL1A2 rs72658154 GG+ A [-]-] @
COL1A2 rs72658161 GG+ A [-]-] @
COL1A2 rs72658176 GG+ A [-1-] @
COL1A2 rs72659319 GG+ AC [-]-] @
COL1A2 rs139446305 GG+ A o] @
COL1A2 rs193922159 CC+ AG [-1-] @
COL1A2 rs193922162 GG+ A [-]-] @
COL1A2 rs193922165 GG+ A [-1-] @
COL1A2 rs193922168 GG+ C [-]-] @
COL1A2 rs193922173 GG+ A [-]-] (O]
COL1A2 rs768171831 CC+ T o] @
COL1A2 rs786205587 GG+ A [-]-] @
COL1A2 rs794727470 GG+ C [-]-] (O]
COL1A2 rs794727669 GG+ T o] @
COL1A2 rs797044949 GG+ T [-]-] @

COL27A1 rs946053 GT+ G [+]-] O
COL27A1 rs1249719 GG+ A [-]-] @
COL27A1 rs7868992 AA+ A [+]+] @
COL27A1 rs140950220 GG+ C [-1-] @
COL2A1 rs121912866 GG+ A [-]-] @
COL2AT rs121912870 CC+ T [-1-] @
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COL2A1 rs121912874 GG+ A o] @
COL2A1 rs121912877 CC+ T 1] @
COL2AT rs121912880 CC+ AT [-1-] @
COL2A1 rs121912882 GG+ A o] @
COL2A1 rs121912884 GG+ A [-]-] @
COL2A1 rs121912885 GG+ AT o] @
COL2A1 rs121912886 GG+ AT 1] @
COL2A1 rs727503882 CC+ GT [-]-] @
COL2A1 rs748459670 GG+ AC o] @
COL2A1 rs786205477 CC+ A [-]-] @
COL2A1 rs794727202 CC+ T [-]-] @
COL2A1 rs794727261 GG+ T o] @
COL2A1 rs794727377 TT+ G 1] @
COL2A1 rs794727438 CC+ A o] @
COL2A1 rs794727462 CC+ T 1] @
COL2A1 rs794727472 CC+ AT [-]-] @
COL2A1 rs794727533 GG+ AT o] @
COL2A1 rs794727546 CC+ G 1] @
COL2AT rs794727596 CC+ A [-1-] @
COL2A1 rs794727607 GG+ A o] @
COL2A1 rs794727684 CC+ T 1] @
COL2A1 rs869312907 CC+ T o] @
COL3A1 rs1800255 AG+ A [+]-] @,
COL3AT rs1800255 AG+ A [+]-] O
COL3A1 rs111505097 GG+ AT o] @
COL3A1 rs111929073 GG+ ACT 1] @
COL3AT rs112371422 CC+ GT [-]-] (O]
COL3A1 rs112456072 GG+ A [-1-] @
COL3A1 rs113485686 GG+ A [-]-] @
COL3A1 rs113871730 GG+ A o] @
COL3A1 rs121912913 GG+ AT 1] @
COL3AT rs121912914 GG+ AT [-]-] @
COL3A1 rs121912915 GG+ T o] @
COL3A1 rs121912916 GG+ A [-]-] @
COL3AT rs121912917 GG+ AT [-]-] @
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COL3A1 rs121912918 GG+ AT o] @
COL3A1 rs121912919 GG+ A [-]-] @
COL3AT rs121912920 GG+ A [-1-] @
COL3A1 rs121912921 GG+ A o] @
COL3A1 rs121912922 GG+ AT 1] @
COL3A1 rs121912923 GG+ ACT o] @
COL3A1 rs121912924 GG+ A [-]-] @
COL3AT rs121912925 GG+ AT [-1-] @
COL3A1 rs121912926 GG+ ACT o] @
COL3A1 rs121912927 GG+ AT 1] @
COL3AT rs121912928 GG+ A [-1-] @
COL3A1 rs193922176 GG+ C [-1-] @
COL3A1 rs267599120 GG+ AC [-]-] @
COL3A1 rs387906557 GG+ C [-]-] @
COL3A1 rs397509369 GG+ A [-]-] @
COL3AT rs397509370 GG+ AT [-1-] @
COL3AT rs397509371 GG+ T o] (@)
COL3A1 rs397509372 GG+ AT 1] @
COL3A1 rs397509373 GG+ [-]-] @
COL3A1 rs397509375 TT+ AC o] @
COL3A1 rs397509376 GG+ AT 1] @
COL3A1 rs553203474 GG+ A [-]-] (O]
COL3A1 rs587779416 GG+ T 1] @
COL3AT rs587779417 GG+ A [-]-] @
COL3A1 rs587779418 GG+ A [-1-] @
COL3A1 rs587779419 GG+ A [-]-] @
COL3AT rs587779420 GG+ A,C [-]-] @
COL3A1 rs587779421 GG+ A [-1-] @
COL3A1 rs587779422 GG+ A [-]-] @
COL3A1 rs587779423 TT+ A,C [-]-] (O]
COL3A1 rs587779424 GG+ A 1] @
COL3AT rs587779426 TT+ A,C [-1-] @
COL3A1 rs587779427 GG+ T o] @
COL3A1 rs587779428 GG+ T 1] @
COL3AT rs587779429 TT+ C [-1-] @
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COL3A1 rs587779431 GG+ AT o] @
COL3A1 rs587779432 GG+ A [-]-] @
COL3A1 rs587779433 GG+ A,C [-]-] @
COL3A1 rs587779434 GG+ A o] @
COL3A1 rs587779435 GG+ AC [-]-] @
COL3A1 rs587779436 GG+ C [-1-] @
COL3A1 rs587779437 GG+ A [-]-] @
COL3AT rs587779438 GG+ A [-]-] @
COL3A1 rs587779439 GG+ A o] @
COL3A1 rs587779440 GG+ AT 1] @
COL3AT rs587779441 GG+ AC [-1-] @
COL3A1 rs587779442 GG+ C [-1-] @
COL3A1 rs587779443 GG+ AT 1] @
COL3A1 rs587779444 GG+ ACT o] @
COL3A1 rs587779445 GG+ T 1] @
COL3AT rs587779446 GG+ A [-]-] @
COL3A1 rs587779447 GG+ A o] @
COL3A1 rs587779448 GG+ A 1] @
COL3A1 rs587779449 GG+ A,C [-]-] (O]
COL3A1 rs587779450 GG+ AT o] @
COL3A1 rs587779452 GG+ T 1] @
COL3A1 rs587779453 AA+ C o] @
COL3A1 rs587779454 GG+ AT 1] @
COL3AT rs587779456 GG+ A [-]-] @
COL3A1 rs587779457 GG+ AT o] @
COL3A1 rs587779458 GG+ AT 1] @
COL3AT rs587779459 GG+ A,C [-]-] @
COL3A1 rs587779460 GG+ A [-1-] @
COL3A1 rs1057518075 CC+ T 1] @
COL3AT rs1057518372 GG+ A [-]-] @
COL3A1 rs1057521106 CC+ AT 1] @
COL3AT rs1057521930 GG+ AT [-]-] @
COL3AT rs1057523593 AA+ C o] @
COL3A1 rs1060500193 GG+ A [-]-] @
COL3A1 rs1085307896 GG+ A [-]-] @
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COL3AT rs1085307964 GG+ T o] (@)
COL4A3 rs7606754 GG+ [+]+] @
COL4A3 rs10178458 CC+ AC [+]+] @
COL4A3 rs11677877 AA+ o] @
COL4A3 rs34505188 GG+ A 1] @
COL4A3 rs121912824 cC+ [-]-] (O]
COL4A3 rs121912825 CC+ G,T 1] @
COL4A3 rs121912827 GG+ AT [-1-] @
COL4A3 rs201697532 CC+ T o] @
COL4A3 rs759739044 GG+ AT 1] @
COL4A4 rs2229813 CT+ GT [+]-] O
COL4A4 rs2272205 TT+ C o] @
COL4A4 rs786205548 TT+ A 1] @
COL4AS5 rs104886096 GG+ A [-]-] @
COL4A5 rs104886142 GG+ A 1] @
COL4A6 rs769211787 AA+ C [-1-] @
COL5A1 rs12722 CC+ T o] @
COL5A1 rs7044529 CT+ T [+]-] O
COL5AT rs7874142 GG+ A [-]-] @
COL5A1 rs61735045 GG+ A [-1-] @
COL5A1 rs80338764 GG+ C [-]-] @
COL5A1 rs113452150 GG+ A [-1-] @
COL5AT rs183495554 TT+ A,C [-1-] @
COL5AT rs374020067 CC+ T [-1-] @
COL5A1 rs377138881 GG+ A [-1-] @
COL5A1 rs387906606 CC+ T 1] @
COL5A1 rs557361751 CC+ T [-]-] @
COL5AT rs564375308 CC+ T o] (@)
COL5AT rs764446683 CC+ AG,T [-]-] @
COL5A1 rs765079080 TT+ G [-]-] (O]
COL5A1 rs777625241 CC+ T 1] @
COL5AT rs794727114 GG+ C [-1-] @
COL5A1 rs863223444 TT+ A [-1-] @
COL5A1 rs863223445 GG+ A 1] @
COL5A1 rs863223448 GG+ C [-]-] @
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COL5A1 rs863223452 GG+ A o] @
COL5A1 rs863223453 GG+ AC [-]-] @
COL5A1 rs863223454 CC+ T [-]-] @
COL5A1 rs863223458 GG+ A o] @
COL5A1 rs863223466 GG+ A [-]-] @
COL5AT rs863223478 CC+ T [-]-] (O]
COL5AT rs863223483 TT+ G [-1-] €
COL5A2 rs121912930 CC+ G [-]-] @
COL5A2 rs747946828 CC+ AT o] @
COL5A2 rs762080305 GG+ A,C [-]-] @
COL5A2 rs770598613 CC+ G [-]-] @
COL5A2 rs773726323 CC+ T o] @
COL5A2 rs779153546 CC+ T [-1-] @
COL5A2 rs780495441 CC+ T o] @
COL5A2 rs863223491 CC+ T [-1-] @
COL5A2 rs863223501 CC+ T [-]-] @

MMP3 rs679620 AG- C [+]-] O
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‘ NORMAL

Over the years, the skin loses water and collagen, resulting in sagging. On the face, the cheek
tends to be the first part affected, with the skin sagging, which gives its name to the so-called
bulldog effect.

Bulldog effect

Gene RSID Genotype Minor Allele Alteration Result

B4GALT7 rs28937869 CC+ T o] @

CBS rs234706 GG+ A 1] ()

CBS rs2298758 GG+ A,C 1] (@)
COL11A1 rs2622848 CC+ C [+]+] @
COL11A1 rs3753841 GG+ A [-1-] @
COL11A1 rs398122828 CC+ T o] @
COL11A1 rs727503881 CC+ T 1] ()
COL11A2 rs2076311 AC+ A [+]-] O
COL11A2 rs2855429 CC+ C [+]+] @
COL11A2 rs121912945 CC+ G,T 1] ()
COL11A2 rs121912949 GG+ AT [-]-] @
COL11A2 rs121912952 GG+ T o] @
COL11A2 rs770888294 CC+ AT 1] ()
COL11A2 rs786205578 AA+ GT [-]-] @
COL11A2 rs797044915 CC+ A 1] (©)
COL17A1 rs805698 TT+ GT [+]+] @
COL17A1 rs1320448 GG+ G [+]+] @
COL1A1 rs2269336 CC- AC [+]+] @
COL1AT rs2586488 GG+ G [+]+] @
COL1A1 rs67507747 CC+ AGT o] @
COL1AT rs72645328 CC+ G,T 1] (©)
COL1A1 rs72645347 GG+ A o] @
COL1AT rs72645353 CC+ AT 1] ()
COL1AT rs72648320 CC+ T [-]-] (O]
COL1AT rs139955975 CC+ T o] (@)
COL1AT rs144751329 CC+ AT 1] ()
COL1AT rs193922140 CC+ [-1-] @
COL1A1 rs193922144 GG+ [-1-] @
COL1AT rs193922145 GG+ 1] ()
COL1A1 rs193922147 CC+ AG o] @
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Fu"DNA Prescriber: Health Insurance: sample
COL1A1 rs193922150 CC+ T o] @
COL1A1 rs193922152 TT+ C [-]-] @
COL1AT rs193922153 GG+ A [-1-] @
COL1A1 rs193922155 TT+ C o] @
COL1A1 rs193922157 CC+ AT [-]-] @
COL1A1 rs193922158 TT+ C [-]-] (O]
COL1A1 rs370865189 GG+ ACT [-]-] @
COL1A2 rs42524 CC+ G [-]-] @
COL1A2 rs441051 TT+ C [-1-] @
COL1A2 rs1801182 TT+ C [-]-] @
COL1A2 rs1801182 TT+ C [-]-] @
COL1A2 rs3736638 CC+ A [-1-] @
COL1A2 rs72656355 AA+ G [-]-] @
COL1A2 rs72658151 GG+ A [-1-] @
COL1A2 rs72658154 GG+ A [-]-] @
COL1A2 rs72658161 GG+ A [-]-] @
COL1A2 rs72658176 GG+ A [-1-] @
COL1A2 rs72659319 GG+ AC [-]-] @
COL1A2 rs139446305 GG+ A o] @
COL1A2 rs193922159 CC+ AG [-1-] @
COL1A2 rs193922162 GG+ A [-]-] @
COL1A2 rs193922165 GG+ A [-1-] @
COL1A2 rs193922168 GG+ C [-]-] @
COL1A2 rs193922173 GG+ A [-]-] @
COL1A2 rs768171831 CC+ T o] @
COL1A2 rs786205587 GG+ A [-]-] @
COL1A2 rs794727470 GG+ C [-]-] (O]
COL1A2 rs794727669 GG+ T o] @
COL1A2 rs797044949 GG+ T [-]-] @

COL27A1 rs946053 GT+ G [+]-] O
COL27A1 rs1249719 GG+ A [-]-] @
COL27A1 rs7868992 AA+ A [+]+] @
COL27A1 rs140950220 GG+ C [-1-] @
COL2A1 rs121912866 GG+ A [-]-] @
COL2AT rs121912870 CC+ T [-1-] @
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Fu"DNA Prescriber: Health Insurance: sample

COL2A1 rs121912874 GG+ A o] @
COL2A1 rs121912877 CC+ T 1] @
COL2AT rs121912880 CC+ AT [-1-] @
COL2A1 rs121912882 GG+ A o] @
COL2A1 rs121912884 GG+ A [-]-] @
COL2A1 rs121912885 GG+ AT o] @
COL2A1 rs121912886 GG+ AT 1] @
COL2A1 rs727503882 CC+ GT [-]-] @
COL2A1 rs748459670 GG+ AC o] @
COL2A1 rs786205477 CC+ A [-]-] @
COL2A1 rs794727202 CC+ T [-]-] @
COL2A1 rs794727261 GG+ T o] @
COL2A1 rs794727377 TT+ G 1] @
COL2A1 rs794727438 CC+ A o] @
COL2A1 rs794727462 CC+ T 1] @
COL2A1 rs794727472 CC+ AT [-]-] @
COL2A1 rs794727533 GG+ AT o] @
COL2A1 rs794727546 CC+ G 1] @
COL2AT rs794727596 CC+ A [-1-] @
COL2A1 rs794727607 GG+ A o] @
COL2A1 rs794727684 CC+ T 1] @
COL2A1 rs869312907 CC+ T o] @
COL3A1 rs1800255 AG+ A [+]-] @,
COL3AT rs1800255 AG+ A [+]-] O
COL3A1 rs111505097 GG+ AT o] (€
COL3A1 rs111929073 GG+ ACT 1] @
COL3AT rs112371422 CC+ GT [-]-] (O]
COL3A1 rs112456072 GG+ A [-1-] @
COL3A1 rs113485686 GG+ A [-]-] @
COL3A1 rs113871730 GG+ A o] @
COL3A1 rs121912913 GG+ AT 1] @
COL3AT rs121912914 GG+ AT [-]-] @
COL3A1 rs121912915 GG+ T o] @
COL3A1 rs121912916 GG+ A [-]-] @
COL3AT rs121912917 GG+ AT [-]-] @
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Fu"DNA Prescriber: Health Insurance: sample

COL3A1 rs121912918 GG+ AT o] @
COL3A1 rs121912919 GG+ A [-]-] @
COL3AT rs121912920 GG+ A [-1-] @
COL3A1 rs121912921 GG+ A o] @
COL3A1 rs121912922 GG+ AT 1] @
COL3A1 rs121912923 GG+ ACT o] @
COL3A1 rs121912924 GG+ A [-]-] @
COL3AT rs121912925 GG+ AT [-1-] @
COL3A1 rs121912926 GG+ ACT o] @
COL3A1 rs121912927 GG+ AT 1] @
COL3AT rs121912928 GG+ A [-1-] @
COL3A1 rs193922176 GG+ C [-1-] @
COL3A1 rs267599120 GG+ AC [-]-] @
COL3A1 rs387906557 GG+ C [-]-] (O]
COL3A1 rs397509369 GG+ A [-]-] @
COL3AT rs397509370 GG+ AT [-1-] @
COL3AT rs397509371 GG+ T o] (@)
COL3A1 rs397509372 GG+ AT 1] @
COL3A1 rs397509373 GG+ [-]-] @
COL3A1 rs397509375 TT+ AC o] @
COL3A1 rs397509376 GG+ AT 1] @
COL3A1 rs553203474 GG+ A [-]-] @
COL3A1 rs587779416 GG+ T 1] @
COL3AT rs587779417 GG+ A [-]-] @
COL3A1 rs587779418 GG+ A [-1-] @
COL3A1 rs587779419 GG+ A [-]-] @
COL3AT rs587779420 GG+ A,C [-]-] (O]
COL3A1 rs587779421 GG+ A [-1-] @
COL3A1 rs587779422 GG+ A [-]-] @
COL3A1 rs587779423 TT+ A,C [-]-] @
COL3A1 rs587779424 GG+ A 1] @
COL3AT rs587779426 TT+ A,C [-1-] @
COL3A1 rs587779427 GG+ T o] @
COL3A1 rs587779428 GG+ T 1] @
COL3AT rs587779429 TT+ C [-1-] @
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COL3A1 rs587779431 GG+ AT o] @
COL3A1 rs587779432 GG+ A [-]-] @
COL3A1 rs587779433 GG+ A,C [-]-] (O]
COL3A1 rs587779434 GG+ A o] @
COL3A1 rs587779435 GG+ AC [-]-] @
COL3A1 rs587779436 GG+ C [-1-] @
COL3A1 rs587779437 GG+ A [-]-] @
COL3AT rs587779438 GG+ A [-]-] @
COL3A1 rs587779439 GG+ A o] @
COL3A1 rs587779440 GG+ AT 1] @
COL3AT rs587779441 GG+ AC [-1-] @
COL3A1 rs587779442 GG+ C [-1-] @
COL3A1 rs587779443 GG+ AT 1] @
COL3A1 rs587779444 GG+ ACT o] @
COL3A1 rs587779445 GG+ T 1] @
COL3AT rs587779446 GG+ A [-]-] @
COL3A1 rs587779447 GG+ A o] @
COL3A1 rs587779448 GG+ A 1] @
COL3A1 rs587779449 GG+ A,C [-]-] @
COL3A1 rs587779450 GG+ AT o] @
COL3A1 rs587779452 GG+ T 1] @
COL3A1 rs587779453 AA+ C o] @
COL3A1 rs587779454 GG+ AT 1] @
COL3AT rs587779456 GG+ A [-]-] @
COL3A1 rs587779457 GG+ AT o] @
COL3A1 rs587779458 GG+ AT 1] @
COL3AT rs587779459 GG+ A,C [-]-] @
COL3A1 rs587779460 GG+ A [-1-] @
COL3A1 rs1057518075 CC+ T 1] @
COL3AT rs1057518372 GG+ A [-]-] (O]
COL3A1 rs1057521106 CC+ AT 1] @
COL3AT rs1057521930 GG+ AT [-]-] @
COL3AT rs1057523593 AA+ C o] @
COL3A1 rs1060500193 GG+ A [-]-] @
COL3A1 rs1085307896 GG+ A [-]-] (©)
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COL3AT rs1085307964 GG+ T o] (@)
COL4A3 rs7606754 GG+ [+]+] @
COL4A3 rs10178458 CC+ AC [+]+] @
COL4A3 rs11677877 AA+ o] @
COL4A3 rs34505188 GG+ A 1] @
COL4A3 rs121912824 cC+ [-]-] @
COL4A3 rs121912825 CC+ G,T 1] @
COL4A3 rs121912827 GG+ AT [-1-] @
COL4A3 rs201697532 CC+ T o] @
COL4A3 rs759739044 GG+ AT 1] @
COL4A4 rs2229813 CT+ GT [+]-] O
COL4A4 rs2272205 TT+ C o] @
COL4A4 rs786205548 TT+ A 1] @
COL4AS5 rs104886096 GG+ A [-]-] @
COL4A5 rs104886142 GG+ A 1] @
COL4A6 rs769211787 AA+ C [-1-] @
COL5A1 rs12722 CC+ T o] @
COL5A1 rs7044529 CT+ T [+]-] O
COL5AT rs7874142 GG+ A [-]-] (O]
COL5A1 rs61735045 GG+ A [-1-] @
COL5A1 rs80338764 GG+ C [-]-] @
COL5A1 rs113452150 GG+ A [-1-] @
COL5AT rs183495554 TT+ A,C [-1-] @
COL5AT rs374020067 CC+ T [-1-] @
COL5A1 rs377138881 GG+ A [-1-] @
COL5A1 rs387906606 CC+ T 1] @
COL5A1 rs557361751 CC+ T [-]-] @
COL5AT rs564375308 CC+ T o] @)
COL5AT rs764446683 CC+ AG,T [-]-] @
COL5A1 rs765079080 TT+ G [-]-] @
COL5A1 rs777625241 CC+ T 1] @
COL5AT rs794727114 GG+ C [-1-] @
COL5A1 rs863223444 TT+ A [-1-] @
COL5A1 rs863223445 GG+ A 1] @
COL5A1 rs863223448 GG+ C [-]-] (O]
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COL5A1 rs863223452 GG+ A o] @
COL5AT rs863223453 GG+ AC [-1-] @
COL5AT rs863223454 CC+ T [-]-] (O]
COL5A1 rs863223458 GG+ A o] @
COL5AT rs863223466 GG+ A [-1-] @
COL5AT rs863223478 CC+ T [-]-] @
COL5A1 rs863223483 TT+ G o]l @
COL5A2 rs121912930 CC+ G [-]-] @
COL5A2 rs747946828 CC+ AT o] @
COL5A2 rs762080305 GG+ AC [-]-] @
COL5A2 rs770598613 CC+ G [-1-] (O]
COL5A2 rs773726323 CC+ T o] @
COL5A2 rs779153546 CC+ T o]l @
COL5A2 rs780495441 CC+ T o] @
COL5A2 rs863223491 CC+ T o]l @
COL5A2 rs863223501 CC+ T [-]-] @

Simple Bullous Epidermolysis @ norua

A disease of the hereditary epidermolysis bullosa (HEB) group, characterized by skin fragility,
resulting in intra-epidermal blisters and erosions that occur spontaneously or after physical

trauma.
Gene RSID Genotype Minor Allele Alteration Result
KRT5 rs11170164 GG- T [-1-] @
Sleep
Fragmented sleep @ norua

Fragmented sleep are brief awakenings that can occur during the night's sleep that end up
reducing deep sleep and sleep efficiency.

Gene RSID Genotype Minor Allele Alteration Result
FABP7 rs2279381 GG- T o] @

Special features
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Superior Reflexes (Best in Red) () UNDEFINED

Reaction time significantly faster than average.

Hyperflexibility (O unpEFNED

Exceptional flexibility and range of joint movement.

Increased Bone Density () UNDEFINED

Bones that are denser and stronger than normal, reducing the risk of fractures.

Superior Oxygen Utilization () unDEFINED

More efficient use of oxygen by the body, beneficial for endurance.

Exceptional Balance () UNDEFINED

Remarkable ability to maintain control of body position when moving or remaining still.

Enhanced Muscle Repair () UNDEFINED

Muscles recover and regenerate faster after exertion or injury.

Superhuman Stamina () UNDEFINED

Ability to sustain prolonged physical or mental effort with minimal fatigue.

Extraordinary Flexibility () UNDEFINED

Significantly greater than average range of motion in joints, muscles and ligaments.

Increased Lactate Threshold () unDEFINED

Ability to exercise at an intense pace without lactate accumulation causing fatigue.
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Superhuman Balance () unDEFINED

Ability to recover quickly from balance disturbances or remain stable in challenging positions.

Superior Lung Capacity () unDEFINED

Greater volume of air inhaled and used for oxygen exchange

Enhanced Recovery () UNDEFINED

Rapid return to baseline health after illness or physical exertion.

Extraordinary Leap () uNDEFINED

Ability to jump significantly higher or farther than average.

Enhanced Sprint Capability () UNDEFINED

Running at high speeds for short distances due to powerful leg muscles.

High Pain Tolerance () UNDEFINED

Ability to withstand high levels of pain without hindrance.

Superior Hand-Eye Coordination () UNDEFINED

Exceptionally accurate hand-eye coordination beneficial in precision and combat sports.

Superdense Muscles () unDEFINED

Muscles with greater density and power, contributing to overall strength.

Sports




Sample

w Name: Sample
Age: Gender: M Report Date: 15/05/2025
Fu"DNA Prescriber: Health Insurance:
Rug by ‘ HIGH
Rugby
Gene RSID Genotype Minor Allele Alteration Result
COL5A1 rs12722 CC+ T [+]+] @
Endurance ‘HIGH
Resistance
Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] @
ADRB3 rs4994 CT- G [+]-] @
NR1H3 rs7120118 TT+ C [+]+] @
PPARA rs4253778 GG+ CT [+]+] @
Boxing ‘ HIGH
Boxing
Gene RSID Genotype Minor Allele Alteration Result
HTR1B rs11568817 GT- C [+]-] @,
HTR2C rs3813929 CC+ GT [-1-] @
NR3C2 rs2070951 GG- [+]+] @
OPRM1 rs1799971 AG+ G [+]-] @,
SLC6A2 rs2242446 TT+ T [+]+] @
SLC6A3 rs6347 AA- C [-1-] @
TPH2 rs7305115 GG+ CGT [+]+] @
Triple jump @ ic+
Athletes with the best performance in Triple Jump.
Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] @
COL5AT rs12722 CC+ T [+]+] @
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‘ HIGH

Elite athletes

Elite athletes

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] @,
ADRB3 rs4994 CT- G [+]-] @
HTR1B rs11568817 GT- C [+]-] O
NOS3 rs2070744 TT+ T [+]+] @
SLC6A2 rs2242446 TT+ T [+]+] @
SLC6A3 rs6347 AA- C o] @
UCP3 rs1800849 CT- AT [+]-] @
VEGFA rs2010963 CG+ [+]-] @
Snowboard .HIGH
Snowboard
Gene RSID Genotype Minor Allele Alteration Result
DRD3 rs167771 GG+ AT 1] (©)
DRD4 rs1800955 CC+ C,G [+]+] @
PPARD rs2267668 AA+ AC o] @
Surf ‘ HIGH
Surf
Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 AG- T [+]-] @)
DRD3 rs167771 GG+ AT o] @
DRD4 rs1800955 CC+ C,G [+]+] @
Marathon ‘HIGH
Marathon
Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 AG- T [+]-] O
COMT rs4680 AG+ A [+]-] O
HTR1A rs6295 CC- G [+]+] @
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Tennis ’ HIGH

Tennis is a racket sport that can be played individually against a single opponent or between two
teams of two players each. Each player uses a tennis racket that is strung with cord to strike a
hollow rubber ball covered with felt over or around a net and into the opponent's court.

Gene RSID Genotype Minor Allele Alteration Result
ACE rs4343 GG+ A o] @
HIF1A rs11549465 CC+ T [+]+] @
NOS3 rs1799983 GG+ T [+]+] @
NOS3 rs2070744 TT+ T [+]+] @
VEGFA rs2010963 CG+ G [+]-] @
Ski . HIGH
Snow ski
Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 AG- T [+]-] O
DRD3 rs167771 GG+ AT 1] ()
DRD4 rs1800955 CC+ C,G [+]+] @
HIF1A rs11549465 CC+ T [+]+] @
PPARD rs2267668 AA+ AC [-]-] @
Swimming .HIGH
Swimming
Gene RSID Genotype Minor Allele Alteration Result
COMT rs4680 AG+ A [+]-] O
NOS3 rs1799983 GG+ T [-]-] @
NOS3 rs2070744 TT+ T [+]+] @
STMN1 rs182455 CC- G,T 1] ()
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Combat ‘ HIGH
Combat Sports
Gene RSID Genotype Minor Allele Alteration Result
GABPBT1 rs7181866 AA+ G o] @
HTR1B rs11568817 GT- C [+]-] O
SLC6A2 rs2242446 TT+ T [+]+] @
SLC6A3 rs6347 AA- C o] @
Long Distance Swimmers ’HIGH

Our results demonstrate that the T allele and the GT haplotype of the -786T / C and G894T
polymorphisms can be beneficial to long-distance swimmers.

Gene RSID Genotype Minor Allele Alteration Result
COMT rs4680 AG+ A [+]-] @)
IL-6 rs1800795 GG+ G [-1-] @
NOS3 rs1799983 GG+ T o] ()
NOS3 rs2070744 TT+ T [+]+] @
Power Athletes ‘ HIGH

Nine genetic polymorphisms were identified in the meta-analyses as having a significant
association with the status of being a power athlete.

Gene RSID Genotype Minor Allele Alteration Result
ACE rs4363 GG+ A [+]+] @
ACTN3 rs1815739 CT+ T [+]-] @
AGT rs699 CT- G [+]-] @
IL-6 rs1800795 GG+ G [+]+] @
NOS3 rs1799983 GG+ T o] (@)
NOS3 rs2070744 TT+ T [-1-] O
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Cycling @ e+
Cycling

Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 AG- T [+]-] O
COMT rs4680 AG+ A [+]-] O
HFE rs1799945 CC+ G [-1-] @
HTR1A rs6295 CC- G [+]+] @
RYR2 rs2819742 GG+ GT [-1-] @

: . MEDIUM-

Improved Heart Rate with Training HIGH

Individuals with the AG and GG alleles of the rs2253206 polymorphism showed a 20% positive
change when they underwent a 20-week resistance training program.

Gene RSID Genotype Minor Allele Alteration Result
CREB1 rs2253206 GG+ G [+]+] o
. . . . MEDIUM-
Greater resplratory gains with exercise HIGH

After 8 weeks of training, individuals with the CG and GG genotype of the rs1800795 polymorph,
showed greater gains in their VO2makx.

Gene RSID Genotype Minor Allele Alteration Result

IL-6 rs1800795 GG+ G [+]+] O
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MEDIUM-
Football (Soccer) HIGH

The C allele in PPARA rs4253778 was associated with soccer and the G allele PPARA rs4253778 was
associated with elite endurance athlete status. Other polymorphisms were also found and are part
of this analysis. Currently, there is a strong association between the homozygous R allele of ACTN3
and strength/potency athletic phenotypes. In addition, there is also evidence that a higher
proportion of slow-twitch muscle fibers is related to the X allele genotype and elite resistance
status. In one survey, Brazilian soccer players with the RR genotype performed significantly better
in short distance and jumping tests compared to athletes with the RX and XX genotypes.

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] @
ACVR1B rs2854464 AA+ C,G [+]+] @)
AGT rs699 CT- G [+]-] O
AMPD1 rs17602729 CC- A [+]+] @
ANKK1 rs1800497 CT- A [+]-] @)
AR rs137852591 CC+ G [-1-] @
BDNF rs6265 AG- T [+]-] @
BDNF rs11030104 AG+ G [+]-] O
CABLES1 rs11082304 GT+ CT [+]-] @
CACNA1C rs1006737 GG+ A [-1-] @
CD79B rs2070776 TT- GT [-]-] @
CLOCK rs1801260 TT- G 1] O
COMT rs4680 AG+ A [+]-] O
DBH rs1611115 TT+ C [+]+] @
DNAH5 rs17278234 TT+ C 1] ()
DRD2 rs1076560 AC+ A [+]-] O
DRD4 rs1800955 CC+ C,G [+]+] @,
ESR1 rs2179922 GG+ G,T 1] ()
FAAH rs324420 CC+ A o] @
HIF1A rs11549465 CC+ T 1] ()
HTR2A rs6314 CC- A 1] ()
IHH rs142036701 CC- A [+]+] O
IL-6 rs1800795 GG+ G [+]+] O
INTERGENIC rs12199332 GG+ A [-1-] @
MAOA rs6323 GG+ T [+]+] @
MAOA rs909525 GG- T [+]+] @,
MAOA rs1137070 TT+ C [-]-] @
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MSTN rs1805086 AA- C [+]+] @
MTHFR rs1801131 CC- G [+]+] @
NOS3 rs1799983 GG+ T [-]-] @
NOS3 rs2070744 TT+ T [+]+] @
NRG1 rs6994992 CT+ AT [+]-] O
OXTR rs237885 TT+ o] @
PCSK6 rs7182874 TT+ C 1] O
PDSS?2 rs13202332 GG+ T [-]-] (O]
PPARA rs4253778 GG+ CT o] @
SERPINA1 rs28929474 GG- T 1] ()
SLC6A2 rs3785143 CC+ T [-1-] @
SLC6A3 rs27048 CT+ AGT [+]-] @
SLC6A3 rs27072 CT+ AT [+]-] @
SLC6A3 rs2617605 AA- C o] @
SNAP25 rs362584 AG+ A [+]-] @
TRIM4 rs17277546 GG+ A [-]-] @
ZNF285B rs644148 GT+ T [+]-] O
Wakeboard s
Wakeboard

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] @)
ACVR1B rs2854464 AA+ C,G [+]+] @,
AGT rs699 CT- G [+]-] O
DRD3 rs167771 GG+ AT o] @
DRD4 rs1800955 CC+ C,G [+]+] @
HIF1A rs11549465 CC+ T [-]-] @
IL-6 rs1800795 GG+ G [+]+] @,
MSTN rs1805086 AA- C 1] ()
NOS3 rs1799983 GG+ T [-]-] (©)
NOS3 rs2070744 TT+ T [+]+] O
PPARA rs4253778 GG+ CT 1] ()
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Windsurfing E,AIEGDJUM'
Windsurfing

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] O
ACVR1B rs2854464 AA+ C,G [+]+] @)
AGT rs699 CT- G [+]-] O
BDNF rs6265 AG- T [+]-] O
DRD3 rs167771 GG+ AT [-]-] @
DRD4 rs1800955 CC+ C,G [+]+] @
HIF1A rs11549465 CC+ T 1] ()
IL-6 rs1800795 GG+ G [+]+] O
MSTN rs1805086 AA- C o] @
NOS3 rs1799983 GG+ T 1] ()
NOS3 rs2070744 TT+ T [+]+] O
PPARA rs4253778 GG+ CT 1] ()

Runner with more Speed than Endurance LAIIEGDI-{UM_

Orange or red result indicates having more speed than endurance. If shown in green, it indicates
greater resistance than speed.

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] @)
MEDIUM-
Race 5,000/10,000 HIGH
Athletes with the best performance in 5,000 and 10,000 meter races
Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] @)
MEDIUM-
Dance HIGH

People who dance easily

Gene RSID Genotype Minor Allele Alteration Result

HTR2A rs6313 CT- A [+]-] @,




w Name: Sample
Age:

Gender: M

Fu"DNA Prescriber:

Health Insurance:

Report Date: 15/05/2025 H “HH “ H H“ ‘H

Sample

. MEDIUM-
Risk Sports HIGH
People who perform better in high-risk sports.

Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 T [+]-] O




Name: Sample

w Age:

Gender: M

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Fu"DNA Prescriber: Health Insurance: sample
Basketball o
Best basketball performance

Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] O
AGT rs699 CT- G [+]-] @,
AMPD1 rs17602729 CC- A [+]+] @
AR rs137852591 CC+ G [-]-] @
CABLES1 rs11082304 GT+ CT [+]-] @
CACNA1C rs1006737 GG+ A o] @
CD79B rs2070776 TT- G,T 1] @
COMT rs4680 AG+ A [+]-] O
DNAH5 rs17278234 TT+ C o] @
DRD2 rs1076560 AC+ A [+]-] O
ESR1 rs2179922 GG+ GT o] @
FAAH rs324420 CC+ A 1] @
HIF1A rs11549465 CC+ T [+]+] @
IHH rs142036701 CC- A [+]+] @,
IL-6 rs1800795 GG+ G [+]+] @
INTERGENIC rs12199332 GG+ A [-1-] @
NOS3 rs1799983 GG+ T o] @
NOS3 rs2070744 TT+ T [+]+] O
NRG1 rs6994992 CT+ AT [+]-] O
PCSK6 rs7182874 TT+ C 1] O
PPARA rs4253778 GG+ CT [-]-] @
SERPINAT rs28929474 GG- T o] @
SLC6A3 rs2617605 AA- 1] @
TRIM4 rs17277546 GG+ A [-1-] @
VDR rs1544410 AG- CT [+]-] @
ZNF285B rs644148 GT+ T [+]-] O




cao

Name: Sample

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Fu"DNA Prescriber: Health Insurance: sample
VoIIey QMEDIUM
Volleyball
Gene RSID Genotype Minor Allele Alteration Result
ACE rs4341 GG+ C [+]+] O
ACTN3 rs1815739 CT+ T [+]-] @
ADRB'1 rs1801253 CC+ C [-1-] @
ADRB2 rs1042713 GG+ A o] @
ADRB2 rs1800888 CC+ T 1] @
ADRB3 rs4994 CT- G [+]-] @,
AGTR2 rs35474657 CC- A 1] @
AGTR2 rs121917810 GG+ T [-]-] @
AMPD1 rs17602729 CC- A [+]+] @
ANKK1 rs1800497 CT- A [+]-] O
APOE rs11083750 CC+ AGT [-1-] @
AR rs137852591 CC+ G [-1-] @
BDNF rs6265 AG- T [+]-] @
BDNF rs11030104 AG+ G [+]-] O
CABLES1 rs11082304 GT+ CT [+]-] @
CACNA1C rs1006737 GG+ A [-]-] @
CD79B rs2070776 TT- GT o] @
CDCA3 rs5443 CC+ T 1] @
CLOCK rs1801260 TT- G [-1-] O
CLSTN2 rs17411949 CC+ T o] @
COL5A1 rs12722 CC+ T [+]+] @
CRP rs1205 CT+ T [+]-] @
DBH rs1611115 TT+ C 1] @
DNAH5 rs17278234 TT+ C [-]-] @
DRD2 rs1076560 AC+ A [+]-] O
DRD4 rs1800955 CC+ C,G [+]+] @,
ESR1 rs2179922 GG+ GT [-1-] @
GABPBT1 rs7181866 AA+ G o] @
GNB3 rs140263599 CC+ T 1] @
HFE rs1799945 CC+ G [-1-] @
HFE rs1800562 GG+ A 1] @




cao

FullDNA

HFE
HIF1A
HIF1A
HTR2A

IHH

INTERGENIC

KCNJ11
MTHFR
NOS3
NRG1
PPARA
PPARA
PPARD
PPARD
SERPINA1
SLC2A4
SLC6A2
SLC6A3
SLC6A3
SLC6A3
SOD2
SOD2
SPOCK1
TPK1
TRIM4
UCP2
VDR
VEGFA

VEGFA
VEGFR2
ZNF285B

Name: Sample

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Prescriber: Health Insurance: Sample

rs1800730 AA+ T o] (@)
rs11549465 CC+ T 1] @
rs11549467 GG+ A [-1-] @
rs6314 CC- A o] @
rs142036701 CC- A [+]+] O
rs12199332 GG+ A o] @
rs5219 TT+ T [-]-] @
rs1801131 CC- G [+]+] @
rs1799983 GG+ T o] @
rs6994992 CT+ AT [+]-] O
rs1800206 CC+ G [-1-] @
rs4253778 GG+ CT [+]+] @
rs2016520 AA- T 1] @
rs2267668 AA+ AC [+]+] @
rs28929474 GG- T 1] @
rs121434581 GG+ A,C [-]-] @
rs3785143 CC+ T o] @
rs27048 CT+ AG,T [+]-] @
rs27072 CT+ AT [+]-] @
rs2617605 AA- C o] @
rs4880 CT- G [+]-] @
rs4516970 GG+ A o] (@)
rs17170899 CC+ T [-]-] @
rs371271054 TT+ C [-1-] @
rs17277546 GG+ A o] @
rs660339 cC- T [+]+] @)
rs1544410 AG- CT [+]-] @
rs3024994 CC+ T o] @
rs3025039 CC+ T [-]-] @
rs1870377 TT+ A o] @
rs644148 GT+ T [+]-] O




w Name: Sample
Age:

Gender: M

Fu"DNA Prescriber:

Health Insurance:

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Sample

Skydiving (O meprum
Best performance in skydiving
Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 AG- T [+]-] O
STMNT rs182455 CC- GT [-1-] @
Paragliding (O mepium
Paragliding
Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 AG- T [+]-] O
STMNT rs182455 CC- GT [-1-] @
Weightlifting (O mepium
Weightlifting
Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 AG- T [+]-] @,
COMT rs4680 AG+ A [+]-] O
STMN1 rs182455 CC- G,T [-1-] (@)
Cross Country QMEDIUM
Cross Country
Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 AG- T [+]-] @,
COMT rs4680 AG+ A [+]-] O
STMN1 rs182455 CC- GT [-1-] @
Baseball (O meprum
Best performance in Baseball
Gene RSID Genotype Minor Allele Alteration Result
COMT rs4680 AG+ A [+]-] O




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample
Football (American) QMEDIUM
Best performance in Football (American Football)

Gene RSID Genotype Minor Allele Alteration Result
COMT rs4680 AG+ A [+]-] O
Climbing () mebwm
Better climbing performance.
Gene RSID Genotype Minor Allele Alteration Result
BDNF rs6265 AG- T [+]-] @)
MSTN rs1805086 AA- C o] @
STMN1 rs182455 CC- G,T 1] ()
MMA Q MEDIUM
MMA combat
Gene RSID Genotype Minor Allele Alteration Result
ACTN3 rs1815739 CT+ T [+]-] O
GABPB1 rs7181866 AA+ G 1] ()
HTR1B rs11568817 GT- C [+]-] @,
NOS3 rs2070744 TT+ T o] @
OPRM1 rs1799971 AG+ G [+]-] @
PPARGC1A rs8192678 GG- T o] @
SLC6A2 rs2242446 TT+ T 1] O
SLC6A3 rs6347 AA- C 1] ()
Greater Benefit of Aerobic Exercise for Vascular Q MEDIUM
Function

Genetics are associated with greater benefits of aerobic exercise for improving vascular function.
Results in orange or red indicate greater benefit from aerobic exercise. But always talk to your
doctor first.

Gene RSID Genotype Minor Allele Alteration Result

EDN1 rs5370 GT+ T [+]-] O




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample
Triathlon Q MEDIUM
Triathlon

Gene RSID Genotype Minor Allele Alteration Result

COMT rs4680 AG+ A [+]-] O

STMNT rs182455 CC- GT [-1-] @
Runner with more endurance than speed ‘ NORMAL

Result in orange or red indicates having greater endurance than speed in sports. If shown in green
indicates less resistance and greater speed.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T [+]-] @
100/200/400m race @ noruac
Best performance in 100, 200 and 400 meter races

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T [+]-] @
Hockey ’ NORMAL
Hockey

Gene RSID Genotype Minor Allele Alteration Result

PPARA rs4253778 GG+ CT [-1-] @
Mountain Bike ‘NORMAL

Mountain Bike

Gene RSID Genotype Minor Allele Alteration Result

STMNT rs182455 CC- GT [-1-] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Judo ‘ NORMAL

Judo, smooth path, or path of softness, is a Japanese martial art, practiced as a combat sport and
founded by Jigoro Kano in 1882. Its main goals are to strengthen the physique, mind and spirit in
an integrated way, in addition to developing self-defense techniques.

Gene RSID Genotype Minor Allele Alteration Result

ACTN3 rs1815739 CT+ T .3 @)

MSTN rs1805086 AA- C [-T-] ()
Trend to Exercise During Leisure @ ow

The individual with this mutation is more likely to exercise during leisure time. They are usually
practitioners of exercise and sports.

Gene RSID Genotype Minor Allele Alteration Result
MC4R rs17782313 CT+ C [+]-] @
Elbow flexion contracture Q UNDEFINED

Limitation of elbow movements due to contracture of the anterior joint capsule.

Knee flexion contracture () UNDEFINED

Limitation of knee movement.

Tendon strength () unpEFINED

Strength in the tendon, formed by connective tissue, thanks to which the muscles are inserted
into the Skeletal System (bones) or other organs

Running Performance () UNDEFINED

Best running performance

Ironman QUNDEFINED

Ironman




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: Sample
Rowing Q UNDEFINED
Rowing
Worst Motor Speed After Injury () unDEFINED
Athletes with the C / C allele in the rs74174284 polymorphism showed worse motor speed after
injury.

Muscle Damage in Low Hill Diets () unDEFINED

Individuals who can develop muscle damage when fed a low-choline diet. Research indicates
several polymorphisms of the SLC44A1 gene associated with muscle damage related to low
choline.

Lung Capacity () unpEFINED

The total volume of air that fits in the respiratory system is the total lung capacity and corresponds,
in an adult, to divided or less 6.5 liters and in a child about 2 liters.

Cricket Q UNDEFINED

Cricket is a bat-and-ball game played between two teams of eleven players each on a field at the
centre of which is a 22-yard pitch with a wicket at each end, each comprising two bails balanced on
three stumps.

Urinary system

Progression to renal failure in IgA nephropathy 'L,/'IEGDFI,UM'

IgA nephropathy (IgA) is considered one of the most frequent forms of primary glomerulopathy in
adults, with wide variations in its geographic distribution. It is defined histologically by
immunofluorescence microscopy, which shows the dominant or co-dominant presence of
immunoglobulin A deposits in the glomerular mesangium. The most frequent form of clinical
presentation is macroscopic hematuria after episodes of infection, although it may present with
asymptomatic hematuria and proteinuria, and less frequently with arterial hypertension, nephrotic
syndrome and renal failure. The clinical course is extremely variable, being mostly benign,
although end-stage renal failure can develop slowly in 20 to 30% in 10 to 20 years.

Gene RSID Genotype Minor Allele Alteration Result

AGT rs699 CT- G [+]-] @,




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Renal dysplasia () mepum

Dysplasia is the abnormal development of bodily organs or tissues. Renal dysplasia is a structural
disorganization of the renal parenchyma during embryogenesis. While in the uterus, problems can
occur during kidney formation, resulting in a multicystic dysplastic kidney (renal dysplasia).

Gene RSID Genotype Minor Allele Alteration Result
ACE rs4309 CC+ T o] @
ACE rs4362 TT+ C [-1-] @
AGT rs699 CT- G [+]-] O
AGT rs4762 CC- A o] @

AGTR1 rs5186 AA+ C [-1-] @

Vision (Ophthalmology)

Retinitis Pigmentosa Q MEDIUM
An eye disease in which the back wall of the eye (retina) is damaged.
Gene RSID Genotype Minor Allele Alteration Result
ABCA4 rs1762111 TT- G [-1-] @
BEST1 rs1109748 AA+ A [+]+] O
RP1 rs446227 GG+ A [-1-] @
SLC7A14 rs2276717 GG- T o] @
Retinal detachment ‘ NORMAL

An emergency that occurs when part of the eye (retina) detaches from the supporting tissue.

Gene RSID Genotype Minor Allele Alteration Result
COL2A1 rs121912893 CC- AT [-1-] @
LDB2 rs955943 GG- T o] @
Stargardt's Disease @ norua

It is the most common form of congenital juvenile macular degeneration. The progressive loss of
vision associated with Stargardt disease is caused by the death of photoreceptor cells in the central
portion of the retina called the macula (or macula lutea).

Gene RSID Genotype Minor Allele Alteration Result
ABCA4 rs1762111 TT- G @

[-1-]
ELOVL4 rs3812153 AA- C o] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Corneal Keratometry () unDEFINED

Corneal surface curvature, determining the degree of curvature of the center of the cornea.

Fuchs Dystrophy () unpEFINED

Fuchs' dystrophy, also known as Fuchs' endothelial dystrophy, is a slowly progressive corneal
disease that usually affects both eyes and is slightly more common in women.

Glaucoma (open angle) () UNDEFINED

Open Angle Glaucoma is a type of glaucoma whose main cause is increased intraocular pressure.

Hyperopia QUNDEFINED

Hyperopia, difficulty in seeing up close, occurs when the image forms behind the retina.

Early hyperopia () uNDEFINED

Vision problem where nearby objects are blurry.

Ocular Hypertension - without cupping the optic nerve (O unoernep

Ocular hypertension is an intraocular pressure greater than normal in the absence of optic nerve
damage or visual field loss.

Diabetic retinopathy () UNDEFINED

Diabetic retinopathy (DR) is a disease that affects the small vessels of the retina, the region of the
eye responsible for forming the images sent to the brain.

Vitamins




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

. . MEDIUM-
Vitamin B2 HIGH

This vitamin can be found in foods such as whole grains, milk, yogurt, soy, egg and wheat germ,
and its deficiency can cause various symptoms in the body.

Gene RSID Genotype Minor Allele Alteration Result
ETFDH rs121964954 GG+ A [-]-] @
FMO3 rs909530 CC+ T o] (@)
FMO3 rs1736557 AG+ A [+]-] O
FMO3 rs2266780 AA+ G [-1-] @
FMO3 rs2266782 AG+ A [+]-] O
FMO3 rs61753344 GG+ T 1] @
MTHFR rs1476413 AA- GT [+]+] @
MTHFR rs1801133 CC- A 1] @
SLC52A2 rs375088539 CC+ [-]-] @
SLC52A2 rs782345472 CC+ T o] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

. . MEDIUM-
Vitamin B6 HIGH

Pyridoxine promotes cell respiration and helps in protein metabolism, in addition to helping to
reduce fluid retention. Indication in orange or red indicates greater need.

Gene RSID Genotype Minor Allele Alteration Result
ABCA1 rs1883025 GG- T [-]-] @
ABCB1 rs2032583 TT- G [+]+] @,
ABCB1 rs2235015 GG- AT [+]+] @,
ABCB'1 rs2235040 GG- AGT [+]+] O
ABCB1 rs2235067 GG- T [+]+] O
ABCB1 rs3213619 CT- G [+]-] @
ABCB1 rs4148739 AA- C [+]+] @)
ABCB1 rs10248420 AA+ G,T [+]+] O
ABCB1 rs11983225 TT+ C [+]+] @)
ADA rs73598374 GG- AGT o] @
ADORA2A rs5751876 TT+ C [+]+] @,
ALPL rs1256335 TT- G [-]-] (O]
ALPL rs1697421 GG- T o] @
ARMS?2 rs10490924 GG+ T 1] ()
BDNF rs6265 AG- T [+]-] @
C2 rs547154 AC- T [+]-] @
C2 rs9332739 GG+ A,C [-]-] @
C3 rs2230199 CC- CT o] (@)
CBS rs2851391 CC+ C 1] ()
CBS rs5742905 TT- G [-1-] @
CBS rs28934891 GG- T o] @
CBS rs121964972 CC- A 1] ()
CETP rs5880 GG+ C [-1-] @
CETP rs5882 AG+ A [+]-] @
CETP rs708272 CT- A [+]-] @)
CETP rs1864163 GG+ A o] @
CETP rs2303790 AA+ G 1] ()
CFB rs4151667 TT+ A [-]-] @
CFH rs800292 CC- A [+]+] O
CFH rs1061147 AC+ C [+]-] @




w Name: Sample
Age:

Gender: M

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Fu"DNA Prescriber: Health Insurance: sample
CFH rs1061170 CT+ T [+]-] @
CFH rs1065489 GG+ T 1] @

CHRM2 rs324650 TT+ A [-]-] @
CHRM2 rs1824024 TT- A o] O
CLOCK rs1801260 TT- G 1] @
CRYBB3 rs74315490 GG+ [-1-] @
CX3CR1 rs3732378 GG+ A [-]-] €
CX3CR1 rs3732379 CC+ [-]-] @
EPHA2 rs3754334 CC- A o] @
EPHA2 rs116506614 CC+ 1] @
FKBP5 rs1360780 CC+ AC [-1-] @
GAD1 rs701492 CC+ T o] @
GAD1 rs2241165 AG- T [+]-] @
GPHN rs104894470 CC+ T o] @
GRIA3 rs687577 CC+ C [+]+] @
HTR2A rs6314 CC- A [+]+] @)
HTR2A rs1328674 GG- C,G [-1-] @
HTR2C rs3813929 CC+ G,T 1] @
HTRA1 rs11200638 GG+ A [-1-] @
IL-1B rs16944 AG+ G [+]-] O
INTERGENIC rs493258 AG- C [+]-] @)
INTERGENIC rs1545843 AG+ A [+]-] (O]
INTERGENIC rs10468017 CT+ T [+]-] O
INTERGENIC rs12678919 AA+ G [-]-] (O]
KIAA0319 rs761100 GG- C [-1-] @
KIAA0319 rs4504469 CC+ GT [-]-] @
MAOA rs909525 GG- T [+]+] O
MTHFR rs1476413 AA- GT [+]+] @
MTHFR rs1801131 CC- G [+]+] @
MTHFR rs1801133 CC- A o] @
MTRR rs1801394 AG+ G [+]-] @
NBPF3 rs4654748 CC+ T [+]+] @
OXTR rs237899 AG+ AC [+]-] @
OXTR rs2254298 GG+ 1] @
PITX2 rs6533526 GG+ [-1-] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

REST rs1713985 AA- T o] @
REST rs2227902 GG+ T [-1-] @
SERPINF1 rs1136287 CT+ T [+]-] O
SKIV2L rs2734331 TT- G o] @
TDP2 rs2143340 CT- GT [+]-] @,
TLR3 rs3775291 GG- GT [+]+] O
VEGFA rs3025039 CC+ T [-1-] @




w Name: Sample
Age:

FullDNA

Gender: M

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Sample

Prescriber: Health Insurance:

Vitamin B9 (Folic Acid) () mep1um

Folic acid, folacin, pteroyl-L-glutamic acid or Vitamin B9, is a water-soluble vitamin belonging to the
B complex for the formation of structural proteins and hemoglobin. Folic acid is effective in treating
certain anemias; It is one of the essential components for a healthy pregnancy; Reduces risk of
Alzheimer's disease; It can help prevent heart disease and stroke; It can help prevent anencephaly
of fetuses in pregnancy; Helps control hypertension; Hair and Nail Loss; Improves blood insulin
levels; Reduces hearing loss in the elderly.

Gene RSID Genotype Minor Allele Alteration Result
ABCB1 rs2032583 TT- G [+]+] O
ABCB1 rs2235015 GG- AT [+]+] O
ABCB1 rs2235040 GG- AGT [+]+] O
ABCB1 rs2235067 GG- T [+]+] @)
ABCB1 rs3213619 CT- G [+]-] @
ABCB1 rs4148739 AA- C [+]+] O
ABCB1 rs10248420 AA+ GT [+]+] @)
ABCB1 rs11983225 TT+ C [+]+] @,
ADA rs73598374 GG- AGT 1] ()
ADORA2A rs5751876 TT+ C [+]+] @)
BDNF rs6265 AG- T [+]-] @
BTNL2 rs2076530 AA- C [+]+] @)
CBS rs234706 GG+ A o] @
CBS rs28934891 GG- T 1] ()
CHRM2 rs324650 TT+ A [-]-] @
CHRM2 rs1824024 TT- A o] O
CLOCK rs1801260 TT- G 1] ()
CTLA4 rs231775 AA+ G [-1-] @
CYP24A1 2296241 GG+ A 1] ()
DPYD rs1801266 cC- A [-]-] @
DPYD rs1801267 GG- T o] @
DPYD rs1801268 GG- A 1] ()
FKBP5 rs1360780 CC+ AC [-1-] @
FOLR3 rs7925545 AA+ G o] @
GPHN rs104894470 CC+ T 1] (©)
HLA-DRA rs3135391 CC- A o] @
HLA-DRB1 rs660895 AA+ G [-1-] @
HTR2A rs6314 CC- A [+]+] @)




cao

FullDNA

HTR2A
HTR2C
IL-1B
INTERGENIC
INTERGENIC
LPP
MAOA
MGMT
MTHFD1
MTHFD1
MTHFR
MTHFR
MTHFR
MTR
MTRR
MYT1L
NGF
OXTR
OXTR
RGS2
RPGRIP1L
RPGRIP1L
STAT4
TCN2
TICAM1
TPH2

Name: Sample

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Prescriber: Health Insurance: Sample

rs1328674 GG- C,G [-1-] @
rs3813929 CC+ GT [-]-] @
rs16944 AG+ G [+]-] O
rs1417210 TT- AC [-1-] @
rs1545843 AG+ A [+]-] @
rs1152846 AG- C [+]-] @
rs909525 GG- T [+]+] @)
rs2308327 AA+ G [-1-] @
rs1076991 AA- C,G o] @
rs2236225 CT- [+]-] O
rs1476413 AA- GT [+]+] @
rs1801131 CC- G [+]+] @
rs1801133 cC- A [-]-] @
rs1805087 AA+ G o] @
rs1801394 AG+ G [+]-] @
rs869320675 GG- T [-1-] @
rs6330 CC- A o] @
rs237899 AG+ AC [+]-] @
rs2254298 GG+ A o] @
rs4606 CC+ [+]+] O
rs61747071 CC+ T [-]-] @
rs121918197 AA- AG [-1-] @
rs10181656 CC+ C [-]-] @
rs1801198 GG+ AC [-1-] @
rs2292151 CC- [-1-] @
rs4570625 GG+ [+]+] @)

Weight




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Fat burning through cycling @ e+

Cycling habitually, especially at a high intensity, helps lower body fat levels, which promotes
healthy weight management. Plus, you'll increase your metabolism and build muscle, which allows
you to burn more calories, even while at rest.

Gene RSID Genotype Minor Allele Alteration Result
COLEC12 rs644435 GG+ G [+]+] @
INTERGENIC rs2727405 TT- A [+]+] @
RASEF rs10867921 GG+ A [-1-] @
Fat Oxidation ‘ HIGH

Fat oxidation refers to the process of breaking down fatty acids. The mode of exercise can also
affect fat oxidation, with fat oxidation being higher during running than cycling. Endurance
training induces a multitude of adaptations that result in increased fat oxidation. Oxidation of fatty
acids occurs in multiple regions of the cell within the human body; the mitochondria, in which only
Beta-oxidation occurs; the peroxisome, where alpha- and beta-oxidation occur; and omega-
oxidation, which occurs in the endoplasmic reticulum.

Gene RSID Genotype Minor Allele Alteration Result
INTERGENIC rs1887867 CC+ C [+]+] @
KCNB1 rs6063399 AG+ A [+]-] @,
SMYD3 rs11800820 CC+ AT [-1-] @
UMAD1 rs12702661 AG+ A [+]-] O
. MEDIUM-
Slimness HIGH
Genetic susceptibility to being a thinner person.
Gene RSID Genotype Minor Allele Alteration Result
AHSG rs4917 CC+ C [+]+] o
. . . MEDIUM-
Fibers and slimming HIGH
Results indicate greater benefit in increasing fiber intake and achieving weight loss. Results in red
is beneficial.
Gene RSID Genotype Minor Allele Alteration Result
FTO rs9930506 AG+ G @)

[+]-]
FTO rs121918214 GG+ A [-1-] @
[+ -] O

TCF7L2 rs7903146 CT+ G,T




Name: Sample

w Age:

FullDNA

Gender: M

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Sample

Prescriber: Health Insurance:

Intake of saturated fat and increased body fat ity

Indications in orange or red indicate a greater tendency for a diet rich in saturated fats to generate
a greater accumulation of body fat.

Gene RSID Genotype Minor Allele Alteration Result
ANKK1 rs1800497 CT- A [+]-] @
APOA2 rs5082 CT- A [+]-] @
APOA5 rs662799 AA+ T 1] (©)
APOA5 rs3135506 GG+ C [+]+] @
ARMC4 rs587777047 AA+ C o] @
ARMC4 rs587777049 GG+ T 1] ()

BDNF rs6265 AG- T [+]-] @

BICC1 rs11006263 AA+ G [-1-] @
CCDC77 rs1048466 GG+ AC [+]+] @

CD46 rs35366573 CC+ T o] @
CDCA3 rs5443 CC+ T 1] @

CEBPB-AS' rs4253449 GG+ A [-1-] @
CYP2E1 rs2031920 CC+ T o] @
CYP2E1 rs2070672 AA+ G 1] ()

DOCKS rs192864327 GG+ CT [-]-] @

FABP2 rs1799883 GG- AC,G 1] (©)
FAM71F1 rs6971091 GG+ A [-]-] @
FTO rs1121980 CT- AC [+]-] @
FTO rs1421085 CT+ [+]-] @
FTO rs9939609 AT+ A [+]-] @
FTO rs121918214 GG+ A [-1-] @

GPC5 rs2352028 CC+ G,T 1] ()

IL-1B rs1143634 CC- A o] @
INSIG2 rs7566605 CC+ C [+]+] @,

KIF6 rs9380880 GG+ A [-]-] @

LEPR rs1137101 AG+ G [+]-] O

LIPC rs261332 AG+ G [+]-] @
LIPC rs1800588 CT+ T [+]-] @
LPP rs1152846 AG- C [+]-] @
LRP1 rs1799986 CC+ T 1] ()
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FullDNA

MC4R
PCDH9
PCSK1
PFKP
PPARG
PPARG
PTPRD
RYR2
SLC29A3
STAT3
STAT3
TCF4
TCF4
TCF7L2
TMEM18
TNF
TRAPPC9

UGT2B7
UNC13A
WDR11-AST

Name: Sample

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Age: Gender: M
Prescriber: Health Insurance: Sample
rs10871777 AG+ G [+]-] O
rs17081231 AA+ G 1] @
rs6232 AG- C [+]-] @)
rs6602024 AG+ A [+]-] O
rs1801282 GG+ C [+]+] @
rs3856806 TT+ T [+]+] @
rs1975197 TT- A [+]+] @,
rs1057517873 AA+ G [-1-] @
rs121912583 GG+ A o] @
rs2293152 CG- C [+]-] @
rs8069645 AG+ G [+]-] @
rs613872 TT+ T o] (@)
rs9960767 AC+ C,G [+]-] O
rs4506565 AT+ GT [+]-] O
rs6548238 CC+ C [-]-] @
rs361525 GG+ A 1] ()
rs267607137 CC- A [-1-] @
rs12233719 GG+ ACT 1] ()
rs12608932 CC+ C [+]+] O
rs4783244 GT+ T [+]-] @




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

Trend of Monounsaturated Fat Intake and Weight Gain 'L./'IEGD:.UM'

Usually associated with genetic problems. Indication in orange or red indicate greater trend.

Gene RSID Genotype Minor Allele Alteration Result
ADIPOQ rs17300539 AG+ A [+]-] @
ANKK1 rs1800497 CT- A [+]-] @
ARMC4 rs587777047 AA+ C [-]-] @
ARMC4 rs587777049 GG+ T 1] (©)
BICC1 rs11006263 AA+ G [-1-] @
CCDC77 rs1048466 GG+ AC [+]+] @
CD46 rs35366573 CC+ T 1] ()
CDCA3 rs5443 CC+ T [-1-] @
CEBPB-AS1 rs4253449 GG+ A o] @
CYP2E1 rs2031920 CC+ T [-]-] @
CYP2E1 rs2070672 AA+ G [-]-] (O]
CYP2E1 rs72559710 GG+ ACT 1] ()
DOCKS rs192864327 GG+ CT [-]-] @
FAM71F1 rs6971091 GG+ A o] @
FTO rs1121980 CT- AC [+]-] @
FTO rs1421085 CT+ C [+]-] @
FTO rs9939609 AT+ A [+]-] @
FTO rs17817449 GT+ AG [+]-] @
FTO rs121918214 GG+ A [-1-] @
GPC5 rs2352028 CC+ G,T 1] ()
IL-1B rs1143634 CC- A [-1-] @
INSIG2 rs7566605 CC+ C [+]+] O
KIF6 rs9380880 GG+ A 1] ()
LEPR rs1137101 AG+ G [+]-] O
LIPC rs261332 AG+ G [+]-] @
LIPC rs1800588 CT+ T [+]-] @
LPP rs1152846 AG- C [+]-] @
MC4R rs10871777 AG+ G [+]-] @,
NAT2 rs1208 AA+ G [-1-] @
NAT2 rs1041983 TT+ T [+]+] O
NAT2 rs1799929 CC+ T 1] ()
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NAT2 rs1801279 GG+ A o] (@)
NAT2 rs1801280 TT+ 1] ()
NAT2 rs1805158 CC+ AT [-1-] @

NR1D1 rs2314339 CC+ T [+]+] @
PCDH9 rs17081231 AA+ G [-]-] @
PCSK1 rs6232 AG- C [+]-] O
PPARG rs1801282 GG+ C [+]+] @
PPARG rs3856806 TT+ T [+]+] ()
PTPRD rs1975197 TT- A [+]+] O
RYR2 rs1057517873 AA+ G [-1-] @
SLC22A2 rs316019 GG- C [-1-] @
SLC22A2 rs8177507 GG- GT o] @
SLC22A2 rs8177516 cC- AT [-]-] @
SLC22A2 rs8177517 AA- C,G [-]-] (O]
SLC29A3 rs121912583 GG+ A [-1-] @
TCF4 rs613872 TT+ T [-]-] @
TCF4 rs9960767 AC+ C,G [+]-] O
TMEM18 rs6548238 CC+ 1] ()
TNF rs361525 GG+ [-1-] @
TRAPPC9 rs267607137 CC- [-1-] @
UGT2B7 rs12233719 GG+ ACT [-]-] @
UNC13A rs12608932 CC+ C [+]+] O
WDR11-AS1 rs4783244 GT+ T [+]-] @
Weight Management (O weptum

It is about the care that is taken to be at the proper weight, for example, the difficulty in losing
weight. Larger values on the right indicate greater difficulty in maintaining a healthy body weight.

Gene RSID Genotype Minor Allele Alteration Result

ADRB2 rs1042713 GG+ A [+]+] @,
FABP2 rs1799883 GG- AC,G 1]
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FullDNA

Report Date: 15/05/2025 H “HH “ ‘ H“ ‘H

Name: Sample
Age: Gender: M
Prescriber: Health Insurance:

Sample

Waist Measure

Q MEDIUM

Extremely important measure to check the risk that a person has of suffering from cardiovascular

disease and stroke. Result in orange or red indicates a tendency to a larger waist measurement.

Gene RSID Genotype Minor Allele Alteration Result
ADIPOQ rs266729 CC+ AGT [+]+] @
APOE rs7412 CC+ T o] @
C50RF67 rs6867983 CC+ T 1] ()
ESR1 rs851982 CT+ C [+]-] O
FTO rs1558902 AT+ A [+]-] @
FTO rs9939609 AT+ A [+]-] @
FTO rs17817449 GT+ AG [+]-] O
GCKR rs1260326 CT+ C [+]-] O
HMGCR rs17238484 GG+ T [-]-] @
IL-1A rs1800587 CC- AC o] @
IL-1B rs1143634 CC- A 1] (©)
INTERGENIC rs489693 AC+ AT [+]-] O
INTERGENIC rs535043 CT- A [+]-] @
INTERGENIC rs539901 GT+ G [+]-] @)
INTERGENIC rs2083637 TT- G [-]-] @
INTERGENIC rs2286983 CT- A [+]-] O
MC4R rs12970134 AG+ A [+]-] O
OVCH2 rs7932813 AA+ G o] @
PCSK1 rs6232 AG- C [+]-] @,
PLIN1 rs894160 AG- T [+]-] @
PPM1L rs9290065 TT+ T o] (@)
SH2B1 rs7498665 AA+ G,T 1] ()
SLC6A2 rs36017 GG- AC [+]+] @
TXN rs2301241 CC- C [+]+] @
UCP2 rs659366 CC+ T [-]-] @
ucpP2 rs660339 cC- T [-]-] @
UCP3 rs1800849 CT- AT [+]-] O
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Benefit of Physical Exercise for Weight Loss (O meprum

Physical activity helps anyone to lose weight and maintain body weight more easily, but for
individuals with more right results, this benefit is even greater.

Gene RSID Genotype Minor Allele Alteration Result
ADRB2 rs1042713 GG+ A [-1-] @
FTO rs8050136 AC+ A [+]-] O
FTO rs9939609 AT+ A [+]-] @
IL-6 rs1800795 GG+ G [-1-] @
Decrease in body mass after training @ norvaL

Polymorphisms rs2267668 / rs2016520 / rs1053049 (G / C / T haplotypes) exhibited less post-
training body mass decrease, suggesting that these specific G/ C/ T haplotypes are unfavorable for
achieving the desired training-induced body mass changes (exercise ). Result in red or orange
indicates worse decrease in body mass after exercise.

Gene RSID Genotype Minor Allele Alteration Result

PPARD rs2016520 AA- T [-1-] @

PPARD rs2267668 AA+ AC [-1-] @
Body fat @ oria

The ideal amount of body fat in men can vary between 16 and 20% and in women between 20 and
24%, but these values usually increase with age and, in most cases, it is higher in women.

Gene RSID Genotype Minor Allele Alteration Result

IL-1RN rs419598 TT+ C [-1-] @

IL-1RN rs4252041 CC+ T [-1-] @
Weight gain with exercise Q UNDEFINED

Easier to gain muscle mass with exercises.
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adenosine receptor bo

ADRA2A: Linnstaedt SD, Walker MG, Riker KD, et al. Genetic variant rs3750625 in the 3'UTR of ADRA2A affects stress-dependent
acute pain severity after trauma and alters a microRNA-34a regulatory site. Pain. 2017;158(2):230-239.
doi:10.1097/j.pain.0000000000000742

ADRB1: Yi B, Jahangir A, Evans AK, et al. Discovery of novel brain permeable and G protein-biased beta-1 adrenergic receptor
partial agonists for the treatment of neurocognitive disorders. Karamyan V, ed. PLoS ONE. 2017;12(7):e0180319.
doi:10.1371/journal.pone.0

ADRB2: Slota C, Shi A, Chen G, Bevans M, Weng N. Norepinephrine preferentially modulates memory CD8 T cell function inducing
inflammatory cytokine production and reducing proliferation in response to activation. Brain, behavior, and immunity.
2015;46:168-179. do

ADRB3: Li Y, Lu X, Wang H, et al. ADRB3 Gene Trp64Arg Polymorphism and Essential Hypertension: A Meta-Analysis Including 9,555
Subjects. Frontiers in Genetics. 2018;9:106. doi:10.3389/fgene.2018.00106.

ADSS: Ante Bubi?, Natalia Mrnjavac, Igor Stuparevi?, Marta ?yczek, Beata Wielgus-Kutrowska, Agnieszka Bzowska, ASler] Enzyme
Inhib Med Chem. 2018; 33(1): 1405-1414. Published online 2018 Sep 7. doi: 10.1080/14756366.2018.1506773PMCID: PMC6136348
Jan M. Boitz, Rona Strasser, Phillip A. Yates, Armando Jardim, Buddy Ullman] Biol Chem. 2013 Mar 29; 288(13): 8977-8990. Published
online 2013 Feb 12. doi: 10.1074/jbc.M112.431486PMCID: PM(C3610970Ahmed Elhady, Shimaa Adss

AGA: Kumar S, Aga P, Gupta A, Kohli N. Juvenile amyotrophic lateral sclerosis: Classical wine glass sign on magnetic resonance
imaging. Journal of Pediatric Neurosciences. 2016;11(1):56-57. doi:10.4103/1817-1745.181251.
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AGAP2: Bingqing Hui, Hao Ji, Yetao Xu, Juan Wang, Zhonghua Ma, Chongguo Zhang, Keming Wang, Yan ZhouCell Death Dis. 2019
Mar; 10(3): 207. Published online 2019 Feb 27. doi: 10.1038/s41419-019-1384-9PMCID: PMC6393474Yegor Doush, Arif A. Surani,
Amaia Navarro-Corcuera, Stephanie McArdle, E. Ellen Billett, Cristina Montiel-DuarteSci Rep. 2019; 9: 390. Published online 2019 Jan
23.doi: 10.1038/s41598-018-36888-xPMCID: PMC6344547Huaying Dong, Wei Wang, Shaowei Mo, Ru Chen, Kejian Zou, Jing Han

AGT: Krisztian Fodor, Janina Wolf, Ralf Erdmann, Wolfgang Schliebs, Matthias WilmannsPLoS Biol. 2012 Apr; 10(4): e1001309.
Published online 2012 Apr 17. doi: 10.1371/journal.pbio.1001309PMCID: PM(C3328432Ryousuke Satou, Hiroyuki Kobori, Akemi
Katsurada, Kayoko Miyata, L. Gabriel NavarAm ] Physiol Renal Physiol. 2016 Dec 1; 311(6): F1211-F1216. Published online 2016 Aug
10. doi: 10.1152/ajprenal.00320.2016PMCID: PMC5210198 Xin-Ke Chen, Li-Juan Ouyang, Zheng-Qin Yin, Yuan-You Xia, Xiu-Rong Chen

AGTR1: Youguang Pu, Fangfang Zhao, Yinpeng Li, Mingda Cui, Haiyan Wang, Xianghui Meng, Shanbao CaiBMC Cancer. 2017; 17: 45.
Published online 2017 Jan 10. doi: 10.1186/512885-016-3002-xPMCID: PM(C5223322Anukriti Singh, Nidhi Srivastava, Sonal Amit, S.N.
Prasad, M.P. Misra, Bushra AteeqTransl Oncol. 2018 Apr; 11(2): 233-242. Published online 2018 Feb 3. doi:
10.1016/j.tranon.2017.12.007PMCID: PM(C5884113 Suwattanee Kooptiwut, Keerati Wanchai, Namoiy Semprasert, Chatchawan
Srisawat, Pa-thai Yenchitsoma

AGTR2: Yap RWK, Shidoji Y, Yap WS, Masaki M. Association and Interaction Effect of AGTR1 and AGTR2 Gene Polymorphisms with
Dietary Pattern on Metabolic Risk Factors of Cardiovascular Disease in Malaysian Adults. Nutrients. 2017;9(8):853.
doi:10.3390/nu9080853.

AHCY: Effect of genetic variation in the human S-adenosylhomocysteine hydrolase gene on total homocysteine concentrations
and risk of recurrent venous thrombosis. (PMID: 15241484) Gellekink H . Blom H) European journal of human genetics : EJHG 2004
342345 58 S-adenosylhomocysteine hydrolase deficiency in a human: a genetic disorder of methionine metabolism. (PMID:
15024124) Baric I. Mudd SH Proceedings of the National Academy of Sciences of the United States of America 2004 3 4 23 58
Catalyti

AHCY-19: Effect of genetic variation in the human S-adenosylhomocysteine hydrolase gene on total homocysteine concentrations
and risk of recurrent venous thrombosis. (PMID: 15241484) Gellekink H ... Blom HJ European journal of human genetics : EJHG
2004 3 4 21 39 S-adenosylhomocysteine hydrolase deficiency in a human: a genetic disorder of methionine metabolism. (PMID:
15024124) Baric I... Mudd SH Proceedings of the National Academy of Sciences of the United States of America 2004 34 21 70
Catalytic strategy of S-adenosyl-L-homocysteine hydrolase: transition-state stabilization and the avoidance of abortive reactions.
(PMID: 12590576) Yang X ... Schowen RL Biochemistry 2003 3 4 21 Limited proteolysis of S-adenosylhomocysteine hydrolase:
implications for the three-dimensional structure. (PMID: 7786017) Gupta RA ... Borchardt RT Archives of biochemistry and
biophysics 1995 3 4 21 Variation at the NFATC2 locus increases the risk of thiazolidinedione-induced edema in the Diabetes
REduction Assessment with ramipril and rosiglitazone Medication (DREAM) study. (PMID: 20628086) Bailey SD ... DREAM
investigators Diabetes care 2010

AHDC1: Hui Yang, Ganka Douglas, Kristin G. Monaghan, Kyle Retterer, Megan T. Cho, Luis F. Escobar, Megan E. Tucker, Joan Stoler,
Lance H. Rodan, Diane Stein, Warren Marks, Gregory M. Enns, Julia Platt, Rachel Cox, Patricia G. Wheeler, Carrie Crain, Amy
Calhoun, Rebecca Tryon, Gabriele Richard, Patrik Vitazka, Wendy K. ChungCold Spring Harb Mol Case Stud. 2015 Oct; 1(1): a000562.
doi: 10.1101/mcs.a000562PMCID: PMC4850891Fabiola Quintero-Rivera, Qiongchao J. Xi, Kim M. Keppler-Noreuil, Ji Hyun Lee,

AHI1: Karina Tuz, Yi-Chun Hsiao, Oscar Juarez, Bingxing Shi, Erin Y. Harmon, Ian G. Phelps, Michelle R. Lennartz, Ian A. Glass, Dan
Doherty, Russell J. Ferland] Biol Chem. 2013 May 10; 288(19): 13676-13694. Published online 2013 Mar 26. doi:
10.1074/jbc.M112.420786PMCID: PMC3650405 Gilly Wolf, Tzuri Lifschytz, Hagar Ben-Ari, Pavel Tatarskyy, Tirzah Kreisel Merzel, Amit
Lotan, Bernard LererTransl| Psychiatry. 2018; 8: 124. Published online 2018 Jul 2. doi: 10.1038/s41398-018-0171-1PMCID:
PM(C6028478
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AHR: Genome-wide meta-analysis identifies regions on 7p21 (AHR) and 15924 (CYP1A2) as determinants of habitual caffeine
consumption. Cornelis MC1, Monda KL, Yu K, Paynter N, Azzato EM, Bennett SN, Berndt SI, Boerwinkle E, Chanock S, Chatterjee N,
Couper D, Curhan G, Heiss G, Hu FB, Hunter DJ, Jacobs K, Jensen MK, Kraft P, Landi MT, Nettleton JA, Purdue MP, Rajaraman P, Rimm
EB, Rose LM, Rothman N, Silverman D, Stolzenberg-Solomon R, Subar A, Yeager M, Chasman DI, van Dam RM, Caporaso NE. Seok
S-

AHSG: Structure of the gene encoding human alpha 2-HS glycoprotein (AHSG). (PMID: 9322749) Osawa M . Takeichi S Gene 1997 2
34 23 56 Association of AHSG gene polymorphisms with fetuin-A plasma levels and cardiovascular diseases in the EPIC-Potsdam
study. (PMID: 20031641) Fisher E . Weikert C Circulation. Cardiovascular genetics 2009 3 23 43 56 AHSG tag single nucleotide
polymorphisms associate with type 2 diabetes and dyslipidemia: studies of metabolic traits in 7,683 white Danish subjects. (PMI

AIPL1: Sacristan-Reviriego A, Bellingham J, Prodromou C, et al. The integrity and organization of the human AIPL1 functional
domains is critical for its role as a HSP90-dependent co-chaperone for rod PDE6. Human Molecular Genetics. 2017;26(22):4465-
4480. doi:10.

AK8: Mukai T, Crnkovi? A, Umehara T, Ivanova NN, Kyrpides NC, Soll D. RNA-Dependent Cysteine Biosynthesis in Bacteria and
Archaea. Harwood CS, ed. mBio. 2017;8(3):e00561-17. doi:10.1128/mBio.00561-17.

AKT1: Mutational profile of advanced primary and metastatic radioactive iodine-refractory thyroid cancers reveals distinct
pathogenetic roles for BRAF, PIK3CA, and AKT1. (PMID: 19487299) Ricarte-Filho JC ... Fagin JA Cancer research 2009 3 22 40 71
Detection of the transforming AKT1 mutation E17K in non-small cell lung cancer by high resolution melting. (PMID: 18611285) Do
H ... Dobrovic ABMC research notes 2008 3 22 40 71 A transforming mutation in the pleckstrin homology domain of AKT1 in
cancer. (PMID: 17611497) Carpten JD ... Thomas JE Nature 2007 3 4 22 71 Isolation and characterization of the human AKT1 gene,
identification of 13 single nucleotide polymorphisms (SNPs), and their lack of association with Type Il diabetes. (PMID: 11508278)
Matsubara A ... Permutt MA Diabetologia 2001 3 4 22 40 Germline PIK3CA and AKT1 mutations in Cowden and Cowden-like
syndromes. (PMID: 23246288) Orloff MS ... Eng C American journal of human genetics 2013

ALDH1A2: Wang Y, Shao F, Chen L. ALDH1A2 suppresses epithelial ovarian cancer cell proliferation and migration by
downregulating STAT3. OncoTargets and therapy. 2018;11:599-608. doi:10.2147/0TT.5145864.

ALDH2: Kuroda A, Hegab AE, Jingtao G, et al. Effects of the common polymorphism in the human aldehyde dehydrogenase 2
(ALDH2) gene on the lung. Respiratory Research. 2017;18:69. doi:10.1186/s12931-017-0554-5.

ALK: Sharma GG, Mota I, Mologni L, Patrucco E, Gambacorti-Passerini C, Chiarle R. Tumor Resistance against ALK Targeted
Therapy-Where It Comes From and Where It Goes. Cancers. 2018;10(3):62. doi:10.3390/cancers10030062.

ALLC: Christina B. Cooley, Lisa M. Ryno, Lars Plate, Gareth J. Morgan, John D. Hulleman, Jeffery W. Kelly, R. Luke WisemanProc Natl
Acad Sci U S A. 2014 Sep 9; 111(36): 13046-13051. Published online 2014 Aug 25. doi: 10.1073/pnas.1406050111PMCID: PMC4246986
Gareth ] Morgan, Jeffery W Kelly] Mol Biol. Author manuscript; available in PMC 2017 Oct 23.Published in final edited form as: ] Mol
Biol. 2016 Oct 23; 428(21): 4280-4297. Published online 2016 Aug 26

ALPL: Liu W, Zhang L, Xuan K, et al. Alpl prevents bone ageing sensitivity by specifically requlating senescence and differentiation in
mesenchymal stem cells. Bone Research. 2018;6:27. doi:10.1038/s41413-018-0029-4.

AMPD1: Zha T, Wu H. Expression of serum AMPD1 in thyroid carcinoma and its clinical significance. Experimental and Therapeutic
Medicine. 2018;15(4):3357-3361. d0i:10.3892/etm.2018.5859.

ANKAR: Tijen Ceylan, Gokhan Kuran, Esra Bilgin, Fatih CelenkIran Red Crescent Med J. 2012 Aug; 14(8): 475-478. Published online
2012 Aug 30.PMCID: PM(C3470841 Resmiye E. Tirali, Haluk Bodur, Gulden EceMed Oral Patol Oral Cir Bucal. 2012 May; 17(3): e517-
e522. Published online 2011 Dec 6. doi: 10.4317/medoral.17566PMCID: PMC3476099 Francisco J. A. Nascimento, Agnes M. L.
Karlson, Johan Naslund, Ragnar ElImgrenOecologia. 2011 Jun; 166-166(2): 337-347. Published online 2010 Dec
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ANKK?1: Rubio-Solsona E, Marti S, Vilchez JJ, Palau F, Hoenicka J. ANKK1 is found in myogenic precursors and muscle fibers
subtypes with glycolytic metabolism. Alway SE, ed. PLoS ONE. 2018;13(5):e0197254. doi:10.1371/journal.pone.0197254.

ANKRD1: Jiménez AP, Traum A, Boettger T, Hackstein H, Richter AM, Dammann RH. The tumor suppressor RASSF1A induces the
YAP1 target gene ANKRD1 that is epigenetically inactivated in human cancers and inhibits tumor growth. Oncotarget.
2017;8(51):88437-88452. doi:1

ANOS1: Clinical assessment and molecular analysis of GhRHR and KAL1 genes in males with idiopathic hypogonadotrophic
hypogonadism. (PMID: 17223984) Versiani BR ... de Castro M Clinical endocrinology 2007 3 4 23 54 Kallmann syndrome: 14 novel
mutations in KAL1 and FGFR1 (KAL2). (PMID: 15605412) Albuisson ] ... Dodé C Human mutation 2005 3 4 23 54 The product of X-
linked Kallmann's syndrome gene (KAL1) affects the migratory activity of gonadotropin-releasing hormone (GnRH)-producing
neurons. (PMID: 15471890) Cariboni A ... Maggi R Human molecular genetics 2004 3 4 23 54 The importance of autosomal genes in
Kallmann syndrome: genotype-phenotype correlations and neuroendocrine characteristics. (PMID: 11297579) Oliveira LM ...
Vallejo M The Journal of clinical endocrinology and metabolism 2001 3 4 23 54 Molecular modelling and experimental studies of
mutation and cell-adhesion sites in the fibronectin type IIl and whey acidic protein domains of human anosmin-1. (PMID:
11463336) Robertson A ... Bouloux PM The Biochemical journal 2001

AOC1: Nguyen T-N, Tuan PA, Mukherjee S, Son S, Ayele BT. Hormonal regulation in adventitious roots and during their emergence
under waterlogged conditions in wheat. Journal of Experimental Botany. 2018;69(16):4065-4082. doi:10.1093/jxb/ery190.

APH1B: Biundo F, Ishiwari K, Del Prete D, D'’Adamio L. Deletion of the ?-secretase subunits Aph1B/C impairs memory and worsens
the deficits of knock-in mice modeling the Alzheimer-like familial Danish dementia. Oncotarget. 2016;7(11):11923-11944.
doi:10.18632/onc

APOA1: Stela Z. Berisha, Greg Brubaker, Takhar Kasumov, Kimberly T. Hung, Patricia M. DiBello, Ying Huang, Ling Li, Belinda Willard,
Katherine A. Pollard, Laura E. Nagy, Stanley L. Hazen, Jonathan D. SmithJ Lipid Res. 2015 Mar; 56(3): 653-664. doi:
10.1194/jlrM056754PMCID: PMC4340312Ying Huang, Joseph A. DiDonato, Bruce S. Levison, Dave Schmitt, Lin Li, Yuping Wu,
Jennifer Buffa, Timothy Kim, Gary Gerstenecker, Xiaodong Gu, Chandra Kadiyala, Zeneng Wang, Miranda K. Culley, Jennie E. Hazen,
Anthon

APOA2: Yang M, Liu Y, Dai}, et al. Apolipoprotein A-Il induces acute-phase response associated AA amyloidosis in mice through
conformational changes of plasma lipoprotein structure. Scientific Reports. 2018;8:5620. d0i:10.1038/s41598-018-23755-y.

APOAS: Lin E, Kuo P-H, Liu Y-L, Yang AC, Kao C-F, Tsai S-J. Association and interaction of APOA5, BUD13, CETP, LIPA and health-
related behavior with metabolic syndrome in a Taiwanese population. Scientific Reports. 2016;6:36830. doi:10.1038/srep36830.

APOB: Niu C, Luo Z, Yu L, et al. Associations of the APOB rs693 and rs17240441 polymorphisms with plasma APOB and lipid levels:
a meta-analysis. Lipids in Health and Disease. 2017;16:166. doi:10.1186/s12944-017-0558-7.

APOC1: Association of apolipoproteins e4 and c1 with onset age and memory: a study of sporadic Alzheimer disease in Taiwan.
(PMID: 20145290) Chuang WL . Huang CC Journal of geriatric psychiatry and neurology 2010 3 23 45 58 APOC1 T45S polymorphism
is associated with reduced obesity indices and lower plasma concentrations of leptin and apolipoprotein C-Iin aboriginal
Canadians. (PMID: 19812053) Lahiry P . Hegele RA Journal of lipid research 2010 3 23 45 58 ApoE and ApoC-I polymorphisms:
associatio

APOE: Achariyar TM, Li B, Peng W, et al. Glymphatic distribution of CSF-derived apoE into brain is isoform specific and suppressed
during sleep deprivation. Molecular Neurodegeneration. 2016;11:74. doi:10.1186/5s13024-016-0138-8. A influéncia genética sobre a
memaoria humana: uma revisao Fabiana Michelsen de Andrade1#*, Vanessa Kappel da Silva 1 e Jaqueline Bohrer Schuch 2 The role
of cigarette smoking and statins in the development of postmenopausal osteoporosis: a pilot study utilizing the Marshfi
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APOE4: ApoE-Isoform-Dependent SARS-CoV-2 Neurotropism and Cellular Response. (PMID: 33450186) Wang C ... Shi Y Cell stem
cell 2021 3 4 Cytokine polymorphisms and Alzheimer disease: possible associations. (PMID: 20213229) Ribizzi G ... Megna M
Neurological sciences : official journal of the Italian Neurological Society and of the Italian Society of Clinical Neurophysiology 2010
339 Cognitive function after major noncardiac surgery, apolipoprotein E4 genotype, and biomarkers of brain injury. (PMID:
20216394) McDonagh DL ... Neurologic Outcome Research Group Anesthesiology 2010 3 39 MTHFR C677T, FII G20210A, FV Leiden
G1691A, NOS3 intron 4 VNTR, and APOE epsilon4 gene polymorphisms are not associated with spontaneous cervical artery
dissection. (PMID: 20446941) Jara-Prado A ... Arauz A International journal of stroke : official journal of the International Stroke
Society 2010 3 39 Association analysis of CbetaS 844ins68 and MTHFD1 G1958A polymorphisms with Alzheimer's disease in
Chinese. (PMID: 20217437) Bi XH ... Zhang JW Journal of neural transmission (Vienna, Austria : 1996) 2010 3 39 Effect of Alzheimer
disease genetic risk disclosure on dietary supplement use. (PMID: 20219963) Vernarelli JA ... Green RC The American journal of
clinical nutrition 2010 3 39 Age-at-Onset and APOE-Related Heterogeneity in Pathologically Confirmed Sporadic Alzheimer Disease.
(PMID: 33722993) Smirnov DS ... Salmon DP Neurology 2021 3 Human-lineage-specific genomic elements are associated with
neurodegenerative disease and APOE transcript usage. (PMID: 33824317) Chen Z ... Ryten M Nature communications 2021 3 Low
CD4+ cell count nadir exacerbates the impacts of APOE €4 on functional connectivity and memory in adults with HIV. (PMID:
33587445) Yang FN ... Jiang X AIDS (London, England) 2021 3 Lipid-bound ApoE3 self-assemble into elliptical disc-shaped particles.
(PMID: 33189719) Larsen AH ... Midtgaard SR Biochimica et biophysica acta. Biomembranes 2021 3 Testing influences of APOE and
BDNF genes and heart failure on cognitive function. (PMID: 32703621) Jung M ... Pressler S) Heart & lung : the journal of critical
care 2021 3 Association of Subjective Hearing Loss and Apolipoprotein E €4 Allele on Alzheimer's Disease Neurodegeneration.
(PMID: 33301284) Neff RM ... McNulty B Otology & neurotology : official publication of the American Otological Society, American
Neurotology Society [and] European Academy of Otology and Neurotology 2021 3 Association of APOE Genotype With
Heterogeneity of Cognitive Decline Rate in Alzheimer Disease. (PMID: 33771840) Qian | ... Serrano-Pozo A Neurology 2021 3
Differences in Recycling of Apolipoprotein E3 and E4-LDL Receptor Complexes-A Mechanistic Hypothesis. (PMID: 34068576) Kim M
... Bezprozvanny I International journal of molecular sciences 2021 3 TOMM40 and APOE variants synergistically increase the risk
of Alzheimer's disease in a Chinese population. (PMID: 32725468) Zhu Z ... Ding D Aging clinical and experimental research 2021 3
Association of Apolipoprotein E Polymorphisms and Risks of Ischemic Stroke in Chinese Patients with Type 2 Diabetes Mellitus.
(PMID: 33490286) Wang N ... Ma L Journal of diabetes research 2021 3 Association of APOE4 and Clinical Variability in Alzheimer
Disease With the Pattern of Tau- and Amyloid-PET. (PMID: 33262228) La Joie R ... Rabinovici GD Neurology 2021 3 The sex-specific
effect of the apolipoprotein E allele and methylenetetrahydrofolate reductase gene polymorphism on the biochemical,
anatomical, and cognitive profiles of patients clinically diagnosed with probable Alzheimer's disease. (PMID: 33166415) Kim H]J ...
Park J International journal of geriatric psychiatry 2021 3 APOE and Alzheimer's disease: advances in genetics, pathophysiology,
and therapeutic approaches. (PMID: 33340485) Serrano-Pozo A ... Hyman BT The Lancet. Neurology 2021 3 [Correlation of
cerebrospinal fluid amyloid B-protein 42 and neurofilament light protein levels with postoperative neurocognitive dysfunction in
elderly patients]. (PMID: 33963718) Zhang X ... Fu Q Nan fang yi ke da xue xue bao = Journal of Southern Medical University 2021 3
Association of Apolipoprotein E gene polymorphism with the risk of T2DM and obesity among Egyptian subjects. (PMID:
33059023) Galal AA ... Elshazli RM Gene 2021 3 Effects of APOE e4-allele and mental work demands on cognitive decline in old age:
Results from the German Study on Ageing, Cognition, and Dementia in Primary Care Patients (AgeCoDe). (PMID: 32819031)
Rodriguez FS ... Riedel-Heller SG International journal of geriatric psychiatry 2021 3 APOE €4 and cognitive reserve effects on the
functional network in the Alzheimer's disease spectrum. (PMID: 32314201) Li T ... Alzheimer’s Disease Neuroimaging Initiative
Brain imaging and behavior 2021 3 High density lipoprotein structure-function and role in reverse cholesterol transport. (PMID:
20213545) Lund-Katz S ... Phillips MC Sub-cellular biochemistry 2010 21 Combination of apolipoprotein E2 and lipoprotein lipase
heterozygosity causes severe hypertriglyceridemia during pregnancy. (PMID: 16142021) Hiéronimus S ... Fredenrich A Diabetes &
metabolism 2005 3 A liver X receptor and retinoid X receptor heterodimer mediates apolipoprotein E expression, secretion and
cholesterol homeostasis in astrocytes. (PMID: 14720212) Liang Y ... Paul SM Journal of neurochemistry 2004

APOL3: Karl L Skorecki, Jessica H Lee, Carl D Langefeld, Saharon Rosset, Shay Tzur, Walter G Wasser, Revital Shemer, Gregory A
Hawkins, Jasmin Divers, Rulan S Parekh, Man Li, Matthew G Sampson, Matthias Kretzler, Martin R Pollak, Shrijal Shah, Daniel
Blackler, Brendan Nichols, Michael Wilmot, Seth L Alper, Barry I Freedman, David ] FriedmanNephrol Dial Transplant. 2018 Feb; 33(2):
323-330. Published online 2017 Feb 20. doi: 10.1093/ndt/gfw451PMCID: PMC5837424Bo Johanneson, Shannon K. McDonnell, Da




w Name: Sample
Age: Gender: M Report Date: 15/05/2025

Fu"DNA Prescriber: Health Insurance: sample

APP: Hereditary cerebral hemorrhage with amyloidosis associated with the E693K mutation of APP. (PMID: 20697050) Bugiani O ...
Tagliavini F Archives of neurology 2010 3 4 41 Genetic screening of Alzheimer's disease genes in Iberian and African samples yields
novel mutations in presenilins and APP. (PMID: 18667258) Guerreiro RJ ... Clarimén J Neurobiology of aging 2010 3 23 41 APP and
BACE1 miRNA genetic variability has no major role in risk for Alzheimer disease. (PMID: 19462468) Bettens K ... Van Broeckhoven C
Human mutation 2009 3 23 41 High striatal amyloid beta-peptide deposition across different autosomal Alzheimer disease
mutation types. (PMID: 20008660) Villemagne VL ... Rowe CC Archives of neurology 2009 3 23 41 Regulation of FE65 nuclear
translocation and function by amyloid beta-protein precursor in osmotically stressed cells. (PMID: 18468999) Nakaya T ... Suzuki T
The Journal of biological chemistry 2008

AQP1: Isolation of the cDNA for erythrocyte integral membrane protein of 28 kilodaltons: member of an ancient channel family.
(PMID: 1722319) Preston GM ... Agre P Proceedings of the National Academy of Sciences of the United States of America 1991234
23 54 The three-dimensional structure of aquaporin-1. (PMID: 9177353) Walz T ... Engel A Nature 1997 3 4 23 54 The water channel
gene in human uterus. (PMID: 7517253) Li X ... Koide SS Biochemistry and molecular biology international 1994 3 4 23 54 The
mercury-sensitive residue at cysteine 189 in the CHIP28 water channel. (PMID: 7677994) Preston GM ... Agre P The Journal of
biological chemistry 1993 3 4 23 54 Stomatin interacts with GLUT1/SLC2A1, band 3/SLC4A1, and aquaporin-1 in human erythrocyte
membrane domains. (PMID: 23219802) Rungaldier S ... Prohaska R Biochimica et biophysica acta 2013

AR: Sakkiah S, Kusko R, Pan B, et al. Structural Changes Due to Antagonist Binding in Ligand Binding Pocket of Androgen Receptor
Elucidated Through Molecular Dynamics Simulations. Frontiers in Pharmacology. 2018;9:492. doi:10.3389/fphar.2018.00492.

ARAP2: Chen P-W, Luo R, Jian X, Randazzo PA. The Arfé GTPase-activating Proteins ARAP2 and ACAP1 Define Distinct Endosomal
Compartments That Regulate Integrin ?5?1 Traffic. The Journal of Biological Chemistry. 2014;289(44):30237-30248.
doi:10.1074/jbc.M114.59615

ARHGAP11A: Bin Dai, Xuan Zhang, Runze Shang, Jianlin Wang, Xisheng Yang, Hong Zhang, Qi Liu, Desheng Wang, Lin Wang,
Kefeng DouCell Commun Signal. 2018; 16: 99. Published online 2018 Dec 13. doi: 10.1186/512964-018-0312-4PMCID: PM(C6293628
Yoshinori Kagawa, Shinji Matsumoto, Yuji Kamioka, Koshi Mimori, Yoko Naito, Taeko Ishii, Daisuke Okuzaki, Naohiro Nishida, Sakae
Maeda, Atsushi Naito, Junichi Kikuta, Keizo Nishikawa, Junichi Nishimura, Naotsugu Haraguchi, Ichiro Takemasa, Tsunekazu
Mizushima

ARHGAP20: Bao H, Li F, Wang C, et al. Structural Basis for the Specific Recognition of RhoA by the Dual GTPase-activating Protein
ARAP3. The Journal of Biological Chemistry. 2016;291(32):16709-16719. doi:10.1074/jbc.M116.736140.

ARHGAP24: Gaosi Xu, Xiongbing Lu, Tianlun Huang, Jie FanOncotarget. 2016 Aug 9; 7(32): 51829-51839. Published online 2016 Jul 2.
doi: 10.18632/oncotarget.10386PMCID: PM(C5239517Lei Wang, Saie Shen, Mingsong Wang, Fangbao Ding, Haibo Xiao, Guoqing Li,
Fengqing HuMed Sci Monit. 2019; 25: 21-31. Published online 2019 Jan 1. doi: 10.12659/MSM.911503PMCID: PMC6327779 Xianping
Dai, Feng Geng, Jiale Dai, Mengshun Li, Ming LiuMed Sci Monit. 2018; 24: 8669-8677. Published online 2018 Nov 30. doi:
10.12659/MSM.

ARHGEF28: Pisamai S, Roytrakul S, Phaonakrop N, JaresitthikunchaiJ, Suriyaphol G. Proteomic analysis of canine oral tumor
tissues using MALDI-TOF mass spectrometry and in-gel digestion coupled with mass spectrometry (GeLC MS/MS) approaches.
Eckert RL, ed. PLoS ONE

ARHGEF9: The GDP-GTP exchange factor collybistin: an essential determinant of neuronal gephyrin clustering. (PMID: 15215304)

Harvey K. Harvey R] The Journal of neuroscience : the official journal of the Society for Neuroscience 2004 3 4 23 58 Identification

and characterization of hPEM-2, a guanine nucleotide exchange factor specific for Cdc42. (PMID: 10559246) Reid T . Collard JG The
Journal of biological chemistry 1999 2 3 4 58 Prediction of the coding sequences of unidentified human genes. VIIIL.
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ARL15: Nuno Rocha, Felicity Payne, Isabel Huang-Doran, Alison Sleigh, Katherine Fawcett, Claire Adams, Anna Stears, Vladimir
Saudek, Stephen O'Rahilly, Inés Barroso, Robert K. SempleSci Rep. 2017; 7: 17593. Published online 2017 Dec 14. doi:
10.1038/s41598-017-17746-8PMCID: PMC5730586 Tanguy Corre, Francisco J. Arjona, Caroline Hayward, Sonia Youhanna, Jeroen H.F.
de Baaij, Hendrica Belge, Nadine Nagele, Huguette Debaix, Maxime G. Blanchard, Michela Traglia, Sarah E. Harris, Sheila Ulivi, Rico
Rue

ARMC4: Rim Hjeij, Anna Lindstrand, Richard Francis, Maimoona A. Zariwala, Xiaoqin Liu, You Li, Rama Damerla, Gerard W.
Dougherty, Marouan Abouhamed, Heike Olbrich, Niki T. Loges, Petra Pennekamp, Erica E. Davis, Claudia M.B. Carvalho, Davut
Pehlivan, Claudius Werner, Johanna Raidt, Gabriele Kéhler, Karsten Haffner, Miguel Reyes-Mugica, James R. Lupski, Margaret W.
Leigh, Margaret Rosenfeld, Lucy C. Morgan, Michael R. Knowles, Cecilia W. Lo, Nicholas Katsanis, Heymut Omran

ARMS2: Micklisch S, Lin 'Y, Jacob S, et al. Age-related macular degeneration associated polymorphism rs10490924 in ARMS2 results
in deficiency of a complement activator. Journal of Neuroinflammation. 2017;14:4. doi:10.1186/s12974-016-0776-3.

ARPC1A: Fission yeast Sop2p: a novel and evolutionarily conserved protein that interacts with Arp3p and modulates profilin
function. (PMID: 8978670) Balasubramanian MK . Gould KL The EMBO journal 1996 2 3 4 56 Eight common genetic variants
associated with serum DHEAS levels suggest a key role in ageing mechanisms. (PMID: 21533175) Zhai G . Wallaschofski H PLoS
genetics 2011 3 43 56 Fucosyltransferase 2 (FUT2) non-secretor status is associated with Crohn's disease. (PMID: 20570966)
McGovern DP . Int

ARRB2: Wang H, Deng Q-W, Peng A-N, et al. ?-arrestin2 functions as a key regulator in the sympathetic-triggered
immunodepression after stroke. Journal of Neuroinflammation. 2018;15:102. doi:10.1186/s12974-018-1142-4.

ARSB: Phylogenetic conservation of arylsulfatases. cDNA cloning and expression of human arylsulfatase B. (PMID: 2303452) Peters
C.von Figura K The Journal of biological chemistry 1990 2 3 4 23 56 Arylsulfatase B regulates colonic epithelial cell migration by
effects on MMP9 expression and RhoA activation. (PMID: 19306108) Bhattacharyya S . Tobacman JK Clinical & experimental
metastasis 2009 3 4 23 56 Mutational analysis of mucopolysaccharidosis type VI patients undergoing a trial of enzyme repl

ARVCF: Rappe U, Schlechter T, Aschoff M, Hotz-Wagenblatt A, Hofmann 1. Nuclear ARVCF Protein Binds Splicing Factors and
Contributes to the Regulation of Alternative Splicing. The Journal of Biological Chemistry. 2014;289(18):12421-12434.
doi:10.1074/jbc.M113.530

ASIC2: Kimberly P. Gannon, Susan E. McKey, David E. Stec, Heather A. DrummondAm J Physiol Renal Physiol. 2015 Feb 15; 308(4):
F339-F348. Published online 2014 Dec 17. doi: 10.1152/ajprenal.00572.2014PMCID: PMC4329487Zhi-hang Zhou, Jin-wen Song, Wen
Li, Xue Liu, Liu Cao, Lu-ming Wan, Ying-xia Tan, Shou-ping Ji, Yu-mei Liang, Feng Gong] Exp Clin Cancer Res. 2017; 36: 130. Published
online 2017 Sep 19. doi: 10.1186/513046-017-0599-9PMCID: PMC5606037 Margaret P. Price, Huiyu Gong, Meredith G. Parsons

ASIP: Liu Y, Albrecht E, Schering L, et al. Agouti Signaling Protein and Its Receptors as Potential Molecular Markers for
Intramuscular and Body Fat Deposition in Cattle. Frontiers in Physiology. 2018;9:172. doi:10.3389/fphys.2018.00172.

ASPM: Jayaraman D, Kodani A, Gonzalez DM, et al. Microcephaly proteins Wdr62 and Aspm define a mother centriole complex
regulating centriole biogenesis, apical complex and cell fate. Neuron. 2016;92(4):813-828. doi:10.1016/j.neuron.2016.09.056.

ASTN2: Chang H, Smallwood PM, Williams J, Nathans J. Intramembrane Proteolysis of Astrotactins. The Journal of Biological
Chemistry. 2017;292(8):3506-3516. doi:10.1074/jbc.M116.768077.
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ATF1: Fusion of the EWSR1 and ATF1 genes without expression of the MITF-M transcript in angiomatoid fibrous histiocytoma.
(PMID: 15884099) Hallor KH ... Panagopoulos I Genes, chromosomes & cancer 2005 3 4 23 EWS and ATF-1 gene fusion induced by
t(12;22) translocation in malignant melanoma of soft parts. (PMID: 8401579) Zucman J ... Thomas G Nature genetics 1993 2 3 23
The cAMP-regulated enhancer-binding protein ATF-1 activates transcription in response to cAMP-dependent protein kinase A.
(PMID: 1655749) Rehfuss RP ... Goodman RH The Journal of biological chemistry 1991 3 4 23 Multiple cDNA clones encoding
nuclear proteins that bind to the tax-dependent enhancer of HTLV-1: all contain a leucine zipper structure and basic amino acid
domain. (PMID: 2196176) Yoshimura T ... Yoshida M The EMBO journal 1990 3 4 23 GWAS for discovery and replication of genetic
loci associated with sudden cardiac arrest in patients with coronary artery disease. (PMID: 21658281) Aouizerat BE ... Tseng ZH
BMC cardiovascular disorders 2011

ATG16L1: Fletcher K, Ulferts R, Jacquin E, et al. The WD40 domain of ATG16L1 is required for its non-canonical role in lipidation of
LC3 at single membranes. The EMBO Journal. 2018;37(4):e97840. doi:10.15252/embj.201797840.

ATM: Qian M, Liu Z, Peng L, et al. Boosting ATM activity alleviates aging and extends lifespan in a mouse model of progeria.
Kaeberlein M, ed. eLife. 2018;7:e34836. doi:10.7554/eLife.34836.

ATP2B1: Okuyama Y, Hirawa N, Fujita M, et al. The effects of anti-hypertensive drugs and the mechanism of hypertension in
vascular smooth muscle cell-specific ATP2B1 knockout mice. Hypertension Research. 2018;41(2):80-87. d0i:10.1038/hr.2017.92.

ATP5G3: Sequence analysis and mapping of a novel human mitochondrial ATP synthase subunit 9 cDNA (ATP5G3). (PMID: 7698763)
Yan WL. Gusella JF Genomics 1994 Generation and annotation of the DNA sequences of human chromosomes 2 and 4. (PMID:
15815621) Hillier LW . Wilson RK Nature 2005 The status, quality, and expansion of the NIH full-length cDNA project: the
Mammalian Gene Collection (MGC). (PMID: 15489334) Gerhard DS . MGC Project Team Genome research 2004 Lysine methylation
by the mitochondrial

ATP7B: Polishchuk EV, Concilli M, Iacobacci S, et al. Wilson Disease Protein ATP7B Utilizes Lysosomal Exocytosis to Maintain Copper
Homeostasis. Developmental Cell. 2014;29(6):686-700. doi:10.1016/j.devcel.2014.04.033.

ATP8B4: Gao L, Emond MJ, Louie T, et al. Whole-exome Sequencing Identifies Rare Variants in ATP8B4 as a Risk Factor for Systemic
Sclerosis. Arthritis & rheumatology (Hoboken, NJ). 2016;68(1):191-200. doi:10.1002/art.39449.

ATXN2: Genetic variance in the spinocerebellar ataxia type 2 (ATXN2) gene in children with severe early onset obesity. (PMID:
20016785) Figueroa KP . Pulst SM PloS one 2009 3 23 45 58 Ataxin-2 associates with the endocytosis complex and affects EGF
receptor trafficking. (PMID: 18602463) Nonis D . Auburger G Cellular signalling 2008 3 4 23 58 Screening for premutation in the
FMR1 gene in male patients suspected of spinocerebellar ataxia. (PMID: 19235102) Rajkiewicz M . Zaremba ) Neurologia i neuroc

AURKA: Wang J, Nikhil K, Viccaro K, Chang L, White J, Shah K. Phosphorylation-dependent regulation of ALDH1A1 by Aurora kinase
A:insights on their synergistic relationship in pancreatic cancer. BMC Biology. 2017;15:10. doi:10.1186/s12915-016-0335-5.

AUTS2: Zhonghua Gao, Pedro Lee, James M. Stafford, Melanie von Schimmelmann, Anne Schaefer, Danny ReinbergNature. 2014
Dec 18; 516(7531): 349-354. doi: 10.1038/nature13921PMCID: PMC4323097 Olivia Engmann, Benoit Labonte, Amanda Mitchell,
Pavel Bashtrykov, Erin S. Calipari, Chaggai Rosenbluh, Yong-Hwee E. Loh, Deena M. Walker, Dominika Burek, Peter J. Hamilton, Orna
Issler, Rachael L. Neve, Gustavo Turecki, Yasmin Hurd, Andrew Chess, Li Shen, Isabelle Mansuy, Albert Jeltsch, Schahram Akbarian

AVPR1A: Lonn E, Koskela E, Mappes T, Mokkonen M, Sims AM, Watts PC. Balancing selection maintains polymorphisms at
neurogenetic loci in field experiments. Proceedings of the National Academy of Sciences of the United States of America.
2017;114(14):3690-3695. doi

B3GALT1: A family of human beta3-galactosyltransferases. Characterization of four members of a UDP-galactose:beta-N-acetyl-
glucosamine/beta-nacetyl-galactosamine beta-1,3-galactosyltransferase family. (PMID: 9582303) Amado M . Clausen H The Journal
of biological chemistry 1998 2 3 4 23 58 Generation and annotation of the DNA sequences of human chromosomes 2 and 4. (PMID:
15815621) Hillier LW . Wilson RK Nature 2005 3 4 58 The status, quality, and expansion of the NIH full-length cDNA project: the Ma
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B4GALT7: Crystal structures of ?-1,4-galactosyltransferase 7 enzyme reveal conformational changes and substrate binding. (PMID:
24052259) Tsutsui Y . Qasba PK The Journal of biological chemistry 2013 2 3 4 56 A novel missense mutation in the
galactosyltransferase-I (B4GALT7) gene in a family exhibiting facioskeletal anomalies and Ehlers-Danlos syndrome resembling the
progeroid type. (PMID: 15211654) Faiyaz-Ul-Haque M . Teebi AS American journal of medical genetics. Part A 2004 2 3 23 56
Molecular ba

BACE1: GGA1 regulates signal-dependent sorting of BACE1 to recycling endosomes, which moderates A? production. Toh WH,
Chia PZC, Hossain MI, Gleeson PA. Mol Biol Cell. 2018 Jan 15;29(2):191-208. doi: 10.1091/mbc.E17-05-0270. Epub 2017 Nov 15. PMID:
29142073 Increased BACE1-AS long noncoding RNA and ?-amyloid levels in heart failure. Greco S, Zaccagnini G, Fuschi P, Voellenkle
C, Carrara M, Sadeghi I, Bearzi C, Maimone B, Castelvecchio S, Stellos K, Gaetano C, Menicanti L, Martelli F. Cardiovasc R

BAG3: Ilker Kudret Sariyer, Nana Merabova, Prem Kumer Patel, Tijana Knezevic, Alessandra Rosati, Maria C. Turco, Kamel
KhaliliPLoS One. 2012; 7(9): e45000. Published online 2012 Sep 12. doi: 10.1371/journal.pone.0045000 PMCID: PM(C3440322 Marqgit
Fuchs, Carole Luthold, Solenn M. Guilbert, Alice Anais Varlet, Herman Lambert, Alexandra Jetté, Sabine Elowe, Jacques Landry, Josée
N. LavoiePLoS Genet. 2015 Oct; 11(10): e1005582. Published online 2015 Oct 23 10.1371/journal.pgen.1005582PMCID: PMC4619

BATF: Sang-Heon Park, Jinseol Rhee, Seul-Ki Kim, Jung-Ah Kang, Ji-Sun Kwak, Young-Ok Son, Wan-Su Choi, Sung-Gyoo Park, Jang-
Soo ChunArthritis Res Ther. 2018; 20: 161. Published online 2018 Aug 2. doi: 10.1186/s13075-018-1658-0PMCID: PMC6090970
Makoto Kurachi, R. Anthony Barnitz, Nir Yosef, Pamela M. Odorizzi, Michael A. Dilorio, Madeleine E. Lemieux, Kathleen Yates, Jernej
Godec, Martin G. Klatt, Aviv Regey, E. John Wherry, W. Nicholas Haining Nat Immunol. 2014 Apr; 15(4): 373-383. Published onli

BCAT1: Wang Z-Q, Faddaoui A, Bachvarova M, et al. BCAT1 expression associates with ovarian cancer progression: possible
implications in altered disease metabolism. Oncotarget. 2015;6(31):31522-31543.

BCKDHA: Molecular basis of maple syrup urine disease: novel mutations at the E1 alpha locus that impair E1(alpha 2 beta 2)
assembly or decrease steady-state E1 alpha mRNA levels of branched-chain alpha-keto acid dehydrogenase complex. (PMID:
8037208) Chuang JL . Chuang DT American journal of human genetics 1994 3 4 23 58 Three Korean patients with maple syrup urine
disease: four novel mutations in the BCKDHA gene. (PMID: 21844576) Park HD . Lee YW Annals of clinical and laboratory science
201134

BCKDK: Xue P, Zeng F, Duan Q, et al. BCKDK of BCAA Catabolism Cross-talking With the MAPK Pathway Promotes Tumorigenesis of
Colorectal Cancer. EBioMedicine. 2017;20:50-60. doi:10.1016/j.ebiom.2017.05.001.

BCL2L11: Over-expression of Bim alpha3, a novel isoform of human Bim, result in cell apoptosis. (PMID: 15147734) Chen JZ . Mao
YM The international journal of biochemistry & cell biology 2004 3 4 23 56 Identification and characterization of Bimgamma, a
novel proapoptotic BH3-only splice variant of Bim. (PMID: 12019181) Liu JW . Tang DG Cancer research 2002 3 4 23 56 Molecular
cloning and characterization of six novel isoforms of human Bim, a member of the proapoptotic Bcl-2 family. (PMID: 11734221)

BCO1: Gong X, Marisiddaiah R, Rubin LP. Inhibition of pulmonary ?-carotene 15, 15-oxygenase expression by glucocorticoid
involves PPAR?. Lobaccaro J-MA, ed. PLoS ONE. 2017;12(7):e0181466. doi:10.1371/journal.pone.0181466.

BCR: Yuda ), Miyamoto T, Odawara J, et al. Persistent detection of alternatively spliced BCR-ABL variant results in a failure to
achieve deep molecular response. Cancer Science. 2017;108(11):2204-2212. doi:10.1111/cas.13353.

BDKRB2: Associations of polymorphisms of eight muscle- or metabolism-related genes with performance in Mount Olympus
marathon runners. Tsianos GI1, Evangelou E, Boot A, Zillikens MC, van Meurs JB, Uitterlinden AG, Ioannidis JP.
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BDNF: Brain-derived neurotrophic factor and obesity in the WAGR syndrome. (PMID: 18753648) Han JC . Yanovski JA The New
England journal of medicine 2008 3 4 23 45 58 Brain-derived neurotrophic factor ( BDNF) gene: no major impact on antidepressant
treatment response. (PMID: 19236730) Domschke K. Baune BT The international journal of neuropsychopharmacology 2010 3 23
45 58 The effect of depression, BDNF gene val6émet polymorphism and gender on serum BDNF levels. (PMID: 19589373) Ozan E .
Akarsu N Variations in FKBP5 and BDNF genes are suggestively associated with depression in a Swedish population-based cohort.
(PMID: 20226536) Lavebratt C ... Forsell Y Journal of affective disorders 2010 3 39 The brain-derived neurotrophic factor Val66Met
polymorphism, hippocampal volume, and cognitive function in geriatric depression. (PMID: 20220593) Benjamin S ... Taylor WD
The American journal of geriatric psychiatry : official journal of the American Association for Geriatric Psychiatry 2010 3 39
Assessment of peripheral biomarkers potentially involved in episodic and chronic migraine: a case-control study with a focus on
NGF, BDNF, VEGF, and PGE2. (PMID: 34991456) Mozafarihashjin M ... Martami F The journal of headache and pain 2022 3 Female-
specific effect of the BDNF gene on Alzheimer's disease. (PMID: 28202203) Li GD ... Yao YG Neurobiology of aging 2017 3 Activity-
dependent release of endogenous BDNF from mossy fibers evokes a TRPC3 current and Ca2+ elevations in CA3 pyramidal
neurons. (PMID: 20220070) Li Y ... Pozzo-Miller L Journal of neurophysiology 2010 Dual proteome-scale networks reveal cell-
specific remodeling of the human interactome. (PMID: 33961781) Huttlin EL ... Gygi SP Cell 2021 3 Association of COMT, BDNF and
5-HTT functional polymorphisms with personality characteristics. (PMID: 34856753) Tommasi M ... Gatta V Frontiers in bioscience
(Landmark edition) 2021 3 Genetic polymorphisms for BDNF, COMT, and APOE do not affect gait or ankle motor control in chronic
stroke: A preliminary cross-sectional study. (PMID: 32378476) Aljuhni R ... Madhavan S Topics in stroke rehabilitation 2021
Polyacrylamide gel-based microarray: a novel method applied to the association Study between the polymorphisms of BDNF gene
and autism. (PMID: 20201430) Cheng L ... Lu Z Journal of biomedical nanotechnology 2009 3 39 A reference map of the human
binary protein interactome. (PMID: 32296183) Luck K ... Calderwood MA Nature 2020 3 Experiencing community and domestic
violence is associated with epigenetic changes in DNA methylation of BDNF and CLPX in adolescents. (PMID: 31059136) Serpeloni F
... Elbert T Psychophysiology 2020 3 Association between categorization of emotionally-charged and neutral visual scenes and
parameters of event-related potentials in carriers of different COMT, HTR2A, BDNF gene genotypes. (PMID: 32983417) Vorobyeva
EV ... Stoletniy AS F1000Research 2020 3 Catechol-O-Methyltransferase Gene Polymorphisms and the Risk of Chemotherapy-
Induced Prospective Memory Impairment in Breast Cancer Patients with Varying Tumor Hormonal Receptor Expression. (PMID:
32985495) Li W ... Shen L Medical science monitor : international medical journal of experimental and clinical research 2020

BEST1: Marmorstein AD, Johnson AA, Bachman LA, et al. Mutant Best1 Expression and Impaired Phagocytosis in an iPSC Model of
Autosomal Recessive Bestrophinopathy. Scientific Reports. 2018;8:4487. doi:10.1038/s41598-018-21651-z.

BGN: Hana Andrlova, Justin Mastroianni, Josef Madl, Johannes S. Kern, Wolfgang Melchinger, Heide Dierbach, Florian Wernet,
Marie Follo, Kristin Technau-Hafsi, Cristina Has, Venugopal Rao Mittapalli, Marco Idzko, Ricarda Herr, Tilman Brummer, Hendrik
Ungefroren, Hauke Busch, Melanie Boerries, Andreas Narr, Gabriele Ihorst, Claire Vennin, Annette Schmitt-Graeff, Susana Minguet,
Paul Timpson, Justus Duyster, Frank Meiss, Winfried Romer, Robert ZeiserOncotarget. 2017 Jun 27; 8(26): 42901-42916. Publ

BHMT: Rui Y-N, Xu Z, Chen Z, Zhang S. The GST-BHMT assay reveals a distinct mechanism underlying Proteinasome inhibition-
induced macroautophagy in mammalian cells. Autophagy. 2015;11(5):812-832. doi:10.1080/15548627.2015.1034402.

BHMT-02: Investigations of a common genetic variant in betaine-homocysteine methyltransferase (BHMT) in coronary artery
disease. (PMID: 12818402) Weisberg IS ... Rozen R Atherosclerosis 2003 3 4 21 39 Betaine-homocysteine methyltransferase
expression in porcine and human tissues and chromosomal localization of the human gene. (PMID: 9281325) Sunden SL ... Garrow
TA Archives of biochemistry and biophysics 1997 2 3 4 21 Purification, kinetic properties, and cDNA cloning of mammalian betaine-
homocysteine methyltransferase. (PMID: 8798461) Garrow TA The Journal of biological chemistry 1996 2 34 21 118 SNPs of folate-
related genes and risks of spina bifida and conotruncal heart defects. (PMID: 19493349) Shaw GM ... Finnell RH BMC medical
genetics 2009 3 21 39 MALDI-TOF MS genotyping of polymorphisms related to 1-carbon metabolism using common and mass-
modified terminators. (PMID: 18988749) Meyer K ... Ueland PM Clinical chemistry 2009

BICC1: Benjamin Rothé, Lucia Leal-Esteban, Florian Bernet, Séverine Urfer, Nicholas Doerr, Thomas Weimbs, Justyna Iwaszkiewicz,
Daniel B. ConstamMol Cell Biol. 2015 Oct; 35(19): 3339-3353. Prepublished online 2015 Jul 27. Published online 2015 Sep 4. doi:
10.1128/M(CB.00341-15PMCID: PMC4561730 Benjamin Rothé, Catherine N. Leettola, Lucia Leal-Esteban, Duilio Cascio, Simon Fortier,
Manuela Isenschmid, James U. Bowie, Daniel B. ConstamStructure. 2018 Feb 6; 26(2): 209-224.e6. Published online 2017 De
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BICD1: Leal-Esteban LC, Rothé B, Fortier S, Isenschmid M, Constam DB. Role of Bicaudal C1 in renal gluconeogenesis and its novel
interaction with the CTLH complex. Barsh GS, ed. PLoS Genetics. 2018;14(7):e1007487. doi:10.1371/journal.pgen.1007487.

BIN1: Mutations in amphiphysin 2 (BIN1) disrupt interaction with dynamin 2 and cause autosomal recessive centronuclear
myopathy. (PMID: 17676042) Nicot AS ... Laporte ] Nature genetics 2007 2 3 4 21 70 A Roma founder BIN1 mutation causes a novel
phenotype of centronuclear myopathy with rigid spine. (PMID: 29950440) Cabrera-Serrano M ... Paradas C Neurology 2018 34 70
Adult-onset autosomal dominant centronuclear myopathy due to BIN1 mutations. (PMID: 25260562) Bohm ] ... Laporte ] Brain : a
journal of neurology 2014 3 4 70 Phenotype of a patient with recessive centronuclear myopathy and a novel BIN1 mutation. (PMID:
20142620) Claeys KG ... Stojkovic T Neurology 2010 3 4 21 The SH3 binding motif of HCV [corrected] NS5A protein interacts with
Bin1 and is important for apoptosis and infectivity. (PMID: 16530520) Nanda SK ... Liang T) Gastroenterology 2006

BMP2: Saxon JG, Baer DR, Barton JA, et al. BMP2 expression in the endocardial lineage is required for AV endocardial cushion
maturation and remodeling. Developmental biology. 2017;430(1):113-128. doi:10.1016/j.ydbio.2017.08.008.

BPESC1: Wu YY, Briollais L. Mixed-effects models for joint modeling of sequence data in longitudinal studies. BMC Proceedings.
2014;8(Suppl 1):592. doi:10.1186/1753-6561-8-51-S92.

BRAP: Shoji S, Hanada K, Ohsawa N, Shirouzu M. Central catalytic domain of BRAP (RNF52) recognizes the types of ubiquitin chains
and utilizes oligo-ubiquitin for ubiquitylation. Biochemical Journal. 2017;474(18):3207-3226. d0i:10.1042/BCJ20161104.

BRCA2: Fatemeh Karami, Parvin MehdipourBiomed Res Int. 2013; 2013: 928562. Published online 2013 Nov 7. doi:

10.1155/2013/928562PMCID: PM(C3838820 Hermela Shimelis, Romy L.S. Mesman, Catharina Von Nicolai, Asa Ehlen, Lucia Guidugli,
Charlotte Martin, Fabienne M.G.R. Calléja, Huong Meeks, Emily Hallberg, Jamie Hinton, Jenna Lilyquist, Chunling Hu, Cora M. Aalfs,
Kristiina Aittomaki, Irene Andrulis, Hoda Anton-Culver, Volker Arndt, Matthias W. Beckmann, Javier Benitez, Natalia V. Bogdanova.

BSN: Yabe I, Yaguchi H, Kato Y, et al. Mutations in bassoon in individuals with familial and sporadic progressive supranuclear palsy-
like syndrome. Scientific Reports. 2018;8:819. doi:10.1038/s41598-018-19198-0.

BTBD9: Allen RP, Donelson NC, Jones BC, et al. Animal models of RLS phenotypes. Sleep medicine. 2017;31:23-28.
doi:10.1016/j.sleep.2016.08.002.

BTD: Yonggang Xie, Xiaosu Li, Xian Zhang, Shaolin Mei, Hongyu Li, Andreacarola Urso, Sijun ZhuelLife. 2014; 3: e03596. Published
online 2014 Oct 6. doi: 10.7554/eLife.03596PMCID: PMC4221738Vera S. Hunnekuhl, Michael AkamEvoDevo. 2017; 8: 18. Published
online 2017 Oct 23. doi: 10.1186/513227-017-0082-xPMCID: PMC5654096 Chompunut Lumsangkul, Yang-Kwang Fan, Shen-Chang
Chang, Jyh-Cherng Ju, Hsin-L. Chiang PLoS One. 2018; 13(5): e0196973. Published online 2018 May 9. doi:
10.1371/journal.pone.0196973

BTNL2: Xiang Tong, Yao Ma, Xundong Niu, Zhipeng Yan, Sitong Liu, Bo Peng, Shifeng Peng, Hong FanMedicine (Baltimore) 2016 Jul;
95(30): e4325. Published online 2016 Jul 29. doi: 10.1097/MD.0000000000004325PMCID: PMC5265849Krishanthi S. Subramaniam,
Emily Spaulding, Emil Ivan, Eugene Mutimura, Ryung S. Kim, Xikui Liu, Chen Dong, Catherine M. Feintuch, Xingxing Zhang, Kathryn
Anastos, Gregoire Lauvau, Johanna P. Daily) Infect Dis. 2015 Oct 15; 212(8): 1322-1331. Published online 2015 Apr 15. doi: 10.

C10RF106: Mohanan V, Nakata T, Desch AN, et al. C1orf106 is a colitis risk gene that regulates stability of epithelial adherens
junctions. Science (New York, NY). 2018;359(6380):1161-1166. doi:10.1126/science.aan0814.

C2: Yun S-H, Sim E-H, Han S-H, et al. In vitro and in vivo anti-leukemic effects of cladoloside C2 are mediated by activation of
Fas/ceramide synthase 6/p38 kinase/c-Jun NH2-terminal kinase/caspase-8. Oncotarget. 2018;9(1):495-511.
doi:10.18632/oncotarget.230

C210RF33: Isolation of a human gene (HES1) with homology to an Escherichia coli and a zebrafish protein that maps to
chromosome 21922.3. (PubMed id 9150728)1, 2, 3, 9 Scott H.S.... Antonarakis S.E. (Hum. Genet. 1997) Isolation and characterization
of GT335, a novel human gene conserved in Escherichia coli and mapping to 21922.3. (PubMed id 8975701)1, 2, 3 Lafreniere R.G....
Rouleau G.A. (Genomics 1996) The status, quality, and expansion of the NIH full-length cDNA project: the Mammalian Gene Collecti
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C2CD4C: Han J, Perez JT, Chen C, et al. Genome-wide CRISPR/Cas9 Screen Identifies Host Factors Essential for Influenza Virus
Replication. Cell reports. 2018;23(2):596-607. d0i:10.1016/j.celrep.2018.03.045.

C3: Elvington M, Liszewski MK, Bertram P, Kulkarni HS, Atkinson JP. A C3(H20) recycling pathway is a component of the intracellular
complement system. The Journal of Clinical Investigation. 2017;127(3):970-981. doi:10.1172/)CI89412.

C50RF56: Analysis of 39 Crohn's disease risk loci in Swedish inflammatory bowel disease patients. (PMID: 19760754) Torkvist L.
Pettersson S Inflammatory bowel diseases 2010 3 45 58 Fucosyltransferase 2 (FUT2) non-secretor status is associated with Crohn's
disease. (PMID: 20570966) McGovern DP . International IBD Genetics Consortium Human molecular genetics 2010 3 45 58
Molecular reclassification of Crohn's disease by cluster analysis of genetic variants. (PMID: 20886065) Cleynen I. Vermeire S PloS

C50RF67: Sarah Wilker, Anna Schneider, Daniela Conrad, Anett Pfeiffer, Christina Boeck, Birke Lingenfelder, Virginie Freytag, Vanja
Vukojevic, Christian Vogler, Annette Milnik, Andreas Papassotiropoulos, Dominique J.-F. de Quervain, Thomas Elbert, Stephan
Kolassa, Iris-Tatjana KolassaTransl| Psychiatry. 2018; 8: 251. Published online 2018 Nov 22. doi: 10.1038/s41398-018-0297-1PMCID:
PMC6250662Danfeng Peng, Jie Wang, Rong Zhang, Feng Jiang, Claudia H. T. Tam, Guozhi Jiang, Tao Wang, Miao Chen, Jing Ya

C80RF34: Hagit N Baris, Wai-Man Chan, Caroline Andrews, Doron M Behar, Diana J Donovan, Cynthia C Morton, Judith Ranells, Tuya
Pal, Azra H Ligon, Elizabeth C EngleClin Case Rep. 2013 Oct; 1(1): 30-37. Published online 2013 Sep 30. doi: 10.1002/ccr3.11PMCID:
PM(C3885256 Jenna C. Carlson, Jennifer Standley, Aline Petrin, John R. Shaffer, Azeez Butali, Carmen J. Buxo, Eduardo Castilla, Kaare
Christensen, Frederic W-D Deleyiannis, Jacqueline T. Hecht, L. Leigh Field, Ariuntuul Garidkhuu, Lina M. Moreno

CA1: Sun Y, Nitz DA, Holmes TC, Xu X. Opposing and Complementary Topographic Connectivity Gradients Revealed by Quantitative
Analysis of Canonical and Noncanonical Hippocampal CA1 Inputs. eNeuro. 2018;5(1):ENEURO.0322-17.2018.
doi:10.1523/ENEURO.0322-17.2018.

CA8: Fu ES, Erasso DM, Zhuang GZ, et al. Impact of human CA8 on thermal antinociception in relation to morphine equivalence in
mice. Neuroreport. 2017;28(18):1215-1220. d0i:10.1097/WNR.0000000000000872.

CABLES1: New gene functions in megakaryopoiesis and platelet formation. Gieger C1, Radhakrishnan A, Cvejic A, Tang W, Porcu E,
Pistis G, Serbanovic-Canic J, Elling U, Goodall AH, Labrune Y, Lopez LM, Magi R, Meacham S, Okada Y, Pirastu N, Sorice R, Teumer A,
Voss K, Zhang W, Ramirez-Solis R, Bis JC, Ellinghaus D, Gogele M, Hottenga JJ, Langenberg C, Kovacs P, O'Reilly PF, Shin SY, Esko T,
Hartiala J, Kanoni S, Murgia F, Parsa A, Stephens J, van der Harst P, Ellen van der Schoot C, Allayee H, Attwood

CACNA1C: Kisko TM, Braun MD, Michels S, et al. Cacnalc haploinsufficiency leads to pro-social 50-kHz ultrasonic communication
deficits in rats. Disease Models & Mechanisms. 2018;11(6):dmm034116. doi:10.1242/dmm.034116.

CACNB2: Liu A, Wang Y, Sahana G, et al. Genome-wide Association Studies for Female Fertility Traits in Chinese and Nordic
Holsteins. Scientific Reports. 2017,7:8487. doi:10.1038/s41598-017-09170-9.

CADM1: Richard Hunte, Patricia Alonso, Remy Thomas, Cassandra Alexandria Bazile, Juan Carlos Ramos, Louise van der Weyden,
Juan Dominguez-Bendala, Wasif Noor Khan, Noula ShembadePLoS Pathog. 2018 Apr; 14(4): e1006968. Published online 2018 Apr
26. doi: 10.1371/journal.ppat.1006968PMCID: PM(C5919438 Rajeshree Pujari, Richard Hunte, Remy Thomas, Louise van der Weyden,
Dan Rauch, Lee Ratner, Jennifer K. Nyborg, Juan Carlos Ramos, Yoshimi Takai, Noula ShembadePLoS Pathog. 2015 Mar; 11(3):
e1004721.

CALCA: Aydin-Yuce T, Kurscheid G, Bachmann HS, et al. No Association of CALCA Polymorphisms and Aseptic Loosening after
Primary Total Hip Arthroplasty. BioMed Research International. 2018;2018:3687415. doi:10.1155/2018/3687415.

CALCR: Goda T, Doi M, Umezaki Y, et al. Calcitonin receptors are ancient modulators for rhythms of preferential temperature in
insects and body temperature in mammals. Genes & Development. 2018;32(2):140-155. doi:10.1101/gad.307884.117.

CALHM1: Vingtdeux V, Chang EH, Frattini SA, et al. CALHM1 deficiency impairs cerebral neuron activity and memory flexibility in
mice. Scientific Reports. 2016;6:24250. d0i:10.1038/srep24250.
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CALN1: Kazuhiro Kobuke, Kenji Oki, Celso E. Gomez-Sanchez, Elise P. Gomez-Sanchez, Haruya Ohno, Kiyotaka Itcho, Yoko Yoshii,
Masayasu Yoneda, Noboru HattoriHypertension. Author manuscript; available in PMC 2019 Jan 1.Published in final edited form as:
Hypertension. 2018 Jan; 71(1): 125-133. Published online 2017 Nov 6. doi: 10.1161/HYPERTENSIONAHA.117.10205PMCID:
PMC5730498 Olivia Engmann, Benoit Labonte, Amanda Mitchell, Pavel Bashtrykov, Erin S. Calipari, Chaggai Rosenbluh, Yong-Hwee
E. Loh

CAMK1D: Wang L, Lin Y, Meng H, et al. Long non-coding RNA LOC283070 mediates the transition of LNCaP cells into androgen-
independent cells possibly via CAMK1D. American Journal of Translational Research. 2016;8(12):5219-5234.

CAMK2A: Sébastien Kury, Geeske M. van Woerden, Thomas Besnard, Martina Proietti Onori, Xénia Latypova, Meghan C. Towne,
Megan T. Cho, Trine E. Prescott, Melissa A. Ploeg, Stephan Sanders, Holly A.F. Stessman, Aurora Pujol, Ben Distel, Laurie A. Robak,
Jonathan A. Bernstein, Anne-Sophie Denommé-Pichon, Gaétan Lesca, Elizabeth A. Sellars, Jonathan Berg, Wilfrid Carré, @yvind
Levold Busk, Bregje W.M. van Bon, Jeff L. Waugh, Matthew Deardorff, George E. Hoganson, Katherine B. Bosanko, Diana S. Johnson

CAMTA1: Mollet IG, Malm HA, Wendt A, Orho-Melander M, Eliasson L. Integrator of Stress Responses Calmodulin Binding
Transcription Activator 1 (Camta1) Regulates miR-212/miR-132 Expression and Insulin Secretion. The Journal of Biological
Chemistry. 2016;291(35):18

CAPN10: Tomohisa Hatta, Shun-ichiro Ilemura, Tomokazu Ohishi, Hiroshi Nakayama, Hiroyuki Seimiya, Takao Yasuda, Katsumi
lizuka, Mitsunori Fukuda, Jun Takeda, Tohru Natsume, Yukio HorikawaSci Rep. 2018; 8: 16756. Published online 2018 Nov 13. doi:
10.1038/541598-018-35204-xPMCID: PMC6233169Nattachet Plengvidhya, Kanjana Chanprasert, Watip Tangjittipokin, Wanna
Thongnoppakhun, Pa-thai Yenchitsomanus) Diabetes Investig. 2015 Nov; 6(6): 632-639. Published online 2015 Mar 24. doi:
10.1111/jdi.12341PMCID:

CAPNS3: Yasuko Ono, Mayumi Shindo, Naoko Doi, Fujiko Kitamura, Carol C. Gregorio, Hiroyuki SorimachiProc Natl Acad Sci U S A.
2014 Dec 23; 111(51): E5527-E5536. Published online 2014 Dec 15. doi: 10.1073/pnas.1411959111PMCID: PMC4280609Mehmet E.
Yalvac, Jakkrit Amornvit, Cilwyn Braganza, Lei Chen, Syed-Rehan A. Hussain, Kimberly M. Shontz, Chrystal L. Montgomery, Kevin M.
Flanigan, Sarah Lewis, Zarife SahenkSkelet Muscle. 2017; 7: 27. Published online 2017 Dec 14. doi: 10.1186/s13395-017-0146-6PMCI

CAPZB: Sequence analysis and chromosomal localization of human Cap Z. Conserved residues within the actin-binding domain
may link Cap Z to gelsolin/severin and profilin protein families. (PMID: 7665558) Barron-Casella EA . Casella JF The Journal of
biological chemistry 1995 3 4 23 58 Deregulation of CRAD-controlled cytoskeleton initiates mucinous colorectal cancer via ?-
catenin. (PMID: 30361697) Jung YS . Park JI Nature cell biology 2018 3 4 58 A recurrent de novo mutation in ACTG1 causes isolated

CARD14: Liu H, Bao F, Irwanto A, et al. An association study of TOLL and CARD with leprosy susceptibility in Chinese
population. Human Molecular Genetics. 2013;22(21):4430-4437. d0i:10.1093/hmg/ddt286.

CASC17: Jackson VE, Latourelle JC, Wain LV, et al. Meta-analysis of exome array data identifies six novel genetic loci for lung
function. Wellcome Open Research. 2018;3:4. doi:10.12688/wellcomeopenres.12583.3.

CASC21: LiW, Qi Y, Cui X, et al. Characteristic of HPV Integration in the Genome and Transcriptome of Cervical Cancer
Tissues. BioMed Research International. 2018;2018:6242173. doi:10.1155/2018/6242173.

CASC8: Hu L, Chen S-H, Lv Q-L, et al. Clinical Significance of Long Non-Coding RNA CASC8 rs10505477 Polymorphism in Lung Cancer
Susceptibility, Platinum-Based Chemotherapy Response, and Toxicity. Tchounwou PB, ed. International Journal of Environmental
Research and Public Health. 2016;13(6):545. doi:10.3390/ijerph13060545.

CASP10: Heinze S, Putnam DK, Fischer AW, Kohlmann T, Weiner BE, Meiler . CASP10-BCL::Fold efficiently samples topologies of
large proteins. Proteins. 2015;83(3):547-563. doi:10.1002/prot.24733.
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CASQ2: Genetic variability of RyR2 and CASQ2 genes in an Asian population. (PMID: 19709828) Wong CH ... Lee E] Forensic science
international 2009 3 23 41 54 Clinical phenotype and functional characterization of CASQ2 mutations associated with
catecholaminergic polymorphic ventricular tachycardia. (PMID: 16908766) di Barletta MR ... Priori SG Circulation 2006 3 4 23 54
Molecular genetics of exercise-induced polymorphic ventricular tachycardia: identification of three novel cardiac ryanodine
receptor mutations and two common calsequestrin 2 amino-acid polymorphisms. (PMID: 14571276) Laitinen PJ ... Kontula K
European journal of human genetics : EJHG 2003 3 4 23 54 A missense mutation in a highly conserved region of CASQ2 is
associated with autosomal recessive catecholamine-induced polymorphic ventricular tachycardia in Bedouin families from Israel.
(PMID: 11704930) Lahat H ... Eldar M American journal of human genetics 2001 3 4 23 54 Chromosome mapping of five human
cardiac and skeletal muscle sarcoplasmic reticulum protein genes. (PMID: 8406504) Otsu K ... MacLennan DH Genomics 1993

CASR: Tang L, Jiang L, McIntyre ME, Petrova E, Cheng SX. Calcimimetic acts on enteric neuronal CaSR to reverse cholera toxin-
induced intestinal electrolyte secretion. Scientific Reports. 2018;8:7851. doi:10.1038/s41598-018-26171-4.

CAT: Gene polymorphisms in association with emerging cardiovascular risk markers in adult women. (PMID: 20078877) Fan AZ ...
Mokdad AH BMC medical genetics 2010 3 21 39 Polymorphisms in antioxidant defence genes and susceptibility to hepatocellular
carcinoma in a Moroccan population. (PMID: 19929244) Ezzikouri S ... Benjelloun S Free radical research 2010 3 21 39 [Lack of
association between metabolic and antioxidant gene polymorphisms (GSTM1, GSTT1, CAT, MnSOD, GPX1) and maternal quitting of
smoking in pregnancy--preliminary results]. (PMID: 20301895) Hozyasz KK ... Jagodzinski PP Przeglad lekarski 2009 3 21 39
[Association of genetic factors with clinical peculiarities of hypertensive disease in patients with burdened familial anamnesis].
(PMID: 19254215) Minushkina LO ... Zateishchikov DA Kardiologiia 2009 3 21 39 Functional variants in the catalase and
myeloperoxidase genes, ambient air pollution, and respiratory-related school absences: an example of epistasis in gene-
environment interactions. (PMID: 19897513) Wenten M ... Gilliland FD American journal of epidemiology 2009

CAV3: Irano N, de Camargo GMF, Costa RB, et al. Genome-Wide Association Study for Indicator Traits of Sexual Precocity in Nellore
Cattle. Zhang Q, ed. PLoS ONE. 2016;11(8):e0159502. doi:10.1371/journal.pone.0159502.

CBLB: Xiao Y, Tang J, Guo H, et al. Targeting CBLB as a Potential Therapeutic Approach for Disseminated Candidiasis. Nature
medicine. 2016;22(8):906-914. doi:10.1038/nm.4141.
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CBS: The cystathionine beta-synthase (CBS) mutation ¢.1224-2A>C in Central Europe: Vitamin B6 nonresponsiveness and a
common ancestral haplotype. (PMID: 15365998) Linnebank M ... Koch HG Human mutation 2004 3 4 21 39 69 A pathogenic linked
mutation in the catalytic core of human cystathionine beta-synthase disrupts allosteric regulation and allows kinetic
characterization of a full-length dimer. (PMID: 17352495) Sen S ... Banerjee R Biochemistry 2007 3 21 24 69 Cystathionine beta-
synthase T833C/844INS68 polymorphism: a family-based study on mentally retarded children. (PMID: 16375773) Dutta S ...
Mukhopadhyay K Behavioral and brain functions : BBF 2005 3 21 39 69 High homocysteine and thrombosis without connective
tissue disorders are associated with a novel class of cystathionine beta-synthase (CBS) mutations. (PMID: 12007221) Maclean KN ...
Kraus JP Human mutation 2002 3 4 21 69 High prevalence of the I1278T mutation of the human cystathionine beta-synthase
detected by a novel screening application. (PMID: 11434706) Linnebank M ... Koch HG Thrombosis and haemostasis 2001 N-
Terminal Acetyltransferase Naa40p Whereabouts Put into N-Terminal Proteoform Perspective. (PMID: 33916271) Jonckheere V ...
Van Damme P International journal of molecular sciences 2021 3 Reprogrammed transsulfuration promotes basal-like breast
tumor progression via realigning cellular cysteine persulfidation. (PMID: 34737229) Erdélyi K ... Nagy P Proceedings of the National
Academy of Sciences of the United States of America 2021 3 Association of maternal dietary intakes and CBS gene polymorphisms
with congenital heart disease in offspring. (PMID: 32800907) Li Y ... Qin ] International journal of cardiology 2021 3 Derangement of
hepatic polyamine, folate, and methionine cycle metabolism in cystathionine beta-synthase-deficient homocystinuria in the
presence and absence of treatment: Possible implications for pathogenesis. (PMID: 33483253) Maclean KN ... Stabler SP Molecular
genetics and metabolism 2021 3 Parental exome analysis identifies shared carrier status for a second recessive disorder in
couples with an affected child. (PMID: 33223529) Mor-Shaked H ... Harel T European journal of human genetics : EJHG 2021
Systems analysis of RhoGEF and RhoGAP regulatory proteins reveals spatially organized RAC1 signalling from integrin adhesions.
(PMID: 32203420) Muller PM ... Rocks O Nature cell biology 2020 3 Wnt regulation: exploring Axin-Disheveled interactions and
defining mechanisms by which the SCF E3 ubiquitin ligase is recruited to the destruction complex. (PMID: 32129710) Schaefer KN
... Peifer M Molecular biology of the cell 2020 The midbody interactome reveals unexpected roles for PP1 phosphatases in
cytokinesis. (PMID: 31586073) Capalbo L ... D'Avino PP Nature communications 2019 3 Gain of Additional BIRC3 Protein Functions
through 3'-UTR-Mediated Protein Complex Formation. (PMID: 30948266) Lee SH ... Mayr C Molecular cell 2019 3 Extensive
disruption of protein interactions by genetic variants across the allele frequency spectrum in human populations. (PMID:
31515488) Fragoza R ... Yu H Nature communications 2019 3 PLEKHA4/kramer Attenuates Dishevelled Ubiquitination to Modulate
Wnt and Planar Cell Polarity Signaling. (PMID: 31091453) Shami Shah A ... Baskin JM Cell reports 2019 3 WWP2 ubiquitylates RNA
polymerase II for DNA-PK-dependent transcription arrest and repair at DNA breaks. (PMID: 31048545) Caron P ... van Attikum H
Genes & development 2019

CCDC33: Paula L. Hyland, Neal D. Freedman, Nan Hu, Ze-Zhong Tang, Lemin Wang, Chaoyu Wang, Ti Ding, Jin-Hu Fan, You-Lin Qiao,
Asieh Golozar, William Wheeler, Kai Yu, Jeff Yuenger, Laurie Burdett, Stephen J. Chanock, Sanford M. Dawsey, Margaret A. Tucker,
Alisa M. Goldstein, Christian C. Abnet, Philip R. TaylorCarcinogenesis. 2013 May; 34(5): 1062-1068. Published online 2013 Jan 28. doi:
10.1093/carcin/bgt030PMCID: PMC3643422 Arnon Mazza, Irit Gat-Viks, Hesso Farhan, Roded Sharan Algorithms Mol Biol

CCDC40: Dinu Antony, Anita Becker-Heck, Maimoona A Zariwala, Miriam Schmidts, Alexandros Onoufriadis, Mitra Forouhan,
Robert Wilson, Theresa Taylor-Cox, Ann Dewar, Claire Jackson, Patricia Goggin, Niki T Loges, Heike Olbrich, Martine Jaspers, Mark
Jorissen, Margaret W Leigh, Whitney E Wolf, M. Leigh Anne Daniels, Peader G Noone, Thomas W Ferkol, Scott D Sagel, Margaret
Rosenfeld, Andrew Rutman, Abhijit Dixit, Christopher O’Callaghan, Jane S Lucas, Claire Hogg, Peter ) Scambler, Richard D Emes,
UK10

CCDC62: Lu Y, Tan L, Shen N, et al. Possible association of CCDC62 rs12817488 polymorphism and Parkinson’s disease risk in
Chinese population: a meta-analysis. Scientific Reports. 2016;6:23991. d0i:10.1038/srep23991.

CCDC77: Maria Barandalla, Hui Shi, Hui Xiao, Silvia Colleoni, Cesare Galli, Pietro Lio, Matthew Trotter, Giovanna LazzariStem Cell Res
Ther. 2017; 8: 160. Published online 2017 Jul 5. doi: 10.1186/513287-017-0602-6PMCID: PM(C5497375 Lei Wei, Song Liu, Jeffrey Conroy,
Jianmin Wang, Antonios Papanicolau-Sengos, Sean T. Glenn, Mitsuko Murakami, Lu Liu, Qiang Hu, Jacob Conroy, Kiersten Marie
Miles, David E. Nowak, Biao Liu, Maochun Qin, Wiam Bshara, Angela R. Omilian, Karen Head, Michael Bianchi.
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CCHCR1: Tervaniemi MH, Katayama S, Skoog T, et al. Intracellular signalling pathways and cytoskeletal functions converge on the
psoriasis candidate gene CCHCR1 expressed at P-bodies and centrosomes. BMC Genomics. 2018;19:432. doi:10.1186/s12864-018-
4810-y.

CCL2: Yaeli Lebel-Haziv, Tsipi Meshel, Gali Soria, Adva Yeheskel, Elad Mamon, Adit Ben-BaruchNeoplasia. 2014 Sep; 16(9): 723-740.
Published online 2014 Sep 20. doi: 10.1016/j.ne0.2014.08.004PMCID: PMC4234876Nicole Lavender, Jinming Yang, Sheau-Chiann
Chen, Jiging Sai, C. Andrew Johnson, Philip Owens, Gregory D. Ayers, Ann RichmondBMC Cancer. 2017; 17: 88. Published online 2017
Jan 31. doi: 10.1186/512885-017-3074-2PMCID: PM(C5286656Vincent R. Parillaud, Guillaume Lornet, Yann Monnet, Anne-Laure Pr

CCR3: Zhu X, Liu K, Wang J, et al. C-C chemokine receptor type 3 gene knockout alleviates inflammatory responses in allergic
rhinitis model mice by regulating the expression of eosinophil granule proteins and immune factors. Molecular Medicine Reports.
2018;18(4):3780-3790. doi:10.3892/mmr.2018.9380.

CD226: Grossman L, Chang C, DaiJ, et al. Epstein-Barr Virus Induces Adhesion Receptor CD226 (DNAM-1) Expression during
Primary B-Cell Transformation into Lymphoblastoid Cell Lines. Damania B, ed. mSphere. 2017;2(6):e00305-17.
doi:10.1128/mSphere.00305-17.

CD2AP: CD2AP mutations are associated with sporadic nephrotic syndrome and focal segmental glomerulosclerosis (FSGS).
(PMID: 19131354) Gigante M . Gesualdo L Nephrology, dialysis, transplantation : official publication of the European Dialysis and
Transplant Association - European Renal Association 2009 3 23 45 58 CD2AP and Cbl-3/Cbl-c constitute a critical checkpoint in the
regulation of ret signal transduction. (PMID: 18753381) Tsui CC . Pierchala BA The Journal of neuroscience : the official jo

CD36: Okuda K, Tong M, Dempsey B, Moore KJ, Gazzinelli RT, Silverman N.Leishmania amazonensis Engages CD36 to Drive
Parasitophorous Vacuole Maturation. Zamboni DS, ed. PLoS Pathogens. 2016;12(6):e1005669. doi:10.1371/journal.ppat.1005669.

CD40: https://ghr.nlm.nih.gov/gene/CD40

CD46: Mutations in alternative pathway complement proteins in American patients with atypical hemolytic uremic syndrome.
(PMID: 20513133) Maga TK . Smith R Human mutation 2010 3 4 45 58 Genetics of HUS: the impact of MCP, CFH, and IF mutations
on clinical presentation, response to treatment, and outcome. (PMID: 16621965) Caprioli] . International Registry of Recurrent and
Familial HUS/TTP Blood 2006 3 4 45 58 Localization of regions in CD46 that interact with adenovirus. (PMID: 15919905) Gaggar

CD58: Sable R, Durek T, Taneja V, et al. Constrained Cyclic Peptides as Inmunomodulatory Inhibitors of the CD2:CD58 Protein-
Protein Interaction. ACS chemical biology. 2016;11(8):2366-2374. doi:10.1021/acschembio.6b00486.

CD79B: Liu X, Li Y-S, Shinton SA, et al. Zebrafish B cell development without a pre-B cell stage, revealed by CD79 fluorescence
reporter transgenes. Journal of immunology (Baltimore, Md?: 1950). 2017;199(5):1706-1715. doi:10.4049/jimmunol.1700552.

CD86: Levy R, Rotfogel Z, Hillman D, et al. Superantigens hyperinduce inflammatory cytokines by enhancing the B7-2/CD28
costimulatory receptor interaction. Proceedings of the National Academy of Sciences of the United States of America.
2016;113(42):E6437-E6446

CDC73: Nene RV, Putnam CD, Li B-Z, et al. Cdc73 suppresses genome instability by mediating telomere homeostasis. Symington LS,
ed. PLoS Genetics. 2018;14(1):e1007170. doi:10.1371/journal.pgen.1007170.

CDCA3: Drug target discovery by gene expression analysis: cell cycle genes. (PMID: 12188893) Walker MG Current cancer drug
targets 2001 Large-scale sequencing in human chromosome 12p13: experimental and computational gene structure
determination. (PMID: 9074930) Ansari-Lari MA ... Gibbs RA Genome research 1997 2 3 4 Identification of type 2 diabetes-
associated combination of SNPs using support vector machine. (PMID: 20416077) Ban HJ ... Park K] BMC genetics 2010 3 40
Complete sequencing and characterization of 21,243 full-length human cDNAs. (PMID: 14702039) Ota T ... Sugano S Nature
genetics 2004 3 4 Comprehensive interactome profiling of the human Hsp70 network highlights functional differentiation of J
domains. (PMID: 33957083) Piette BL ... Taipale M Molecular
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CDH1: Van der Post RS, Vogelaar IP, Carneiro F, et al. Hereditary diffuse gastric cancer: updated clinical guidelines with an
emphasis on germline CDH1mutation carriers. Journal of Medical Genetics. 2015;52(6):361-374. doi:10.1136/jmedgenet-2015-
103094.

CDH12: Junjun Ma, Jingkun Zhao, Jun Lu, Puxiongzhi Wang, Hao Feng, Yaping Zong, Baochi Ou, Minhua Zheng, Aiguo LuTumour
Biol. 2016 Jul; 37(7): 9077-9088. Published online 2016 Jan 14. doi: 10.1007/s13277-015-4555-zPMCID: PMC4990612)ingkun Zhao, Pu
Li, Hao Feng, Puxiongzhi Wang, Yaping Zong, Junjun Ma, Zhuo Zhang, Xuehua Chen, Minhua Zheng, Zhenggang Zhu, Aiguo Lu)
Transl Med. 2013; 11: 288. Published online 2013 Nov 15. doi: 10.1186/1479-5876-11-288PMCID: PMC3879717Eiji Matsunaga, Sanae
Nambu, Mar

CDH13: Abigail C. Killen, Melissa Barber, Joshua J. W. Paulin, Barbara Ranscht, John G. Parnavelas, William D. AndrewsBrain Struct
Funct. 2017; 222(8): 3567-3585. Published online 2017 Apr 6. doi: 10.1007/s00429-017-1418-yPMCID: PMC5676827Andrea Forero,
Olga Rivero, Sina Waldchen, Hsing-Ping Ku, Dominik P. Kiser, Yvonne Gartner, Laura S. Pennington, Jonas Waider, Patricia Gaspar,
Charline Jansch, Frank Edenhofer, Thérése J. Resink, Robert Blum, Markus Sauer, Klaus-Peter LeschFront Cell Neurosci. 2

CDH23: Characterization of Usher syndrome type I gene mutations in an Usher syndrome patient population. (PMID: 15660226)
Ouyang XM . Liu XZ Human genetics 2005 3 4 23 45 58 Usher syndrome 1D and nonsyndromic autosomal recessive deafness
DFNB12 are caused by allelic mutations of the novel cadherin-like gene CDH23. (PMID: 11090341) Bork JM . Morell R} American
journal of human genetics 2001 2 3 4 23 58 Genome-wide association scan for five major dimensions of personality. (PMID:
18957941) Terraccia

CDHR3: Kelly Watters, Ann C. PalmenbergPLoS Pathog. 2018 Dec; 14(12): e1007477. Published online 2018 Dec 10. doi:
10.1371/journal.ppat.1007477PMCID: PMC6301718Yury A. Bochkov, Kelly Watters, Shamaila Ashraf, Theodor F. Griggs, Mark K.
Devries, Daniel J. Jackson, Ann C. Palmenberg, James E. GernProc Natl Acad Sci U S A. 2015 Apr 28; 112(17): 5485-5490. Published
online 2015 Apr 6. doi: 10.1073/pnas.1421178112PMCID: PMC4418890 Klaus Bannelykke, Amaziah T. Coleman, Michael D. Evans,
Jonathan Thorsen

CDKAL1: Palmer CJ, Bruckner RJ, Paulo JA, et al. Cdkal1, a type 2 diabetes susceptibility gene, regulates mitochondrial function in
adipose tissue. Molecular Metabolism. 2017;6(10):1212-1225. doi:10.1016/j.molmet.2017.07.013.

CDKN1A: Kreis N-N, Friemel A, Zimmer B, et al. Mitotic p21Cip1/CDKN1A is regulated by cyclin-dependent kinase 1
phosphorylation. Oncotarget. 2016;7(31):50215-50228. doi:10.18632/oncotarget.10330.

CDKN1B: Peschel [, Podmirseg SR, Taschler M, et al. FLT3 and FLT3-ITD phosphorylate and inactivate the cyclin-dependent kinase
inhibitor p27Kip1 in acute myeloid leukemia. Haematologica. 2017;102(8):1378-1389. doi:10.3324/haematol.2016.160101.

CDKN2A: Gan Y, Ma W, Wang X, et al. Coordinated transcription of ANRIL and P16genes is silenced by P16 DNA methylation
. Chinese Journal of Cancer Research. 2018;30(1):93-103. doi:10.21147/j.issn.1000-9604.2018.01.10.

CDKN2A/B: Kong Y, Sharma RB, Nwosu BU, Alonso LC. Islet biology, the CDKN2A/B locus and type 2 diabetes risk. Diabetologia.
2016;59(8):1579-1593. doi:10.1007/s00125-016-3967-7.

CDKN2B-AS1: ?ehime Gulsin Temel, Mahmut Cerkez ErgorenAnatol ] Cardiol. 2019 Jan; 21(1): 31-38. Published online 2018 Dec 7.
doi: 10.14744/Anatol)Cardiol.2018.90907PMCID: PMC6382903Louis R. Pasquale, Stephanie J. Loomis, Jae H. Kang, Brian L. Yaspan,
Wael Abdrabou, Donald L. Budenz, Teresa C. Chen, Elizabeth DelBono, David S. Friedman, Douglas Gaasterland, Terry Gaasterland,
Cynthia L. Grosskreutz, Richard K. Lee, Paul R. Lichter, Yutao Liu, Catherine A. McCarty, Sayoko E. Moroi, Lana M. Olson.

CEBPB-AS1: Diversification of transcriptional modulation: large-scale identification and characterization of putative alternative
promoters of human genes. (PMID: 16344560) Kimura K ... Sugano S Genome research 2006
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CELF2: Sandya Ajith, Matthew R. Gazzara, Brian S. Cole, Ganesh Shankarling, Nicole M. Martinez, Michael J. Mallory, Kristen W.
LynchRNA Biol. 2016 Jun; 13(6): 569-581. Published online 2016 Apr 20. doi: 10.1080/15476286.2016.1176663PMCID: PMC4962813
Michael J. Mallory, Samuel J. Allon, Jinsong Qiu, Matthew R. Gazzara, Iulia Tapescu, Nicole M. Martinez, Xiang-Dong Fu, Kristen W.
LynchProc Natl Acad Sci U S A. 2015 Apr 28; 112(17): E2139-E2148. Published online 2015 Apr 13. doi: 10.1073/pnas.1423695

CERS2: Sassa T, Hirayama T, Kihara A. Enzyme Activities of the Ceramide Synthases CERS2-6 Are Regulated by Phosphorylation in
the C-terminal Region. The Journal of Biological Chemistry. 2016;291(14):7477-7487. doi:10.1074/jbc.M115.695858.

CETP: Deguchi H, Banerjee Y, Elias DJ, Griffin JH. Elevated CETP Lipid Transfer Activity is Associated with the Risk of Venous
Thromboembolism. Journal of Atherosclerosis and Thrombosis. 2016;23(10):1159-1167. doi:10.5551/jat.32201.

CFAP77: The lung-specific proteome defined by integration of transcriptomics and antibody-based profiling. (PMID: 25169055)
Lindskog C ... Micke P FASEB journal : official publication of the Federation of American Societies for Experimental Biology 2014 2 3
Systematic mapping of genetic interactions for de novo fatty acid synthesis identifies C120rf49 as a requlator of lipid metabolism.
(PMID: 32694731) Aregger M ... Moffat | Nature metabolism 2020 3 Histone Interaction Landscapes Visualized by Crosslinking
Mass Spectrometry in Intact Cell Nuclei. (PMID: 30021884) Fasci D ... Heck AJR Molecular & cellular proteomics : MCP 2018 3
Architecture of the human interactome defines protein communities and disease networks. (PMID: 28514442) Huttlin EL ... Harper
JW Nature 2017 3 The BioPlex Network: A Systematic Exploration of the Human Interactome. (PMID: 26186194) Huttlin EL ... Gygi SP
Cell 2015

CFB: Wolfram G Brenner, Jan Erik Leuendorf, Anne Cortleven, Laetitia B B Martin, Hubert Schaller, Thomas Schmulling) Exp Bot.
2017 May 17; 68(11): 2769-2785. Published online 2017 May 12. doi: 10.1093/jxb/erx146PMCID: PM(C5853388 Gloriane Schnabolk,
Beth Coughlin, Kusumam Joseph, Kannan Kunchithapautham, Mausumi Bandyopadhyay, Elizabeth C. O'Quinn, Tamara Nowling,
Barbel RohrerInvest Ophthalmol Vis Sci. 2015 Mar; 56(3): 1850-1863. Published online 2015 Mar 17. doi: 10.1167/iovs.14-15910

CFH: Kerr H, Wong E, Makou E, et al. Disease-linked mutations in factor H reveal pivotal role of cofactor activity in self-surface-
selective regulation of complement activation. The Journal of Biological Chemistry. 2017;292(32):13345-13360. doi:10.1074/jbc.M11

CHADL: Viveka Tillgren, James C. S. Ho, Patrik Onnerfjord, Sebastian Kalamajski) Biol Chem. 2015 Jan 9; 290(2): 918-925. Published
online 2014 Dec 1. doi: 10.1074/jbc.M114.593541PMCID: PMC4294519Yifan Liu, Yunjie Tu, Ming Zhang, Gaige Ji, Kun Wang, Yanju
Shan, Xiaojun Ju, Di Zhang, Jingting Shu, Jianmin ZouSci Rep. 2018; 8: 2015. Published online 2018 Jan 31. doi: 10.1038/s41598-018-
20373-6PMCID: PM(C5792444Chad I. Lairamore, Mark K. Garrison, Laetitia Bourgeon, Mark MennemeierPercept Mot Skills. A

CHAT: Chen E, Lallai V, Sherafat Y, et al. Altered Baseline and Nicotine-Mediated Behavioral and Cholinergic Profiles in ChAT-Cre
Mouse Lines. The Journal of Neuroscience. 2018;38(9):2177-2188. doi:10.1523/JNEUROSC(CI.1433-17.2018.

CHDH: McClatchie T, Meredith M, Ouédraogo MO, et al. Betaine is accumulated via transient choline dehydrogenase activation
during mouse oocyte meiotic maturation. The Journal of Biological Chemistry. 2017;292(33):13784-13794.
doi:10.1074/jbc.M117.803080.

CHEK2: Luo L, Gao W, Wang J, et al. Study on the Mechanism of Cell Cycle Checkpoint Kinase 2 (CHEK2) Gene Dysfunction in
Chemotherapeutic Drug Resistance of Triple Negative Breast Cancer Cells. Medical Science Monitor?: International Medical Journal
of Experimen

CHKA: Differential role of human choline kinase alpha and beta enzymes in lipid metabolism: implications in cancer onset and
treatment. (PMID: 19915674) Gallego-Ortega D ... Lacal JC PloS one 2009 3 4 23 Structure and function of choline kinase isoforms in
mammalian cells. (PMID: 15003397) Aoyama C ... Ishidate K Progress in lipid research 2004 2 3 23 Cloning of a human choline
kinase cDNA by complementation of the yeast cki mutation. (PMID: 1618328) Hosaka K ... Yamashita S FEBS letters 1992234
Crystal structures of human choline kinase isoforms in complex with hemicholinium-3: single amino acid near the active site
influences inhibitor sensitivity. (PMID: 20299452) Hong BS ... Park HW The Journal of biological chemistry 2010 3 4 Polymorphisms
located in the region containing BHMT and BHMT2 genes as maternal protective factors for orofacial clefts. (PMID: 20662904)
Mostowska A ... Jagodzinski PP European journal of oral sciences 2010
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CHKB: Zhuo Li, Gengshu Wu, Roger B. Sher, Zohreh Khavandgar, Martin Hermansson, Gregory A. Cox, Michael R. Doschak, Monzur
Murshed, Frank Beier, Dennis E. VanceBiochim Biophys Acta. Author manuscript; available in PMC 2015 Jul 1.Published in final
edited form as: Biochim Biophys Acta. 2014 Jul; 1840(7): 2112-2122. Published online 2014 Mar 14. doi:
10.1016/j.bbagen.2014.03.008PMCID: PMC4143985Sultan Cingoz, Sinem Agilkaya, Ibrahim Oztura, Secil Eroglu, Derya Karadeniz,
Ahmet Evlice, Oguz Altungoz

CHRDLA1: PeiY, Zhang Y, Lei Y, Wu D, Ma T, Liu X. Hypermethylation of the CHRDL1 promoter induces proliferation and metastasis
by activating Akt and Erk in gastric cancer. Oncotarget. 2017;8(14):23155-23166. doi:10.18632/oncotarget.15513.

CHRM2: Sakata K, Overacre AE. Promoter IV-BDNF deficiency disturbs cholinergic gene expression of CHRNA5, CHRM2, and
CHRMS5: effects of drug and environmental treatments. Journal of neurochemistry. 2017;143(1):49-64. doi:10.1111/jnc.14129.

CHRNADS: Tyndale RF, Zhu AZX, George TP, et al. Lack of Associations of CHRNA5-A3-B4 Genetic Variants with Smoking Cessation
Treatment Outcomes in Caucasian Smokers despite Associations with Baseline Smoking. Wei Q-Y, ed. PLoS ONE.
2015;10(5):e0128109. doi:10.1371

CHRNB1: Agerholm JS, McEvoy FJ, Menzi F, Jagannathan V, Drogemuller C. A CHRNB1frameshift mutation is associated with familial
arthrogryposis multiplex congenita in Red dairy cattle. BMC Genomics. 2016;17:479. doi:10.1186/512864-016-2832-x.

CHRNB3: Wen L, Han H, Liu Q, et al. Significant association of the CHRNB3-CHRNA6gene cluster with nicotine dependence in the
Chinese Han population. Scientific Reports. 2017;7:9745. doi:10.1038/s41598-017-09492-8.

CHST12: Sasha Z. Prisco, Jeremy W. Prokop, Allison B. Sarkis, Nan Cher Yeo, Matthew J. Hoffman, Colin C. Hansen, Howard J. Jacob,
Michael J. Flister, Jozef LazarHypertension. Author manuscript; available in PMC 2015 Oct 1.Published in final edited form as:
Hypertension. 2014 Oct; 64(4): 883-890. Published online 2014 Jul 7. doi: 10.1161/HYPERTENSIONAHA.114.03550PMCID:
PM(C4162822Sasha Z. Prisco, Jessica R. C. Priestley, Brian D. Weinberg, Anthony R. Prisco, Matthew J. Hoffman, Howard . Jacob.

CHST3: Kai Y, Tomoda K, Yoneyama H, Yoshikawa M, Kimura H. RNA interference targeting carbohydrate sulfotransferase 3
diminishes macrophage accumulation, inhibits MMP-9 expression and promotes lung recovery in murine pulmonary
emphysema. Respiratory Research. 20

CILP: Taipale M, Solovieva S, Leino-Arjas P, Mannikké M. Functional polymorphisms in asporin and CILP together with joint loading
predispose to hand osteoarthritis. BMC Genetics. 2017;18:108. doi:10.1186/s512863-017-0585-4.

CKM: Muscle-specific creatine kinase gene polymorphism and running economy responses to an 18-week 5000-m training
programme. (PMID: 17000714) Zhou DQ ... Wen L British journal of sports medicine 2006 3 21 24 39 Does the polygenic profile
determine the potential for becoming a world-class athlete? Insights from the sport of rowing. (PMID: 19422651) Santiago C ...
Lucia A Scandinavian journal of medicine & science in sports 2010 3 21 39 [An A/G polymorphism in muscle-specific creatine kinase
gene in Han population in Northern China]. (PMID: 16120572) Zhou DQ ... Gong L Yi chuan = Hereditas 2005 3 21 39 Is there an
association between ACE and CKMM polymorphisms and cycling performance status during 3-week races? (PMID: 16037885) Lucia
A ... Earnest CP International journal of sports medicine 2005 3 21 39 The caregene study: muscle-specific creatine kinase gene and
aerobic power in coronary artery disease. (PMID: 16079652) Defoor | ... Vanhees L European journal of cardiovascular prevention
and rehabilitation : official journal of the European Society of Cardiology, Working Groups on Epidemiology & Prevention and
Cardiac Rehabilitation and Exercise Physiology 2005

CLCN6: Yamamoto T, Shimojima K, Sangu N, et al. Single Nucleotide Variations in CLCN6 Identified in Patients with Benign Partial
Epilepsies in Infancy and/or Febrile Seizures. Ishii R, ed. PLoS ONE. 2015;10(3):e0118946. doi:10.1371/journal.pone.0118946.

CLEC16A: Redmann V, Lamb CA, Hwang S, et al. Clec16a is Critical for Autolysosome Function and Purkinje Cell Survival. Scientific
Reports. 2016;6:23326. doi:10.1038/srep23326.
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CLEC7A: Kalia N, Kaur M, Sharma S, Singh J. A Comprehensive in Silico Analysis of Regulatory SNPs of Human CLEC7A Gene and Its
Validation as Genotypic and Phenotypic Disease Marker in Recurrent Vulvovaginal Infections. Frontiers in Cellular and Infection
Microbiology. 2018;8:65. doi:10.3389/fcimb.2018.00065.

CLOCK: Molecular cloning and characterization of the human CLOCK gene: expression in the suprachiasmatic nuclei. (PMID:
10198158) Steeves TD ... Takahashi JS Genomics 1999 2 3 4 21 Genetic variants in human CLOCK associate with total energy intake
and cytokine sleep factors in overweight subjects (GOLDN population). (PMID: 19888304) Garaulet M ... Ordovas JM European
journal of human genetics : EJHG 2010 3 21 39 Differential association of circadian genes with mood disorders: CRY1 and NPAS2
are associated with unipolar major depression and CLOCK and VIP with bipolar disorder. (PMID: 20072116) Soria V ... Urretavizcaya
M Neuropsychopharmacology : official publication of the American College of Neuropsychopharmacology 2010 3 21 39 CLOCK
gene is implicated in weight reduction in obese patients participating in a dietary programme based on the Mediterranean diet.
(PMID: 20065968) Garaulet M ... Ordovas JM International journal of obesity (2005) 2010 3 21 39 Testing the circadian gene
hypothesis in prostate cancer: a population-based case-control study. (PMID: 19934327) Zhu Y ... Stanford JL Cancer research 2009
Dual proteome-scale networks reveal cell-specific remodeling of the human interactome. (PMID: 33961781) Huttlin EL ... Gygi SP
Cell 2021 3 For whom the circadian clock ticks? Investigation of PERIOD and CLOCK gene variants in bipolar disorder. (PMID:
34112033) Yegin Z ... Koc H Chronobiology international 2021 3 Daily Rhythm of Fractal Cardiac Dynamics Links to Weight Loss
Resistance: Interaction with CLOCK 3111T/C Genetic Variant. (PMID: 34371977) Yang HW ... Hu K Nutrients 2021 3 Stabilization of
heterochromatin by CLOCK promotes stem cell rejuvenation and cartilage regeneration. (PMID: 32737416) Liang C ... Liu GH Cell
research 2021 3 Variants in clock genes could be associated with lower risk of type 2 diabetes in an elderly Greek population.
(PMID: 34674804) Tsekmekidou X ... Kotsa K Maturitas 2021

CLPTM1L: Puskas LG, Man I, Szebeni G, Tiszlavicz L, Tsai S, James MA. Novel Anti-CRR9/CLPTM1L Antibodies with Antitumorigenic
Activity Inhibit Cell Surface Accumulation, PI3K Interaction, and Survival Signaling. Molecular cancer therapeutics. 2016;15(5):985-
997.d

CLSTN2: Tatiana V Lipina, Tuhina Prasad, Daisaku Yokomaku, Lin Luo, Steven A Connor, Hiroshi Kawabe, Yu Tian Wang, Nils Brose,
John C Roder, Ann Marie CraigNeuropsychopharmacology. 2016 Feb; 41(3): 802-810. Prepublished online 2015 Jul 14. Published
online 2015 Aug 12. doi: 10.1038/npp.2015.206 PMCID: PMC4707826 Gemma de Ramon Francas, Tobias Alther, Esther T.
StoeckliFront Neuroanat. 2017; 11: 76. Published online 2017 Aug 30. doi: 10.3389/fnana.2017.00076 PMCID: PM(C5582071 Leslie K.
Jacobsen.

CLU: Pseudoexfoliation and Alzheimer's associated CLU risk variant, rs2279590, lies within an enhancer element and regulates
CLU, EPHX2 and PTK2B gene expression. Padhy B, Hayat B, Nanda GG, Mohanty PP, Alone DP. Hum Mol Genet. 2017 Nov
15;26(22):4519-4529. doi: 10.1093/hmg/ddx329. PMID: 28973302

CNGB3: Ding X-Q, Thapa A, Ma H, et al. The B3 Subunit of the Cone Cyclic Nucleotide-gated Channel Regulates the Light Responses
of Cones and Contributes to the Channel Structural Flexibility. The Journal of Biological Chemistry. 2016;291(16):8721-8734.
doi:10.10

CNKSR3: Jin L, Wang T, Jiang S, et al. The Association of a Genetic Variant in SCAF8-CNKSR3 with Diabetic Kidney Disease and
Diabetic Retinopathy in a Chinese Population. Journal of Diabetes Research. 2017;2017:6542689. doi:10.1155/2017/6542689.

CNNM2: CNNM2 mutations cause impaired brain development and seizures in patients with hypomagnesemia. (PMID: 24699222)
Arjona FJ . Hoenderop JG PLoS genetics 2014 2 3 4 56 Large-scale association analysis identifies 13 new susceptibility loci for
coronary artery disease. (PMID: 21378990) Schunkert H . Samani NJ Nature genetics 2011 3 43 56 A genome-wide association study
in Europeans and South Asians identifies five new loci for coronary artery disease. (PMID: 21378988) Coronary Artery Disease (C4

CNR1: Sophocleous A, Marino S, Kabir D, Ralston SH, Idris AL. Combined deficiency of the Cnr1 and Cnr2 receptors protects against
age-related bone loss by osteoclast inhibition. Aging Cell. 2017;16(5):1051-1061. d0i:10.1111/acel.12638.

CNTF: Kim J-Y, Jeong J-E, Rhee J-K, et al. Targeted exome sequencing for the identification of a protective variant against Internet
gaming disorder at rs2229910 of neurotrophic tyrosine kinase receptor, type 3 (NTRK3): A pilot study. Journal of Behavioral Addi
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CNTN1: Chen N, He S, Geng J, et al. Overexpression of Contactin 1 promotes growth, migration and invasion in Hs578T breast
cancer cells. BMC Cell Biology. 2018;19:5. doi:10.1186/s12860-018-0154-3.

CNTNAP2: Zhuoyang Lu, M. V. V. V. Sekhar Reddy, Jianfang Liu, Ana Kalichava, Jiankang Liu, Lei Zhang, Fang Chen, Yun Wang, Luis
Marcelo F. Holthauzen, Mark A. White, Suchithra Seshadrinathan, Xiaoying Zhong, Gang Ren, Gabby Rudenko] Biol Chem. 2016 Nov
11, 291(46): 24133-24147. Published online 2016 Sep 12. doi: 10.1074/jbc.M116.748236 PMCID: PMC5104938 Ruogqi Gao, Nicolas H.
Piguel, Alexandria E. Melendez-Zaidi, Maria Dolores Martin-de-Saavedra, Sehyoun Yoon, Marc P. Forrest, Kristoffer Myczek.

COCH: Daliler-Plenker J, Reiners KS, van den Boorn JG, et al. RIG-I activation induces the release of extracellular vesicles with
antitumor activity. Oncoimmunology. 2016;5(10):e1219827. doi:10.1080/2162402X.2016.1219827.

COGS5: Deficiency in COG5 causes a moderate form of congenital disorders of glycosylation. (PMID: 19690088) Paesold-Burda P ...
Hennet T Human molecular genetics 2009 3 4 23 Purification and characterization of a novel 13 S hetero-oligomeric protein
complex that stimulates in vitro Golgi transport. (PMID: 9792665) Walter DM ... Waters MG The Journal of biological chemistry 1998
2 3 4 Meta-analysis of genome-wide association studies confirms a susceptibility locus for knee osteoarthritis on chromosome
7922. (PMID: 21068099) Evangelou E ... Translation Research in Europe Applied Technologies for Osteoarthritis (TreatOA) Annals of
the rheumatic diseases 2011 3 41 A genome-wide association study identifies an osteoarthritis susceptibility locus on
chromosome 7g22. (PMID: 20112360) Kerkhof HJ ... van Meurs JB Arthritis and rheumatism 2010 3 41 The DNA sequence of human
chromosome 7. (PMID: 12853948) Hillier LW ... Wilson RK Nature 2003

COG7: Climer LK, Pokrovskaya ID, Blackburn JB, Lupashin VV. Membrane detachment is not essential for COG complex function.
Brennwald PJ, ed. Molecular Biology of the Cell. 2018;29(8):964-974. doi:10.1091/mbc.E17-11-0694.

COL11A1: Jia D, Liu Z, Deng N, et al. ACOL11A1-correlated pan-cancer gene signature of activated fibroblasts for the prioritization
of therapeutic targets. Cancer letters. 2016;382(2):203-214. doi:10.1016/j.canlet.2016.09.001.

COL11A2: Dominant and recessive forms of fibrochondrogenesis resulting from mutations at a second locus, COL11A2. (PMID:
22246659) Tompson SW ... Cohn DH American journal of medical genetics. Part A 2012 2 3 4 70 Mutation of COL11A2 causes
autosomal recessive non-syndromic hearing loss at the DFNB53 locus. (PMID: 16033917) Chen W ... Smith RJ Journal of medical
genetics 2005 3 4 21 70 Autosomal recessive disorder otospondylomegaepiphyseal dysplasia is associated with loss-of-function
mutations in the COL11A2 gene. (PMID: 10677296) Melkoniemi M ... Ala-Kokko L American journal of human genetics 2000 3 4 21
70 Mutations in COL11A2 cause non-syndromic hearing loss (DFNA13). (PMID: 10581026) McGuirt WT ... Smith RJ Nature genetics
1999 2 34 70 Heterozygous glycine substitution in the COL11A2 gene in the original patient with the Weissenbacher-Zweymuller
syndrome demonstrates its identity with heterozygous OSMED (nonocular Stickler syndrome). (PMID: 9805126) Pihlajamaa T ...
Ala-Kokko L American journal of medical genetics 1998

COL12A1: Complete primary structure of two splice variants of collagen XII, and assignment of alpha 1(XII) collagen (COL12A1),
alpha 1(IX) collagen (COL9A1), and alpha 1(XIX) collagen (COL19A1) to human chromosome 6q12-q13. (PMID: 9143499) Gerecke DR
... Burgeson RE Genomics 1997 2 34 23 54 The COL12A1 and COL14A1 genes and Achilles tendon injuries. (PMID: 17960519)
September AV ... Collins M International journal of sports medicine 2008 3 23 41 54 The mouse alpha 1(XII) and human alpha 1(XII)-
like collagen genes are localized on mouse chromosome 9 and human chromosome 6. (PMID: 1427837) Oh SP ... Olsen BR
Genomics 1992 3 4 23 54 Mutations in the collagen XII gene define a new form of extracellular matrix-related myopathy. (PMID:
24334769) Hicks D ... Straub V Human molecular genetics 2014 3 4 54 A Large-scale genetic association study of esophageal
adenocarcinoma risk. (PMID: 20453000) Liu CY ... Christiani DC Carcinogenesis 2010

COL17A1: Xiaoyan Yan, Chuanbao Zhang, Tingyu Liang, Fan Yang, Haoyuan Wang, Fan Wu, Wen Wang, Zheng Wang, Wen Cheng,
Jiangnan Xu, Tao Jiang, Jing Chen, Yaozhong DingOncotarget. 2017 Oct 17; 8(49): 85794-85803. Published online 2017 Aug 24. doi:
10.18632/oncotarget.20526PMCID: PMC5689647Varalee Yodsurang, Chizu Tanikawa, Takafumi Miyamoto, Paulisally Hau Yi Lo,
Makoto Hirata, Koichi MatsudaOncotarget. 2017 Aug 22; 8(34): 55790-55803. Published online 2017 Jun 9. doi:
10.18632/oncotarget.18433PMCID: P
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COL1A1: Zhang Z, Wang Y, Zhang J, Zhong J, Yang R. COL1A1 promotes metastasis in colorectal cancer by regulating the WNT/PCP
pathway. Molecular Medicine Reports. 2018;17(4):5037-5042. d0i:10.3892/mmr.2018.8533.

COL1A2: Schafer G, Hitchcock JK, Shaw TM, Katz AA, Parker MI. A Novel Role of Annexin A2 in Human Type I Collagen Gene
Expression. Journal of Cellular Biochemistry. 2015;116(3):408-417. doi:10.1002/jcb.24989.

COL27A1: Belbin GM, Odgis J, Sorokin EP, et al. Genetic identification of a common collagen disease in Puerto Ricans via identity-
by-descent mapping in a health system. McCarthy M, ed. eLife. 2017;6:25060. doi:10.7554/eLife.25060.

COL2A1: Sakagami N, Ono W, Ono N. Diverse contribution of Col2a1-expressing cells to the craniofacial skeletal cell
lineages. Orthodontics & craniofacial research. 2017;20(Suppl 1):44-49. doi:10.1111/0cr.12168.

COL3A1: Wang X-Q, Tang Z-X, Yu D, et al. Epithelial but not stromal expression of collagen alpha-1(Ill) is a diagnostic and
prognostic indicator of colorectal carcinoma. Oncotarget. 2016;7(8):8823-8838. doi:10.18632/oncotarget.6815.

COL4A1: Debbie S. Kuo, Cassandre Labelle-Dumais, Mao Mao, Marion Jeanne, William B. Kauffman, Jennifer Allen, Jack Favor,
Douglas B. GouldHum Mol Genet. 2014 Apr 1; 23(7): 1709-1722. Published online 2013 Nov 7. doi: 10.1093/hmg/ddt560 PMCID:
PMC3943517 Frances E. Jones, Matthew A. Bailey, Lydia S. Murray, Yinhui Lu, Sarah McNeilly, Ursula Schlétzer-Schrehardt, Rachel
Lennon, Yoshikazu Sado, David G. Brownstein, John J. Mullins, Karl E. Kadler, Tom Van AgtmaelDis Model Mech. 2016 Feb 1; 9(2):
165-1

COL4A3: Choquet H, Thai KK, Yin J, et al. A large multi-ethnic genome-wide association study identifies novel genetic loci for
intraocular pressure. Nature Communications. 2017;8:2108. doi:10.1038/s41467-017-01913-6.

COL4A4: Mutations in the COL4A4 gene in thin basement membrane disease. (PMID: 12631110) Buzza M ... Savige ] Kidney
international 2003 3 4 21 39 Determination of the genomic structure of the COL4A4 gene and of novel mutations causing
autosomal recessive Alport syndrome. (PMID: 9792860) Boye E ... Antignac C American journal of human genetics 1998 34 21 70
The clinical spectrum of type IV collagen mutations. (PMID: 9195222) Lemmink HH ... Smeets HJ Human mutation 1997 34 21 70
Benign familial hematuria due to mutation of the type IV collagen alpha4 gene. (PMID: 8787673) Lemmink HH ... Smeets H] The
Journal of clinical investigation 1996 3 4 21 70 Identification of novel variants in the COL4A4 gene in Korean patients with thin
basement membrane nephropathy. (PMID: 19675380) Baek JI ... Kim UK The Indian journal of medical research 2009

COLA4AGS: Efficient detection of Alport syndrome COL4A5 mutations with multiplex genomic PCR-SSCP. (PMID: 11223851) Barker DF
... Gregory MC American journal of medical genetics 2001 3 4 21 70 Mutational analysis of COL4A5 gene in Korean Alport
syndrome. (PMID: 10684360) Cheong HI ... Choi Y Pediatric nephrology (Berlin, Germany) 2000 3 4 21 70 Spectrum of COL4A5
mutations in Finnish Alport syndrome patients. (PMID: 10862091) Martin P ... Tryggvason K Human mutation 2000 34 21 70
Detection of mutations in COL4AS5 in patients with Alport syndrome. (PMID: 10094548) Plant KE ... Flinter FA Human mutation 1999
3421 70 Detection of mutations in the COL4A5 gene in over 90% of male patients with X-linked Alport's syndrome by RT-PCR and
direct sequencing. (PMID: 10561141) Inoue Y ... Yoshikawa N American journal of kidney diseases : the official journal of the
National Kidney Foundation 1999

COL4AG6: Deletion of the paired alpha 5(IV) and alpha 6(IV) collagen genes in inherited smooth muscle tumors. (PMID: 8356449)
Zhou ] ... Reeders ST Science (New York, N.Y.) 1993 2 3 4 21 Novel form of X-linked nonsyndromic hearing loss with cochlear
malformation caused by a mutation in the type IV collagen gene COL4A6. (PMID: 23714752) Rost S ... Kunstmann E European
journal of human genetics : EJHG 2014 3 4 70 Structure of the human type IV collagen COL4A6 gene, which is mutated in Alport
syndrome-associated leiomyomatosis. (PMID: 8661006) Zhang X ... Tryggvason K Genomics 1996 3 4 21 Clonal overgrowth of
esophageal smooth muscle cells in diffuse leiomyomatosis-Alport syndrome caused by partial deletion in COL4A5 and COL4A6
genes. (PMID: 20951201) Oohashi T ... Ninomiya Y Matrix biology : journal of the International Society for Matrix Biology 2011 3 70
Variation at the NFATC2 locus increases the risk of thiazolidinedione-induced edema in the Diabetes REduction Assessment with
ramipril and rosiglitazone Medication (DREAM) study. (PMID: 20628086) Bailey SD ... DREAM investigators Diabetes care 2010

COL5A1: DeNigris J, Yao Q, Birk EK, Birk DE. Altered dermal fibroblast behavior in a collagen V haploinsufficient murine model of
classic Ehlers-Danlos syndrome. Connective tissue research. 2016;57(1):1-9. doi:10.3109/03008207.2015.1081901.
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COL5A2: Mutations of the alpha2(V) chain of type V collagen impair matrix assembly and produce ehlers-danlos syndrome type L
(PMID: 9425231) Michalickova K ... Cole WG Human molecular genetics 1998 3 4 21 70 A single base mutation in COL5A2 causes
Ehlers-Danlos syndrome type II. (PMID: 9783710) Richards A) ... Burrows NP Journal of medical genetics 1998 34 21 70 Sequence
analysis of the COL5A2 gene in patients with spontaneous cervical artery dissections. (PMID: 11940702) Grond-Ginsbach C ...
Brandt T Neurology 2002 3 4 21 Genomic organization of the human COL3A1 and COL5A2 genes: COL5A2 has evolved differently
than the other minor fibrillar collagen genes. (PMID: 11566270) Valkkila M ... Ala-Kokko L Matrix biology : journal of the
International Society for Matrix Biology 2001 3 4 21 Clinical and molecular characterization of 40 patients with classic Ehlers-
Danlos syndrome: identification of 18 COL5A1 and 2 COL5A2 novel mutations. (PMID: 23587214) Ritelli M ... Colombi M Orphanet
journal of rare diseases 2013

COL6A4P1: Bravata V, Minafra L, Forte GI, et al. DVWA gene polymorphisms and osteoarthritis. BMC Research Notes. 2015;8:30.
doi:10.1186/s13104-015-0987-1.

COL8A1: Corominas J, Colijn JM, Geerlings M}, et al. Whole-Exome Sequencing in Age-Related Macular Degeneration Identifies Rare
Variants in COL8A1, a Component of Bruch’s Membrane. Ophthalmology. 2018;125(9):1433-1443. d0i:10.1016/j.o0phtha.2018.03.040.

COL9A2: https://www.genecards.org/cgi-bin/carddisp.pl?gene=COL9A2
COL9A3: https://www.ncbi.nIm.nih.gov/gene/1299

COLEC12: Lin-Li Chang, Wen-Hung Hsu, Mou-Chieh Kao, Chih-Chung Chou, Chung-Cheng Lin, Chung-Jung Liu, Bi-Chuang Weng, Fu-
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sensitivity and duration, and alveolar bone grafting of oral clefts. (PMID: 32989615) Silva EMVM ... Vieira AR Oral and maxillofacial
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receptor genes with postoperative pain following root canal treatment. (PMID: 33559241) Karatas E ... Akbiyik N International
endodontic journal 2021 3 The association between selected genetic variants and individual differences in experimental pain.
(PMID: 33108341) Lie MU ... Nilsen KB Scandinavian journal of pain 2021 3 Sex moderates the association between the COMT
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Methyltransferase (COMT) Gene. (PMID: 34259955) Cao Y ... Zhang W Journal of youth and adolescence 2021 3 Investigating
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